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13106 


rLAOt 1 UUOOO / 


C-PLACE1 008887 


13107 




PI AfFIOflAOfl? 
rLAOt 1 UUoyUZ 


C-PLACE 1 008902 


13108 




rLAOt i VJUoyzO 


O rLAOt I Uvoy&o 


13109 




rLAOt I UUyUZU 


p— di apf f finanon 
o rLAOt i uuyuou 


13110 


13111 


di AfFinnaf*97 


f-Pi AfFirtr>Qn97 

O rLAOt 1 UUyUZ / 


13112 


13113 


di A^FmnofiAj; 

r LAOt f UUyU*K) 


C-PLACE 1 009045 


13114 


13115 


di APFinnonRn 
r laol i uuyuou 


C-PLACE 1 009060 


13116 


13117 


pi APFinnQnofi 
"LAot: i uuyuyu 


C-PLACE1 009090 


13118 




PI APFlflflQOQI 
rLAOt i uuyuy i 


C-PLACE1 009091 


13119 




PI APFIfWlQflQA 
rLAOt 1 UUyuy*t 


o rLAOt i uuyuy** 




13121 


PLACE1 009099 


C-PLACE 1009099 


13122 


13123 


pi AfFtnnai 1 n 

rLnUu I uuy l I u 


p-pi AfFmriQi m 

O r^LAOu 1 UUy 1 1 U 






PI APFIflfiQI 1 1 


C - PLACE1 0091 1 1 


13125 


13126 


Dl AfFI ftf\01 *3n 

rLAOt I UUy 1 OV 


r^-pi AfFi final "in 
o rLAOt i uuy i ou 


13127 


13128 


PLACE1009158 


C-PLACE1009158 


13129 


13130 


PLACE1009166 


C-PLACE1 009166 


13131 


13132 


PLACE1009174 


C-PLACE1009174 


13133 


13134 


PLAGE1 009186 


C-PLACE1009186 


13135 


13136 
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PLACE1009190 


C-PLACE1009190 


13137 


13138 


PLACE1 009230 


C-PLACE1 009230 


13139 


13140 


PLACE100931.9 


C-PLACE1 0093X9 


13141 


13142 


PLACE1 009328 


C-PLACE1 009328 


13143 




PLACE1 009335 


C-PLACE1 009335 


13144 




PLACE1 009338 


C-PLACE1 009338 


13145 


13146 




C-PLACE1 009368 


13147 


13148 


PLACE1 009375 


C-PLACE1 009375 


13149 


13150 


PLACE1 009388 


C-PLACE1 009388 


13151 




PLACE 1009404 


C-PLACE1 009404 


13152 


13153 


PLACE1 009434 


C-PLACE1 009434 


13154 


13155 


PLACE1 009443 


C-PLACE 1009443 


13156 


13157 


PLACE1 009444 


C-PLACE 1009444 


13158 


13159 


PLACE 1009459 


C-PLACE1 009459 


13160 


13161 


PLACE1 009468 


C-PLACE1 009468 


13162 


13163 


PLACE1 009476 


C-PLACE1 009476 


13164 


13165 


PLACE1 009524 


C-PLACE 1009524 


13166 


13167 


PI fWWut.9 
rLnvC 1 UUSf OfZ 


C-PLACE1 009542 


13168 


13169 




C-PLACE1 009571 


13170 


13171 


PLACE1 009581 


C-PLACE1 009581 


13172 


13173 


PLACE1 009596 


C-PLACE 1009596 


13174 


13175 


PLACE 1009607 


C-PLACE 1009607 


13176 




PLACE 1 009621 


C-PLACE 1009621 


13177 




PLACE 1 009622 


C-PLACE1 009622 


13178 


13179 


PLACE1 009659 


C-PLACE1 009659 


13180 




PLACE1 009665 


C-PLACE1 009665 


13181 


13182 


PLACE 1009670 


C - PL ACE 1 0096 70 


13183 


13184 


PLACE 1 009708 


C-PLACE 1009708 


13185 


13186 


PLACE1 009721 


C-PLACE1 009721 


13187 


13188 


PLACE1 009731 


C-PLACE1 009731 


13189 


13190 


PLACE1 009763 


C-PLACE1 009763 


13191 


13192 


PLACE1 009794 


C-PLACE1 009794 


13193 


131 94 


PLACE 1009845 


C-PLACE1 009845 


13195 


13196 


PLACE1 009886 


C-PLACE1 009886 


13197 




PLACE1 009908 


C-PLACE 1009908 


13198 


13199 


PLACE 1009971 


C-PLACE 1009971 


13200 




PLACE1 009992 


C-PLACE1 009992 


13201 


13202 


PLACE 1009995 


C-PLACE 1009995 


13203 


13204 


PLACE1 009997 


C-PLACE1009997 


13205 


13206 
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PLACE1010023 


C-PLACE1010023 


13207 


13208 


PLACE1010031 


C-PLACE 101 0031 


13209 


13210 


PLACE 101 0053 


C-PLACE101O053 


13211 


13212 


PLACE1010074 


C-PLACE1010074 


13213 


13214 


PLACE1010076 


C-PLACE 101 0076 


13215 




PLACET 01 0096 


C-PLACE1010O96 


13216 


13217 


PLACE1010102 


C-PLACE1010102 


13218 




PLACET 01 01 05 


C-PLACE1010105 


13219 


13220 


PLACE1010106 


C-PLACE1 01 01 06 


13221 




PLACE1010134 


C-PLACE1010134 


13222 


13223 


PLACE1010148 


C-PLACE1010148 


13224 


13225 


PLACE1010194 


C-PLACE 101 01^4 


13226 


13227 


PLACE1 01 0202 


C-PLACE1010202 


13228 


13229 


PLACE1010261 


C-PLACE1010261 


13230 


13231 


PLACE1010274 


C-PLACE1010274 


13232 


13233 


PLACE1010293 


C-PLACE1010293 


13234 




PLACE1010321 


C-PLACE1010321 


13235 


13236 


PLACE1010324 


C-PLACE1 01 0324 


13237 




PLACE1 010329 


C-PLACE1 01 0329 


13238 




PLACE1010362 


C-PLACE1 01 0362 


13239 


13240 




C-PLACE101 0364 


13241 




PLACE1010383 


C-PLACE1 01 0383 


13242 




PLACE1010481 


C-PLACE1010481 


13243 


13244 


PLACE1010491 


C-PLACE1010491 


13245 




PLACE1 01 0492 


C-PLACE1010492 


13246 


13247 


PLACE1010522 


C-PLACE1010522 


13248 


13249 


PLACE1010529 


C-PLACE1010529 


13250 


13251 


PLACE1010547 


C-PLACE1010547 


13252 


13253 


PLACE1010599 


C-PLACE1010599 


13254 


13255 


PLACE1 01 061 6 


C-PLACE1010616 


13256 




PLACE1 01 0622 


C-PLACE1 01 0622 


13257 


13258 


PLACE1010629 


C-PLACE1010629 


13259 




PLACE1010630 


C-PLACE1010630 


13260 




PLACET 01 0661 


C-PLACE1010661 


13261 


13262 


PLACE1010714 


C-PLACE1010714 


13263 




PUCE1010720 


C-PLACE1010720 


13264 


13265 


PLACE1010743 


C-PLACE1010743 


13266 


13267 


PLACE1010771 


C-PLACE1010771 


13268 


13269 


PLACE1010786 


C-PLACE1010786 


13270 
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PLACE1010800 
PLACE1010811 
PLACEI01087O 
PLACE1010877 
PLACE1010900 
PLACE2000050 
PLACE4000522 
PLACE4000590 
PLACE4000638 
PLAGE4000650 
Y79AA1001647 



C-PLACE1010800 
C-PLACE1010811 
C-PLACE 1010870 
C-PLACE1010877 
C-PLACE 101 0900 
C-PLACE2000050 
C-PLACE4000522 
C-PLACE4000590 
C-PLACE4000638 
C-PLACE4000650 
C-Y79AA1001647 



13271 13272 

13273 13274 
13275 

13276 13277 

13278 

13279 

13280 13281 

13282 13283 

13284 13285 

13286 13287 

13288 13289 
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Table 351 

name of SEQ ID of SEQ ID of 

f u 1 1 - 1 ength f u 1 1 - 1 ength deduced 

nucleotide nucleotide amino acid 

sequence sequence sequence 



HEMBA1000012 


C-HEMBA1000012 


13294 


13295 


HEMBA1 000020 


C-HEMBA 1000020 


13296 


13297 


HEMBA1000129 


C-HEMBA1000129 


13298 


13299 


HEMBA1 000201 


C-HEMBA 1 000201 


13300 


13301 


HEMBA1000216 


C-HEMBA1 000216 


13302 


13303 


HEMBA1 000231 


C-HEMBA1 000231 


13304 


13305 


HEMBA1 000264 


C-HEMBA 1000264 


13306 




HEMBA1 000280 


C-HEMBA 1 000280 


13307 


13308 


HEMBA1 000282 


C-HEMBA1 000282 


13309 




HEMBA1 000303 


C-HEMBA1 000303 


13310 


13311 


HEMBA1 000333 


C-HEMBA1 000333 


13312 


13313 


HEMBA1 000351 


C-HEMBA1 000351 


13314 


13315 


HEMBA1 000356 


C-HEMBA 1000356 


13316 


13317 


HEMBA1 000396 


C-HEMBA1 000396 


13318 




HEMBA1 000411 


C-HEMBA1 000411 


13319 


13320 


HEMBA1 000442 


C-HEMBA1 000442 


13321 




HEMBA1 000456 


C-HEMBA1 000456 


13322 


13323 


HEMBA1 000504 


C-HEMBA1 000504 


13324 




HEMBA1000518 


C-HEMBA1000518 


13325 


13326 


HEMBA1000519 


C-HEMBA1000519 


13327 
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HEMBA1 000523 


C-HEMBA1 000523 


13328 


13329 




HEMBA 1000542 


C-HEMBA1 000542 


13330 


13331 


5 


HEMBA1000545 


C-HEMBA1 000545. .- 


13332 






HEMBA1 000557 


C-HEMBA1 000557 


13333 






HEMBA1 000592 


C-HEMBA1 000592 


13334 


13335 


10 


HEMBA1 000594 


G-HEMBA1 000594 


13336 




HEMBA1 000604 
HEMBA1 000622 


G-HEMBA1 000604 
C-HEMBA1 000622 


13337 
13338 






HEMBA1 000637 


C-HEMBA1000637 


13339 


13340 


15 


HEMBA1 000655 


C-HEMBA1 000655 


13341 






HEMBA 1000657 


C-HEMBA1 000657 


13342 


13343 




HEMBA1 000749 


C-HEMBA 1000749* 


13344 






HEMBA1 000769 


C-HEMBA1 000769 


13345 




20 


HEMBA1 000773 


C-HEMBA1 000773 


13346 






HEMBA1 000774 


C-HEMBA1 000774 


13347 






HEMBA1 000822 


C-HEMBA1 000822 


13348 


13349 


25 


HEMBA1 000843 


C-HEMBA 1000843 


13350 






HEMBA1 000852 


C-HEMBA1 000852 


13351 






HEMBA1 000870 


C-HEMBA1 000870 


13352 


13353 




HEMBA1 000908 


C-HEMBA 1000908 


13354 


13355 


30 


HEMBA1 000934 


C-HEMBA1 000934 


13356 






HEMBA1 000972 


C-HEMBA 1000972 


13357 


13358 




HEMBA 1 000986 


C-HEMBA1 000986 


13359 






HEMBA1 000991 


C-HEMBA1 000991 


13360 


13361 


HEMBA1001008 


C-HEMBA1001008 


13362 






HEMBA1001059 


C-HEMBA1001059 


13363 


13364 




HEMBA1001094 


C-HEMBA1001094 


13365 




40 


HEMBA1001302 


C-HEMBA1001302 


13366 


13367 




HEMBA1001330 


C-HEMBA1001330 


13368 






HEMBA1001497 


C-HEMBA1001497 


13369 






HEMBA1001569 


C-HEBBA1001569 


13370 




45 


HEMBA1001570 


C-HEMBA1001570 


13371 






HEMBA1001620 


C-HEMBA1001620 


13372 


13373 




HEMBA1001640 


C-HEMBA1001640 


13374 




50 


HEMBA1001655 


C-HEMBA1001655 


13375 






HEMBA1001672 


C-HEMBA1001672 


13376 


13377 




HEMBA1001711 


C-HEMBA1001711 


13378 






HEMBA1001723 


C-HEMBA1001723 


13379 


13380 


55 


HEMBA1001746 


C-HEMBA1001746 


13381 


13382 
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HEMBA1001781 


C-HEMBA1 001 781 




13384 


nClflDn 1 UU 1 OUH 


a_liciid a 1 aai ROA 


13385 




HFMRA1 f>m 5199 
ncMDn luu t ozz 


f-HPMRA 1 flfil R99 


13387 


13388 


h pur a 1 nni fto-i 


(\_UCURA 1 AAI MA 
UT1CHIDA 1 UU 1 oZf 


13389 


13390 


ntWlDA 1 UU 1 ooo 


P— UCUR A 1 AAI OCC 

u ncKiDA i uu i ooo 


13391 


13392 


UCMDA1 aai 01 a 


r>— ucur a 1 am ai t\ 


13393 




HEMBA1 001913 


u nfcmBA 1 uu i y i o 




3395 


HEMBA1001921 


0-nhMbA I 001 HZ 1 




397 


HEMBA1001939 


A UCUDA 1 AA1 AOG 


13398 


13399 


HEMBA1 001 950 


a l-i cud a 1 Qcn 
u—HcKIdA 1 001 yoO 


13400 


13401 


HEMBA1 001 967 


C-HEMBA1 001 967 


13402 


13403 


HEMBA1 002035 


a uruDAinnonif:' 
G-nLMBAl OOzO.30 


13404 


13405 


HEMBA1 002092 


C-HEMBA1 002092 


13406 


13407 


HEMBA1 0021 02 


ft iiriiD A 1 AAO 1 AO 

0 nbMtsAl OOzl Oz 


13408 


13409 


HEMBA1 0021 50 


A iirun A -l AAO 1 CA 

0 ntlHDAl OOzl 30 


13410 


13411 


HEMBA1002151 


C-HEMBA1002151 


13412 


13413 


HEMBA1 0021 89 


C-HEMBA1002189 


13414 




HEMBA1 00221 5 


C-HEMBA1002215 


13415 


13416 


HEMBA1 002229 


C-HEMBA1 002229 


13417 




HEMBA1 002241 


C-HEMBA1 002241 


13418 


13419 


HEMBA1 002341 


C-HEMBA1 002341 


13420 




HEMBA1 00241 7 


C-HEMBA1 00241 7 


13421 


13422 


HEMBA1 002547 


C-HEMBA1 002 547 


13423 


13424 


HEMBA1 002703 


C-HEMBA1 002703 


13425 


13426 


HEMBA1 002779 


C-HEMBA1 002779 


13427 




HEMBA1002816 


C-HEMBA1002816 


13428 


13429 


HEMBA1 002970 


A UCUfi A 1 AAOfnA 

O-rlfcMBAI 002y /0 


13430 




HEMBA1 002999 


C-HEMBA1 002999 


13431 


13432 


HEMBA1 003021 


C-HEMBA1 003021 


13433 




HEMBA1 003077 


C-HEMBA1 003077 


13434 


13435 


HEMBA1 003079 


C-HEMBA1 003079 


13436 


13437 


HEMBA1 003273 


C _ HEMBA1 003273 


13438 




HEMBA1 003304 


C-HEMBA1 003304 


13439 




HEMBA1 003309 


C-HEMBA1 003309 


13440 




HEMBA1 003376 


C-HEMBA1 003376 






HEMBA1 003384 


C-HEMBA1 003384 


13442 




HEMBA1 003531 


C-HEMBA1 003531 


13443 




HEMBA1 003548 


C-HEMBA1 003548 


13444 




HEMBA1 003556 


C-HEMBA1 003556 


13445 


13446 



1019 



EP 1 074 617 A2 





HEMBA1 003571 


G-HEMBA1 003571 


13447 






HEMBA1 003579 


C-HEMBA1 003579 


13448 




5 


HEMBA1003684 


C-HEMBA1 003684. . 


13449 


13450 




HEMBA1 003692 


C-HEMBA1 003692 


13451 


13452 




HEMBA1 003720 


C-HEMBA1 003720 


13453 






HEMBA1 003725 


C-HEMBA1 003725 


13454 




10 


HEMBA1 003729 


C-HEMBA1 003729 


13455 


13456 




HEHBA1 003758 


C-HEMBA1 003758 


13457 






HEMBA1 003773 


G-HEMBA1 003773 


13458 


13459 


15 


HERIBA1 003783 


C-HEMBA1 003783 


13460 


13461 




HEMBA1 003799 


C-HEMBA1 003799 


13462 






HEMBA1 003804 


C-HEMBA1003804 f 


13463 


13464 




HEMBA1 003805 


C-HEMBA1 003805 


13465 


13466 


20 


HEMBA1 003836 


0-HEMBA1 003836 


13467 


13468 




HEMBA1 003856 


C-HEMBA1 003856 


13469 






HEMBA1 003866 


C-HEMBA1 003866 


13470 


13471 


25 


HEMBA1 003879 


C-HEMBA1 003879 


13472 






HEMBA1 003880 


C-HEMBA1 003880 


13473 






HEMBA1 003893 


C-HEMBA1 003893 


13474 


13475 




HEIHBA1 003908 


C-HEMBA1 003908 


13476 




30 


HEMBA1 003937 


C-HEMBA1 003937 


13477 






HEMBA1 003942 


C-HEMBA1 003942 


13478 






HEMBA1 003958 


C-HEMBA1 003958 


13479 






HEMBA1 003976 


G-HEMBA1 003976 


13480 


13481 




HEMBA1 003978 


C-HEMBA1 003978 


13482 






HEMBA1 003985 


C-HEMBA1 003985 


13483 






HEMBA1 004011 


C-HEHBA1004011 


13484 




40 


HEMBA1 004024 


C-HEMBA1 004024 


13485 






HEMBA 1004038 


C-HEMBA1 004038 


13486 


13487 




HEMBA1 004045 


C-HEMBA1 004045 


13488 






HEMBA1004048 


C-HEMBA1 004048 


13489 


13490 


45 


HEMBA1004111 


C-HEMBA1004111 


13491 






HEMBA1004131 


C-HEMBA1004131 


13492 


13493 




HEMBA1004138 


G-HEMBA1004138 


13494 






HEMBA1004143 


C-HEMBA1 004143 


13495 


13496 


50 


HEMBA1004150 


C-HEMBA1004150 


13497 






HEMBA1004168 


C-HEMBA1004168 


13498 


13499 




HEMBA1 004200 


C-HEMBA1 004200 


13500 




55 


HEMBA1004202 


C-HEMBA1 004202 


13501 


13502 
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HEMBA1 004203 


C-HEMBA1 004203 


13503 


13504 


HEMBA1 004238 


C-HEMBA1 004238 


13505 




HEMBA1004248 


C-HEMBA1 004248. ~ 


13506 




HEMBA1 004272 


C-HEMBA1 004272 


13507 




HEMBA1 004274 


C-HEMBA1 004274 


13508 


13509 


HEMBA1 004275 


C-HEMBA1 004275 


13510 


13511 


HEMBA1 004286 


G-HEMBA1 004286 


13512 


13513 


HEMBA1004312 


C-HEMBA1004312 


13514 




HEMBA1 004321 


G-HEMBA 1004321 


13515 


13516 


HEMBA1 004323 


C-HEMBA1 004323 


13517 




HEMBA1 004327 


C-HEMBA1 004327 


13518 




HEMBA1 004330 


C-HEMBA1 004330 ' 


13519 




HEMBA1 004341 


C-HEMBA1 004341 


13520 


13521 


HEMBA1 004366 


C-HEMBA1 004366 


13522 




HEMBA1 004372 


C-HEHBA1 004372 


13523 




HEMBA1 004389 


C-HEMBA1 004389 


13524 


13525 


HEMBA1 004394 


C-HEMBA1 004394 


13526 




HEMBA1 004408 


C-HEMBA1 004408 


13527 


13528 


HEMBA1 004429 


C-HEMBA 1004429 


13529 


13530 


HEMBA1 004460 


C-HEMBA1 004460 


13531 




HEMBA1 004461 


C-HEMBA1 004461 


13532 


13533 


HEMBA1 004502 


C-HEMBA1 004502 


13534 




HEMBA1 004554 


C-HEMBA1 004554 


13535 




HEMBA1 004560 


C-HEMBA1 004560 


13536 


13537 


HEMBA1 004610 


C-HEMBA1 004610 


13538 




HEMBA 1004629 


C-HEMBA1 004629 


13539 




HEMBA1 004632 


C-HEMBA1 004632 


13540 


13541 


HEMBA1 004637 


C-HEMBA1 004637 


13542 


13543 


HEMBA1 004670 


C-HEMBA1 004670 


13544 


13545 


HEMBA1 004672 


C-HEMBA1 004672 


13546 




HEMBA1 004697 


C-HEMBA1 004697 


13547 


13548 


HEMBA1 004711 


C-HEHBA1 004711 


13549 


13550 


HEMBA1 004725 


C-HEMBA1 004725 


13551 


13552 


HEMBA1 004730 


C-HEMBA1 004730 


13553 




HEMBA1 004734 


C-HEMBA1 004734 


13554 


13555 


HEMBA 1004751 


G-HEMBA1 004751 


13556 




HEMBA1 004752 


C-HEHBA1 004752 


13557 


13558 


HEMBA1 004889 


C-HEMBA1 004889 


13559 


13560 


HEMBA1 004934 


C-HEMBA1 004934 


13561 
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HEM6A1 004944 


C-HEMBA1 004944 


13562 




HEMBA1 004973 


C-HEMBA 1004973 


13563 


13564 


HEMBA1J004977 


C-HEMBA1 004977—. 


13565 




HEMBA1 005009 


C-HEMBA1 005009 


13566 


13567 


HEMBA1 005083 


C-HEMBA1 005083 


13568 


13569 


HEMBA1 0051 1 3 


C-HEMBA1005113 


13570 




HEMBA1 0051 33 


C-HEMBA1005133 


13571 




HEMBA1 0051 85 


C-HEMBA1005185 


13572 


13573 


HEMBA1 00521 9 


C-HEMBA 10052 19 


13574 


13575 


nCfflDn I UUO£0£ 


C-HEMBA 1 005252 
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15659 


PLACE1 01 0944 


C-PLACE1 01 0944 






PLACE1010954 


C-PLACE1010954 


15661 


15662 


PLACE1010960 


C-PLACE1010960 


15663 


15664 


PLACE1011026 


C-PLACE1011026 


15665 


15666 


PLACE1011046 


C-PLACE1011046 


15667 


15668 
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PLACE101 1054 


0-PLACE1 011 054 


1 




rLACtlOl 100/ 


K> rLAOt I U 1 1 uo / 


156 




PLACE1.01 1 1 09 


C-PLAGE1 01 1 1 09 — 


15671 




PLACE1 01 1 114 


C-PLACE101 1114 


15672 


15673 


PLACE1 01 1 1 33 


C-PLACE101 1 133 


15674 




PLACE101 1 143 


C-PLACE1011143 


15675 




PLAGE1011165 


C-PLACE1 01 1 1 65 


15676 




PLACE101 1 185 


C-PLACE1 011185 


15677 


15678 


PLACE101 1219 


C-PLACE1011219 


15679 


15680 


PLACE1011221 


C-PLACE101 1221 


15681 


15682 


PLACE1011263 


C-PLACE1011263 


15683 


15684 


PLACE1 01 1 325 


C-PLACE1011325 


15685 


15686 


PLACE1 01 1 332 


C-PLACE1 01 1 332 


15687 


15688 


PLACE1011340 


C-PLACE1011340 


15689 




PLAGE1011399 


C-PLACE1011399 


15690 


15691 


PLACE1011433 


C-PLACE1011433 


15692 


1 5693 


PLAGE1011452 


C-PLACE1011452 


15694 




PLACE1011465 


C-PLACE1011465 


15695 


15696 


PLACE1011472 


C-PLACE 101 1472 


15697 


15698 


PLACE1011477 


C-PLACE1011477 


15699 


15700 


PLACE1011492 


C-PLACE1011492 


15701 


15702 


PLACE1011520 


C-PLACE1011520 


15703 




PLACE1011563 


C-PLACE 101 1563 


15704 


15705 


PLACE1011567 


C-PLACE1011567 


15706 




PLACET 01 1576 


C-PLACE 101 1576 


15707 


15708 


PLACE1011586 


C-PLACE1011586 


15709 


15710 


PLACE1011643 


C-PLACE1011643 


15711 


15712 


PLACE1011649 


C-PLACE 101 1649 


15713 


15714 


PLACE1 01 1 664 


C-PLACE1011664 


15715 


15716 


PLACE1011682 


C-PLACE101 1682 


15717 




PLACE1011719 


C-PLACE1011719 


15718 




PLACE1011729 


C-PLACE1 01 1 729 


15719 




PLAGE1011858 


G-PLACE 101 1858 


15720 


15721 


PLACE1011874 


C-PLACE1 01 1 874 


15722 




PLACE1011875 


C-PLACE1011875 


15723 




PLACE1011923 


C-PLACE1011923 


15725 


15726 


PLACE1011982 


C-PLACE1011982 


15727 




PLACE2000014 


C-PLACE2000014 


15728 




PLACE2000015 


C-PLACE2000015 


15729 


15730 
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PLACE200001 7 


C-PLACE200001 7 


15731 




PLACE2000021 


C-PLACE200002 1 


15732 


15733 


PLACE2000047 


C-PLACE2000047- - 


15734 




PLACE2000062 


C-PLACE2 000062 


15735 


15736 


PLACE20001 00 


C-PLACE20001 00 


15737 




PLACE20001 1 1 


C-PLACE20001 1 1 


15738 


15739 


PLACE2000172 


C-PLACE20001 72 


15740 


15741 


PLACE2000187 


G-PLACE2000187 


15742 


15743 


PLACE2000216 


C-PLACE2000216 


15744 


15745 


PLACE2000246 


C-PLACE2000246 


15746 


15747 


PLACE200031 7 


C-PLACE2000317 


15748 




PLACE2000341 


C-PLACE2000341 


15749 


15750 


PLACE2000366 


C-PLACE2000366 


15751 




PLACE2000373 


C-PLACE2000373 


15752 


15753 


PLAGE2000394 


C-PLACE2000394 


15754 


15755 


PLACE2000398 


C-PLACE2000398 


15756 


15757 


PLACE200041 1 


C-PLACE200041 1 


15758 


15759 


PLACE2000425 


C-PLACE2000425 


15760 


15761 


PLACE2000427 


C-PLACE2000427 


15762 


15763 


PLACE2000433 


C-PLACE2000433 


15764 




PLACE2000438 


C-PLACE2000438 


15765 


15766 


PLACE2000458 


C-PLACE2000458 


15767 


15768 


PLACE2000477 


C-PLAGE2000477 


15769 


15770 


PLACE3000009 


C-PLACE3000009 


15771 


15772 


PLAGE3000020 


C-PLACE3000020 


15773 


15774 


PLACE3000103 


C-PLACE3000103 


15775 


15776 


PLACE3000142 


C-PLACE3000142 


15777 




PLACE300O145 


C-PLACE30001 45 


15778 


15779 


PLACE3000156 


C-PLACE3000156 


15780 




PLACE3000157 


C-PLACE30001 57 


15781 


15782 


PLACE3000197 


G-PLACE300O1 97 


15783 


15784 


PLACE3000208 


C-PLACE3000208 


15785 


15786 


PLAGE3000226 


C-PLACE3000226 


15787 


15788 


PLACE3000242 


C-PLACE3000242 


15789 


15790 


PLACE3000363 


C-PLACE3000363 


15791 


15792 


PLACE3000405 


C-PLACE3000405 


15793 


15794 


PLACE3000416 


C-PLAGE3000416 


15795 


15796 


PLACE3000477 


C-PLACE3000477 


15797 


15798 


PLACE4000106 


C-PLACE4000106 


15799 


15800 
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PLACE4000323 


C-PLACE4000323 


15801 






PLACE4000326 


A—DI AACjIAAAOOC 

l» rLAUh4000o.£O 




15803 


5 


PLACE4OO0369 


A— Dl kOCA AAA*5CQ 


15804 


15805 




PLACE4000445 


0 _ rLA0t4UvJU44t> 


15806 


15807 




PLACE4000558 


A Dl AACjIAAACEfl 


15808 






PLACE40O0581 


C-PLACE4000581 


158 0 


15811 




PLACE4000593 


C - PLAC E4000593 


15812 


1 




PLACE4000612 


C-PLACE400061 2 


15814 






PLACE4000670 


C-PLAGE4000670 


15816 


15817 


15 


THYR01 000026 


C-THYRO 1000026 


15818 




THYR01 000085 


C-THYR01 000085 


15819 






THYRO1000107 


C-THYR01000107 


15820 






THYR01000111 


C-THYR01 00011 1 


15821 


15822 


20 


THYR01000132 


C-THYR01000132 


15823 


15824 




THYR01000156 


C-THYR01 0001 56 


15825 


15826 




THYRQ1000173 


C-THYR01000173 


15827 


1 5828 




THYR01000186 


C-THYR01 0001 86 


15829 




25 


THYR01000187 


C-THYR01000187 


15830 






THYR01 000241 


C-THYRO 1000241 


15831 






THYR01 000279 


C-THYRO 1000279 


15832 




30 


THYR01 000327 


C-THYR01 000327 


15833 


15834 




THYR01 000452 


C-THYR01 000452 


15835 






THYR01 000471 


C-THYR01 000471 


15836 






THYR01 000484 


C-THYR01 000484 


15837 


15838 




THYR01 000502 


C-THYR01 000502 


15839 


15840 




THYR01 000505 


C-THYR01 000505 


15841 


15842 




THYR01 000585 


C-THYR01 000585 


15843 


15844 




THYR01 000596 


C-THYR01 000596 


15845 




40 


THYR01 000662 


C-THYR01 000662 


15846 


15847 




THYR01 000666 


G-THYR01 000666 


15848 


15849 




THYR01000715 


C-THYR01000715 


15850 


15851 


45 


THYR01 000734 


C-THYR01 000734 


15852 






THYR01 000748 


C-THYR01 000748 


15853 






THYR01 000756 


C-THYR01 000756 


15855 


15856 




THYR01 000777 


C-THYR01 000777 


15857 


15858 


50 


THYR01 000783 


C-THYR01 000783 


15859 


15860 




THYR01 000787 


C-THYR01 000787 


15861 


15862 




THYR01 000793 


C-THYR01 000793 


15863 


15864 


55 


THYR01 000796 


C-THYR01 000796 


15865 
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THYR01 000843 


C-THYR01 000843 


15866 




THYR01 000852 


C-THYR01 000852 


15867 


15868 


THYR01.000865 


C-THYR01 000865 — 


15869 




THYR01 000895 


C-THYR01 000895 


15870 


15871 


THYR01 000926 


G-THYR01 000926 


15872 


15873 


THYR01 000951 


C-THYR01 000951 


15874 


15875 


THYR01 000952 


C-THYR01 000952 


15876 


15877 


THYR01 000983 


C-THYR01 000983 


15878 


15879 


THYR01001003 


C-THYR01001003 


15880 




THYRO1001031 


C-THYR01001031 


15881 




THYR01001062 


C-THYR01001062 


15882 




THYR01001100 


C-THYR01001100 ! 


15883 


15884 


THYR01001133 


C-THYR01001133 


15885 


15886 


THYRO1001134 


C-THYR01001134 


15887 


15888 


THYR01001173 


C-THYR01001173 


15889 


15890 


THYR01001213 


C-THYR01001213 


15891 




THYR01001321 


C-THYR01001321 


15892 




THYR01001322 


C-THYR01001322 


15893 


15894 


THYRO1001365 


C-THYR01001365 


15895 


15896 


THYR01 001401 


C-THYR01001401 


15897 


15898 


THYR01001411 


C-THYR01001411 


15899 




THYRO1001434 


C-THYR01001434 


15900 




THYR01001534 


C-THYR01001534 


15901 


15902 


THYR01001541 


C-THYR01001541 


15903 


15904 


THYR01001559 


C-THYR01001559 


15905 




THYR01001570 


C-THYRQ10O1570 


15906 


15907 


THYR01001595 


C-THYR01001595 


15908 




THYR01001605 


C-THYR01001605 


15909 




THYRO1001617 


C-THYR01001617 


15910 


15911 


THYR01001656 


C-THYRO1001656 


15912 


15913 


THYR01001671 


C-THYR01001671 


15914 


15915 


THYR01001673 


G-THYR01001673 


15916 




THYR01001703 


C-THYR01001703 


15917 


15918 


THYR01001706 


C-THYR01001706 


15919 




THYR01001738 


C-THYR01001738 


15920 


15921 


THYR01001745 


G-THYR01001745 


15922 


15923 


THYR01001793 


C-THYR01001793 


15924 


15925 


THYR01001809 


C-THYR01001809 


15926 


15927 


THYR01001895 


C-THYR01001895 


15928 
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THYR01 001 907 


C-THYR01 001 907 


15929 




VESEN1 0001 22 


C-VESEN1000122 


15930 


15931 


Y79AA1-000037 


C-Y79AA 100003 7— 


15932 


15933 


Y79AA1 000059 


C-Y79AA1 000059 


15934 


15935 


Y79AA1 000065 


C-Y79AA1 000065 


15936 


15937 


Y79AA1000131 


C-Y79AA1000131 


15938 


15939 


Y79AA1000181 


C-Y79AA1000181 


15940 


15941 


Y79AA1 000202 


C-Y79AA1 000202 


15942 


15943 


Y79AA1000214 


C-Y79AA1000214 


15944 


15945 


Y79AA1 000230 


C-Y79AA1 000230 


15946 


15947 


Y79AA1 000258 


C-Y79AA1 000258 


15948 


15949 


Y79AA1 000268 


C-Y79AA1 000268 ! 


15950 


15951 


Y79AA1000313 


C-Y79AA1000313 


15952 


15953 


Y79AA1 000328 


G-Y79AA1 000328 


15954 


15955 


Y79AA1 000355 


C-Y79AA1 000355 


15956 


15957 


Y79AA1 000368 


C-Y79AA1 000368 


15958 


15959 


Y79AA1 000420 


C-Y79AA1 000420 


15960 


15961 


Y79AA1 000469 


C-Y79AA1 000469 


15962 


15963 


Y79AA1 000480 


C-Y79AA1 000480 


15964 


15965 


Y79AA1 000540 


C-Y79AA1 000540 


15966 


15967 


Y79AA1 000560 


C-Y79AA1 000560 


15968 


15969 


Y79AA1 000574 


C-Y79AA1 000574 


15970 


15971 


Y79AA1 000627 


C-Y79AA1 000627 


15972 


15973 


Y79AA1 000705 


C-Y79AA1 000705 


15974 


15975 


Y79AA1 000734 


G-Y79AA1 000734 


15976 


15977 


Y79AA1 000748 


C-Y79AA1 000748 


15978 


15979 


Y79AA1 000752 


C-Y79AA1 000752 


15980 


15981 


Y79AA1 000774 


C-Y79AA1 000774 


15982 


15983 


Y79AA1 000782 


C-Y79AA1 000782 


15984 


15985 


Y79AA1 000784 


C-Y79AA1 000784 


15986 


15987 


Y79AA1 000794 


C-Y79AA1 000794 


15988 


15989 


Y79AA1 000800 


C-Y79AA1 000800 


15990 


15991 


Y79AA1 000805 


C-Y79AA1 000805 


15992 




Y79AA1 000824 


C-Y79AA1 000824 


15993 


15994 


Y79AA1 000833 


C-Y79AA1 000833 


15995 


15996 


Y79AA1 000850 


C-Y79M1 000850 


15997 


15998 


Y79AA1 000962 


C-Y79AA1 000962 


15999 


16000 


Y79AA1 000968 


C-Y79AA1 000968 


16001 


16002 


Y79AA1 000976 


C-Y79AA1 000976 


16003 


16004 
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Y79AA1001023 


C-Y79AA1001023 


16005 


16006 


Y79AA1001041 


C-Y79AA1001041 


16007 


1 6008 ' 


Y79AA1401048 


C-Y79AA1001048- 


1 6009 


16010 


Y79AA1001077 


C-Y79AA1001077 


16011 


16012 


Y79AA1001078 


C-Y79AA1001078 


16013 


16014 


Y79AA1001145 


C-Y79AA1001145 


16015 


16016 


Y79M1001177 


C-Y79AA1001177 


16017 


16018 


Y79AA1001185 


C-Y79AA1001185 


16019 


16020 


Y79AA1001211 


C-Y79AA1001211 


16021 


16022 


Y79AA1001228 


C-Y79AA1001228 


16023 


16024 


Y79AA1001233 


C-Y79AA1001233 


16025 


16026 


Y79AA1001236 


C-Y79AA1001236' 


16027 


16028 


Y79AA1001281 


C-Y79AA1001281 


16029 


16030 


Y79AA1 001312 


C-Y79AA1001312 


16031 


16032 


Y79AA1001323 


G-Y79AA1001323 


16033 


16034 


Y79AA1 001391 


C-Y79AA1001391 


16035 


16036 


Y79AA1001394 


C-Y79AA1001394 


16037 


16038 


Y79AA1001402 


C-Y79AA1001402 


16039 


16040 


Y79AA1001493 


C-Y79AA1001493 


16041 


16042 


Y79AA1001533 


C-Y79AA1001533 


16043 


16044 


Y79AA1001541 


G-Y79AA1001541 


16045 


16046 


Y79AA1001548 


C-Y79AA1001548 


16047 




Y79AA1001555 


C-Y79AA1001555 


16048 




Y79AA1001581 


C-Y79AA1001581 


16049 


16050 


Y79AA1001585 


C-Y79AA1001585 


16051 




Y79AA1001603 


C-Y79AA1001603 


16052 


16053 


Y79AA1 001613 


C-Y79AA1001613 


16054 


16055 


Y79AA1001665 


C-Y79AA1001665 


16056 




Y79AA1001679 


C-Y79AA1001679 


16057 


16058 


Y79AA1001696 


C-Y79AA1001696 


16059 


16060 


Y79AA1001705 


G-Y79AA1001705 


16061 


16062 


Y79AA1001711 


C-Y79AA1001711 


16063 


16064 


Y79AA1001781 


C-Y79AA1001781 


16065 


16066 


Y79AA1001805 


C-Y79AA1001805 


16067 


16068 


Y79AA1001827 


G-Y79AA1001827 


16069 


16070 


Y79AA1001846 


C-Y79AA1001846 


16071 


16072 


Y79AA1001923 


C-Y79AA1001923 


16073 


16074 


Y79AA1001963 


C-Y79AA1001963 


16075 


16076 


Y79AA1 002027 


C-Y79AA1 002027 


16077 


16078 
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Y79AA1 002083 


C-Y79AA1 002083 


16079 


16080 


Y79AA1 002089 


G-Y79AA1 002089 


16081 


16082 


Y79AA1002145 


C-Y79AA1002115- 


16083 


16084 


Y79AA1002125 


C-Y79AA1002125 


16085 


16086 


Y79AA1 002204 


C-Y79AA1 002204 


16087 


16088 


Y79AA1 002208 


G-Y79AA1 002208 


16089 


16090 


Y79AA1 002209 


C-Y79AA1 002209 


16091 


16092 


Y79AA1 002229 


C-Y79AA1 002229 


16093 


16094 


Y79AA1 002246 


C-Y79AA1 002246 


16095 


16096 


Y79AA1 002298 


C-Y79AA1 002298 


16097 


16098 


Y79AA1 002307 


C-Y79AA1 002307 


16099 


16100 


Y79AA1002311 


C-Y79AA1 002311* 


16101 


16102 


Y79AA1 002351 


C-Y79AA1 002351 


16103 


16104 


Y79AA1 002407 


C-Y79AA1 002407 


16105 


16106 


Y79AA1 002433 


C-Y79AA1 002433 


16107 


16108 


Y79AA1 002472 


C-Y79AA1 002472 


16109 


16110 


HEMBA1 000042 


G-HEMBA1 000042 


16219 




HEMBA1000141 


C-HEMBA10O0141 


16220 


16221 


HEMBA1000150 


C-HEMBA1000150 


16222 


16223 


HEMBA10O0213 


C-HEMBA1000213 


16224 




HEMBA1 000243 


C-HEMBA1 000243 


16225 




HEMBA1 000244 


C-HEMBA1 000244 


16226 


16227 


HEMBA1 000251 


C-HEHBA1 000251 


16228 




HEMBA1 000338 


C-HEMBA1 000338 


16229 




HEMBA1 000357 


C-HEMBA1 000357 


16230 


16231 


HEMBA1 000376 


C-HEMBA1 000376 


16232 




HEMBA1 000428 


C-HEMBA1 000428 


16233 


16234 


HEMBA1 000469 


C-HEMBA1 000469 


16235 




HEMBA1 000497 


C-HEMBA1 000497 


16236 


16237 


HEMBA1 000561 


C-HEMBA1 000561 


16238 


16239 


HEIKIBA1 000569 


C-HEMBA1 000569 


16240 


16241 


HEMBA1 000575 


C-HEMBA1 000575 


16242 




HEMBA1 000591 


C-HEMBA1 000591 


16243 


16244 


HEMBA1 000673 


C-HEMBA1 000673 


16245 




HEMBA1 000702 


C-HEMBA1 000702 


16246 




HEMBA1 000722 


C-HEMBA1 000722 


16247 




HEMBA1 000726 


C-HEMBA1 000726 


16248 




HEMBA1 000876 


C-HEMBA1 000876 


16249 




HEMBA1 000942 


C-HEMBA1 000942 


16250 
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HEMBA1 000943 C-HEMBA1 000943 

HEMBA1 000960 C-HEMBA1 000960 

HEMBA1O00985 C-HEMBA1 000985 

HEMBA1001019 C-HEMBA1001019 

HEMBA1001020 C-HEMBA1001020 

HEMBA1001024 C-HEMBA1 001 024 

HEMBA1001026 C-HEMBA1001026 

HEMBA1001051 C-HEMBA1001051 

HEMBA1001060 C-HEMBA1 001 060 

HEMBA1001071 C-HEMBA1001071 

HEMBA1001077 G-HEMBA1001077 

HEMBA1001099 C-HEMBA1001099 ' 

HEMBA1 001 1 21 C-HEMBA1 001 1 21 

HEMBA1 001 1 23 C-HEMBA1 001 1 23 

HEMBA1 001 208 C-HEMBA1 001 208 

HEMBA1 001 21 3 C-HEMBA1 001 21 3 

HEMBA1001226 C-HEMBA1001226 

HEMBA1001247 C-HEMBA1 001 247 

HEMBA1001299 G-HEMBA1001299 

HEMBA1001319 C-HEMBA1001319 

HEMBA1001323 C-HEMBA1001323 

HEMBA1001327 G-HEMBA1001327 

HEMBA1001361 C-HEMBA1001361 

HEMBA1001375 C-HEMBA1001375 

HEMBA1001377 C-HEMBA1001377 

HEMBA1001383 C-HEMBA1001383 

HEMBA1001391 C-HEMBA1001391 

HEMBA1 001 41 1 C-HEHBA1 001 41 1 

HEMBA1001432 C-HEMBA1001432 

HEMBA1001433 C-HEMBA1001433 

HEMBA1 001435 C-HEMBA1001435 

HEMBA1 001 442 C-HEMBA1 001 442 

HEMBA1001463 C-HEMBA1001463 

HEMBA1001515 C-HEft©A1001 515 

HEMBA1001522 G-HEMBA1001522 

HEMBA1001557 G-HEMBA1001557 

HEMBA1001566 C-HEMBA1001566 

HEMBA1001589 C-HEMBA1 001 589 

HEMBA1001608 C-HEMBA1 001 608 



16251 




16252 




16253 




16254 




16255 


16256 


16257 




16258 




16259 




16260 




16261 




16262 


16263 


16264 




16265 




16266 




16267 




16268 




16269 




16270 


16271 


16272 




16273 




16274 




16275 




16276 




16277 




16278 




16279 




16280 




16281 




16282 




16283 




16284 




16285 




16286 
16287 


16288 


16289 


16290 


16291 


16292 


16293 




16294 




16295 


16296 
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HEMBA1001636 


C-HEMBA1 001636 


16297 


16298 


HEMBA1 001 647 


C-HEMBA1 001 647 


16299 
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NT2RM20G1360 C-NT2RM2001 360 

NT2RM2001 797 C-NT2RM200 1 797 

NT2RM2001803 C-NT2RM2001803 

NT2RM4002504 C-NT2RM4002504 

NT2RP1 000409 C-NT2RP1 000409 ' 

NT2RP1 000460 C-NT2RP 1000460 

NT2RP1 000746 C-NT2RP1 000746 

NT2RP1 000796 C-NT2RP1 000796 

NT2RP1001013 G-NT2RP1001013 

NT2RP2001214 C-NT2RP2001214 

NT2RP2001233 C-NT2RP2001 233 

NT2RP2002056 C-NT2RP2002056 

NT2RP2002105 C-NT2RP2002105 

NT2RP2002333 C-MT2RP2002333 

NT2RP2002677 C-NT2RP2002677 

NT2RP2002755 C-NT2RP2002755 

NT2RP2002843 C-NT2RP2002843 

NT2RP2003101 C-NT2RP2003101 

NT2RP2003668 C-NT2RP2003668 

NT2RP2003799 C-NT2RP2003799 

NT2RP2004095 C-NT2RP2004095 

NT2RP2004300 C-NT2RP2004300 

NT2RP2004675 C-NT2RP2004675 

NT2RP2OG4920 C-NT2RP2004920 

NT2RP2005144 C-NT2RP2005144 

NT2RP200571 9 C-NT2RP200571 9 

NT2RP2005726 C-NT2RP2005726 

MT2RP2005776 C-NT2RP2005776 

NT2RP2005980 C-NT2RP2005980 

MT2RP2006184 C-NT2RP2006184 

NT2RP2006534 C-NT2RP2006534 

NT2RP2006554 C-NT2RP2006554 







18603 


18604 


18605 


18606 


1 6 




18612 


18611 
18613 


18614 


18615 


18616 


18617 


18618 


18619 


18620 




18621 




18622 
18624 


18623 
18625 


18626 


18627 


18628 


18629 


18630 


18631 


18632 


18633 


18634 


18635 


18636 
18638 


18637 
18639 


18640 




18641 




18642 




18643 


18644 


18645 


18646 


18647 




18648 
18650 


18649 
18651 


18652 




18654 


18655 


18656 


18657 


18658 
18659 


18660 


18661 


18662 


18663 
18664 


18665 


18666 
18667 


18668 
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NT2RP300Q584 


C-NT2RP3000584 






NT2RP3001 1 1 5 


C-NT2RP30011 15 


18670 




NT2RP3001 723 


\j NlZnroUUI /Za.--- - 


18671 


18672 


MTORP^flOl Q^S 
N 1 inrdUU 1 yoo 




18673 


18674 


mtodp'Jaao'j'ja 


A— MTORP'^AAO'J'JA 


18675 


18676 


N 1 /!KroUUZ4UZ 






18678 


N 1 zt\r 


A_HT'>RP'JA.A'}AB.A 


18679 




NT2RP300251 2 


A— UTODDOA/tOd 9 
ON 1 ZKroWc E> 1 Z 


18681 


18682 


NT2RP300271 3 


A— WTODD^AAO?! *5 
0 N 1 ZnroUUZ / 1 0 


18683 






A— UT'>0D'3AAO7GG 


1 




NT2RP3002810 


A— MTODDOAAOOI A 


18685 


86 


NT2RP3002818 


C-NT2RP300281 8 


18687 




NT2RP3002955 


ON I 2Kr300^»0O 






NT2RP3002985 


C~ NT2RP3002985 


18690 


18691 


NT2RP3003059 


A— MTODDOAA'SACG 


18692 


18693 


NT2RP3003121 


C-NT2RP30031 21 


18694 


18695 


NT2RP3003133 


C — NT2RP30031 33 


18696 




NT2RP30031 55 


O-N 1 zKroUUol oo 


18698 


- 

1 


NT2RP30031 57 


C-NT2RP30031 57 


18700 


18701 


NT2RP30031 85 


C-NT2RP30031 85 


18702 


18703 


NT2RP3003264 


C-NT2RP3003264 






NT2RP3003346 


0 _ N 1 ^Kro00oo4o 


18706 




NT2RP3003403 


C - NT2RP3003403 


18707 




NT2RP3003411 


A_MTOODOAA'5>I1 1 




709 


MTODDQAAOCAA 


A—WTOQDOAA'SEAn 

O N I <cKroUUOOUv 


18 0 


871 


NT2RP3003572 


O N I /!KroUUoO IL 


18712 




NT2RP3003576 


C - NT2RP3003576 


18714 


18715 


NT2RP3003665 


C-NT2RP3003665 


18716 


18717 


NT2RP3003672 


G-NT2RP3003672 


18718 




NT2RP3003680 


A—MTODDOAAnftQA 

0 _ N l zKroOUoooU 






NIzKroUUo/yy 


o-n i zKr juoj /yy 


18721 


18722 


ti 1 ZKr OUUooUU 


ON 1 ZKroUUOoUU 


18723 


18724 


NT2RP3003828 


C-NT2RP3003828 


18725 


1 


NT2RP3003932 


C-NT2RP3003932 


18727 




NT2RP3003992 


C-MT2RP3003992 


18728 


18729 


NT2RP3004013 


C-NT2RP3004013 


18730 


18731 


NT2RP3004028 


C-NT2RP3004028 


18732 


18733 


NT2RP3004041 


C-NT2RP3004041 


18734 


18735 


NT2RP3004051 


C-NT2RP3004051 


18736 


18737 
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HTOBDitsriArna 

Ti 1 iltr OUU«fU / o 


A-MT?RP^AAAA7fi 


18738 


18739 


MTODDO.AAAAO'} 


a_MT9RP^a.aaaqo, 


18740 


18741 


ill 1 Zr\roUU*HjyO 


A-MT^RP^AAAAQK 




18743 


WT'JRP^AAA 1 95 


C-NT2RP30041 25 


18744 


18745 




C-NT2RP30041 48 


18746 


1 8747 


N i ZKr OUU4 1 00 


C-NT2RP30041 55 


18748 


18749 


MTODDOAAA 1 CO 


A— MTOPP^AAAI ftQ 




18751 


AITODOO AAA O'JO 

NI2KrJ0U4o«5Z 


\j w i ZKrouu^woz 


18752 


18753 


IITODOO AAA 0. A Q 

N I ZKr.iOU4.j4y 


a— mtorp'jaaa.'JA.q 


18754 




NT2RP4000035 


A_MTODDAAAAA'iJ\ 

H 1 ZKr4UUUUoO 


18755 




NT2RP4000049 


A—MT •) BDA AAAA AO 
UN 1 ZKr4UUUU4y 


18756 




NT2RP40001 02 


a-aitodda aaai no 
ON 1 2Kr4UUU 1 Uz 


757 




NT2RP40001 67 


A_MTODDi1AAA1 

UN 1 zKr4UUU 1 O / 


758 


18759 


NT2RP4000515 


a_ mtoddaaaaci c; 
ON 1 zKr4UU0o 1 o 


18760 




NT2RP4000517 


C-NT2RP400051 7 


18761 




NT2RP4000519 


A— IJTOQDjJAAACI Q 
U N I ZKr4UUU0 1 a 


8762 


18763 


NT2RP5003512 


A— MTODDEAAQC1 O 

C~NT2RroOOv5o i z 


18764 


1876 


0VARC1 000092 


C-0VARC 1 000092 






0VARC1 000533 


A—AWADA1 AAAC30 


1 6 




0VARC1 000678 


G— 0VARC1 000678 


18768 




0VARC1 000689 


A—AUADA1 AAA£QQ 

U^JVAKU 1 UUUOoy 


18769 


770 

18 


0VARC1 000802 


C-0VARC1 000802 






0VARC1 000890 


A—AW A DA 1 AAACQA 

V AKU 1 uuuoy u 


187 2 


773 
8 75 


0VARC1 000945 


a_awadai aaaaact 
C-KJVARC1 000940 






QVARC1001072 


A— AWADA1AA1 A70 

G^JVAKU I UU I U /Z 


18776 




0VARC1 001117 


A— AWAOA1 AA1 117 

G^jVAKu I 00 1 11/ 




g 


0VARC1001 200 


A_A\/ ADA1 AA1 OAA 

O^JVAKU I UU I ZUU 


18 0 


J 8 ®* 


0VARC1 001 244 


C-0VARC1 001 244 






0VARC1 001 329 


A—AWADA1 AA1 OOQ 

0-OVAKO l UU i Jzy 


18784 


18 85 


0VARC1001341 


A_A\/ADA1 AA1 *3A1 
l/^JV AKU 1 UU I o4 1 


18786 


18787 


AWADA1AA1 Q7£ 

UVAKOIUU I J/D 


A— AX/ABA1 AA1 37fi 


18788 




0VARC1001496 


A— AI/ADA1 AA1 AQtt 
U^JVAKU I UU I 45*0 


8789 


8790 

1 


0VARC1001873 


C~0VARG1 001 873 


18791 




PLACE1 000007 


C-PLACE1 000007 






PLAGE 1000547 


A—DI AAC1AAACA7 


18794 


18795 


PLACE1001036 


C-PLACE1001036 


18796 


18797 


PLACE1001076 


C-PLACE1001076 


18798 




PLACE1 001118 


C-PLACE1001118 


18799 


18800 


PLACE1001366 


C-PLACE1001366 


18801 


18802 
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PLACE1001608 


C-PLACE1 001 608 


18803 


1 8804 


PLACE 1002004 


C-PLACE1 002004 


18805 


18806 


PI ArP1f)f)995fi 
rLAv/C 


C-PLACE 1 002256 


1 8807 




Dl AAC1 AA9A'}7 
rLAl/C 1 Uvl£4o / 


U rLftUL 1 / 


18808 


18809 


PLAOtlOOz&y t 




18810 


1881 1 


Dl AAC1AAOCPC 

PLAGtl 00/000 


a_di aaei Afi9K<;<; 




18813 


PLACE 1 003864 


0 rLACrt I 00JO04 


18814 




PLACE1 004793 


0 rLAUt 1 004 /»o 


18816 


18817 


PLACE1004913 


C-PLACE1004913 


18818 


8819 


PLACE 1004979 


C-PLACE 1004979 


18820 




PLACE1 005052 


C-PLACE1 005052 


18821 


18822 


PLAGE1 005055 


C-PLACE1 005055 


18823 




PLACE1005128 


C-PLACE 1 005 128 


18825 


8826 


PLACE1005162 


C — PLACE1 0051 62 


18827 




PLACE1005176 


C-PLACE1005176 


18829 


18 0 


PLACE1 005467 


C-PLACE1 005467 


18831 


18832 


PLACE1 005584 


C-PLACE1 005584 


18833 


18834 


PLACE1 005611 


C-PLACE1 00561 1 


18835 


18836 


PLACE1 005802 


C-PLACE 1005802 


18837 




PLACE1 005850 


C-PLACE 1005850 


18838 




PLACE1 005898 


C-PLACE 1005898 


18839 


18840 


PLACET 005932 


C-PLACE 1 005932 


18841 




PLACE1 0061 29 


C-PLACE1006129 


18842 


18843 


PLACE1 006360 


C-PLACE1 006360 


18844 




PLACE1 006795 


C-PLACE1 006795 


18845 




PLAGE1 006878 


C-PLACE1 006878 


18846 


18847 


PLACE1 007557 


C-PLACE1 007557 


18848 




PLACE1 007807 


G-PLACE 1007 807 


18849 


18850 


PLACE1008181 


C-PLACE 10081 81 






PLACET 008426 


f\ D| AAC1 rsf\QA r i& 

C-PLAOt 1 008420 


18 * 


18853 


PLACE1 008941 


A Dl AACIAAQOvM 




18855 


PLACE 1009935 


Dl AAC1AAGOOE 

O-rLAOh I ooya JO 


18 


18857 


PLACE1010310 


C-PLACE1 010310 


18858 


18859 


PLACE1011891 


C - PLACE101 1 891 






PLACE1011896 


C-PLACE1011896 


18861 




PLACE2000003 


C-PLACE2000003 


18863 




PLACE2000132 


C-PLACE2000132 


18864 


18865 


PLACE2000170 


C-PLACE2000170 


18866 




PLACE2000335 


C-PLACE2000335 


18867 


18868 
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PLACE3000124 C-PLACE3000124 

PLACE3000158 C-PLAGE30001 58 

PLACE3000207 C-PLACE3000207 - 

PLACE3000221 C-PLACE3000221 

PLACE3000271 C-PLACE3000271 

PLACE3000304 C-PLACE3000304 

PLACE3000322 C-PLAGE3000322 

PLACE3000341 C-PLACE3000341 

PLACE3000373 C-PLACE3000373 

PLACE3000399 C-PLACE3000399 

PLACE3000401 C-PLACE3000401 

PLAGE3000402 C-PLACE3000402 < 

PLACE3000406 C-PLACE3000406 

PLACE3000475 G-PLACE3000475 

PLACE4000063 C-PLACE4000063 

PLAGE4000093 C-PLACE 400009 3 

PLACE40001 00 C-PLACE40001 00 

PLACE4000247 C-PLACE4000247 

PLACE4000250 C-PLACE4000250 

PLACE4000252 C-PLACE4000252 

PLACE4000259 C-PLACE4000259 

PLACE4000320 C-PLACE4000320 

PLACE4000344 C-PLACE4000344 

PLACE4000367 C-PLACE4000367 

PLACE4000401 C-PLACE4000401 

PLACE4000411 C-PLACE400041 1 

PLACE4000487 C-PLACE4000487 

PLACE4000494 C-PLACE4000494 

PLACE4000521 C-PLACE4000521 

PLACE4000548 C-PLACE4000548 

SKNMC1000013 C-SKNMC1000013 

SKNMC1000091 C-SKNMC1 000091 

THYR01 000343 C-THYR01 000343 

THYR01 000569 C-THYR01 000569 

THYR01001142 C-THYR01 001 1 42 

THYR01001189 C-THYR01 001 1 89 

THYR01001320 C-THYR01 001 320 

THYR01001537 C-THYR01001537 

THYR01001721 C-THYR01 001 721 



18869 


18870 


18871 




18872 




18873 


18874 


18875 


18876 


18877 




18878 


18879 


18880 
18881 


18882 


18883 
18885 
18886 


18884 


18887 
18889 
18890 


18888 
18891 


18892 
18893 
18895 


18894 
18896 


18897 
18899 
18901 
18903 


18898 
18900 
18902 


18904 
18905 


18906 


18907 


18908 


18909 


18910 


18911 


18912 


18913 


18914 


18915 


18916 


18917 


18918 
18920 


18919 
18921 


18922 


18923 


18924 


18925 


18926 


18927 




18928 


18929 


18930 
18932 


18931 
18933 


18934 


18935 
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THYR01 001 828 C-THYR01 001 828 

Y79AA1 000346 C-Y79AA1 000346 

Y79AA1O01167 C-Y79AA1001 167- ... 

Y79AA1001384 C-Y79AA1001384 

Y79AA1001875 C-Y79AA1001875 

Y79AA1002103 C-Y79AA1002103 

HEMBA1 000290 C-HEMBA1 000290 

HEMBA1001196 C-HEMBA1 001 1 96 

HEMBA1 006650 C-HEMBA1 006650 

HEMBA1 006796 C-HEMBA1 006796 

HEMBB1 000337 C-HEMBB1 000337 

HEMBB1 001 61 9 C-HEMBB1 001 61 9 ' 

MAMMA1 000270 C-MAMMA1 000270 

MAMMA 1 000559 C-MAMMA1 000559 

MAMMA1 000940 C-MAMMA1 000940 

MAMMA1 002545 C-MAMMA1 002545 

MAMMA1 002972 C-MAMMA1 002972 

NT2RP2001440 C-NT2RP200144Q 

NT2RP3002770 C-NT2RP3002770 

NT2RP30031 38 C-NT2RP3003 1 38 

NT2RP3004470 0-NT2RP3004470 

0VARC1 000891 C-0VARC1 000891 

PLACE1001545 C-PLACE1001545 

PLACE1003383 C-PLACE 1003383 

PLACE1 005549 C-PLACE 1005549 

PLACE1 008455 G-PLACE 1008455 

PLACE4000131 C-PUCE4000131 

PLACE4000261 C-PLACE4000261 

THYR01 001 602 C-THYR01 001 602 

HEMBA1 006092 C-HEMBA1 006092 

HEMBA1 006406 C-HEMBA1 006406 

HEMBB1 000790 C-HEMBB 1000790 

HEMBB1000917 G-HEMBB1000917 

HEMBB1 002280 C-HEMBB1 002280 

MAMMA1 000802 C-MAMMA1 000802 

MAMMA1001322 C-MAMMA1001322 

MAMMA1 002597 C-MAMMA1 002597 

MAMMA1 002868 C-MAMMA1 002868 

NT2RP2003161 C-NT2RP2003161 







^ 8 


18939 


18940 




18941 




18943 






8945 

1 


18946 




18947 


18948 


18949 


18950 






18953 


18954 


18955 
18956 




18957 




18958 
18959 




18960 
18962 


18961 
18963 


18964 


18965 


18966 
18968 


18967 


18969 
18970 


18971 


18972 




18973 


18974 


18975 




18976 


18977 


18978 
18980 


18979 


18981 




18982 




18983 
18984 




18985 
18986 




18987 
18988 




18989 
18990 


18991 
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NT2RP2003339 
NT2RP3001282 
PLACE1001761 
PLAGE1 004491 
PLACE1 004686 
PLACE1 005574 
PLACE1 006382 
PLACE1 006792 
PLACE3000455 
PLACE4000230 
THYR01000916 
HEMBA1 000327 
HEMBB1 000637 
HEMBB1001967 
MAMMA1 000266 
NT2RP2002979 
PLACE 1007866 
PLACE3000350 
PLACE4000156 
THYR01001637 
MAMMA1002215 
MAMMA1 002721 
NT2RP2002070 



C-NT2RP2003339 

C-NT2RP3001282 

C-PLACE100176U. 

C-PLACE1 004491 

C-PLACE1 004686 

C-PLACE1 005574 

C-PLACE1 006382 

C-PLACE1 006792 

C-PLACE3000455 

C-PLACE4000230 

C-THYR01000916 

C-HEMBA1 000327 ' 

G-HEMBB1 000637 

C-HEMBB1001967 

C-MAMMA1 000266 

G-NT2RP2002979 

G-PLACE1 007866 

C-PLACE3000350 

C-PLACE4000156 

C-THYR01001637 

G-MAMMA1002215 

C-MAMMA1 002721 

C-NT2RP2002070 



18992 




18993 
18995 


18994 
18996 


18997 
18998 




18999 




19000 




19001 




19002 


19003 


19004 


19005 


19006 




19007 


19008 


19009 


19010 


19011 




19012 




19013 




19014 


19015 


19016 


1 901 7 


19018 


19019 


19020 


19021 


19022 


19023 


19024 




19025 
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Table 352 

Expression of each cDNA in synovial cells or in the synovial cells in the presence of TNF 
(This table also contains clones without description in Examples) 

In the table, Synoviocyte and Synoviocyte_TNF represent synovial cells and TNF-treated 
synovial cells, respectively. The assay was performed in triplicate (n=3), and each result is 
shown in the column of exp.l, exp.2, or exp.3. In addition, *t-test vs TNF" represents a result of 
test for significance of difference between the untreated synovial cells and the TNF-treated 
synovial cells. The increase and decrease in the expression level of a particular gene in response 
to TNF are represented by + and -, respectively. The results of test for significance of difference 
are shown in the columns of *:p<0.05 and **:p<0.01. 



Clone Synoviocyte Synoviocute_TNF t test INC. 

vs and 

exp. 1 exp. 2 exp. 3 exp. 1 exp. 2 exp. 3 TNF DEC. 
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6APDH (Cr1 ) 


0.4 


0.8 


0. 89 


0.9 


1 


1. 15 






jSactin(Cr2) 3 


:85. 94 262. 23 582. 98 443. 28 422. 61 


573. 47 




5 


ADR6L 1-000005 


2. 72 


2. 97- 


...4. 46 


7. 27 


7. 45 


3. 51 






ADRGL 1000007 


4. 36 


5. 19 


9. 58 


20. 78 


19. 59 


18. 29 


** 




ADRGL1 000009 


0. 99 


1. 25 


1. 64 


2. 16 


4. 08 


2. 02 




10 


ADRGL1 000011 


1.98 


3. 56 


5. 24 


22. 22 


23. 49 


19. 81 




ADRGL1 000027 


0.79 


1. 22 


1. 66 


2. 82 


4. 99 


1 . 9 






ADRGL 1000058 


4. 12 


7. 08 


26. 9 


62. 55 


67. 32 


49. 15 






ADRGL1 000069 


1.91 


1.68 


2. 47 


14. 19 


14. 54 


13. 74 


** 


15 


ADRGL1 000077 


1.98 


2 


2. 54 


5. 5 


2. 9 


4. 16 






ADRGL1 000092 


2. 99 


4. 79 


12. 53 


21.46 


22. 09 


26. 19 


** 




ADRGL 1000099 


2. 77 


4. 79 


12. 85 


23. 61 


24. 02 


25. 56 


** 


20 


ADRGL1000136 


20.49 


27.18 


31.85 


62.44 


40. 69 


48. 29 


* 


ADRGL1000147 


2. 09 


2. 58 


5.47 


5. 69 


7.52 


3. 85 






ADRGL1000159 


1.51 


1.77 


3. 07 


3.4 


4. 71 


2. 59 






ADRGL1000160 


2. 42 


4. 34 


6. 89 


8. 08 


7. 24 


7. 06 




25 


ADRGL1000171 


0. 95 


1.11 


1.64 


1.89 


2. 69 


1. 87 






ADRGL1000181 


0. 64 


1.37 


1.74 


3. 99 


4. 27 


3. 89 


** 




BGG 1 1100001 5 


2. 13 


3.89 


5. 02 


10.49 


11.35 


9. 14 


** 




BGG 1 1 1 00001 6 


27. 77 


35.71 


52.17 


57. 18 


48.51 


63. 57 






BGG 1 1 1 00001 7 


1.29 


3.19 


3. 14 


3. 24 


3. 65 


2. 34 






BGG 1 11000022 


4. 72 


4. 45 


6. 75 


10. 71 


5. 56 


8. 27 






BGG 1 11000031 


4. 47 


6. 58 


8. 77 


14. 79 


11. 63 


10. 04 


* 


35 


BGG 1 1 1 000042 


9. 55 


11.29 


20. 54 


23. 39 


18. 75 


20. 23 






BGG I 11000046 


8. 56 


9.77 


17.04 


34. 24 


30. 76 


25. 79 


** 




BNGH41 000020 246. 16 


211.77 380.83 


658. 32 


647. 37 


559. 16 


** 




BNGH41 000025 


4.31 


3.12 


6.92 


11.4 


13. 1 


15. 01 


** 


40 


BMGH41 000026 


2.71 


4. 77 


7.53 


4.45 


7. 17 


6. 23 






BNGH41 000027 


11.52 


13.5 


12. 69 


20. 62 


12.48 


24. 91 






BNGH41 000035 


23. 02 


25. 91 


36.46 


51.05 


31. 83 


41. 67 






BNGH41 000037 


2.7 


5. 21 


6. 72 


12. 95 


8. 98 


8. 59 


* 


45 


BNGH41 000042 


14. 55 


16. 06 


22. 84 


49. 62 


37. 57 


36. 25 


** 




BNGH41 000048 


3. 92 


6.27 


25. 68 


66. 19 


74.4 


66. 21 


** 




BNGH41 000056 


0. 74 


1.75 


3.26 


5.28 


7.34 


3. 75 


* 


50 


BNGH41 000087 


3. 36 


4. 08 


5.19 


5.59 


8.15 


3.01 






BNGH41 000091 


0.18 


1.45 


2. 47 


2. 72 


3.4 


2.14 






BNGH41000157 


6. 93 


7.99 


6.23 


13.37 


10. 28 


9.98 


* 




BNGH41000169 


1.09 


1.53 


2.99 


2. 77 


4. 23 


2.59 




55 


BNGH41000181 


3.5 


4. 06 


7.5 


5.71 


6. 81 


6.09 
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BNGH41000198 


1.32 


2.3 


4. 35 


2.06 


2. 55 


2.22 




BNGH41000219 


2. 29 


3.91 


5.61 


12.4 


13.73 


10. 76 


** 


BNGH41-000229 


9. 65 


9. 99- 


42.99 


18. 34 


18.92 


18. 94 


** 


BNGH41 000237 


8.4 


12. 99 


12. 61 


27.63 


11.26 


13.45 




BNGH41 000238 


1.56 


2.59 


6.77 


3. 45 


4. 55 


3. 32 




BNGH41 000243 


5.56 


8. 95 


6. 71 


15. 03 


12. 55 


16. 36 


** 


BNGH41 000270 


2. 94 


2. 77 


2.88 


3. 67 


3. 99 


3. 74 


** 


BRAWH 1000004 


1 


2.19 


6. 99 


6.45 


8. 36 


6 




BRAWH1000018 


1.8 


2. 24 


5. 06 


4.43 


6. 95 


5. 24 




BRAWH1 000021 


1.33 


2. 73 


4. 81 


4.16 


5.85 


5. 21 




BRAWH1 000027 


0. 58 


1.7 


1.62 


2.39 


3.65 


2. 63 


* 


BRAWH1 000029 


2. 32 


3. 63 


! 6.21 


6. 03 


6.73 


4. 81 




BRAWH1 000040 


4. 68 


4. 98 


8. 01 


7. 28 


7.2 


8. 67 




BRAWH 1000050 


11.04 


10. 47 


43.79 


51.7 


73.7 


60. 92 


* 


BRAWH 1000051 


2.14 


0. 63 


2.71 


2. 25 


4.43 


1.04 




BRAWH1 000060 


7. 84 


8. 07 


48. 26 


59.16 


66.12 


63.86 


* 


BRAWH1 000075 


1.85 


1.86 


2. 98 


2. 07 


4.4 


2. 34 




BRAWH1 000081 


1.88 


2. 78 


7. 19 


5.9 


10. 82 


7.4 




BRAWH1 000084 


30. 23 


30. 57 


65.21 


235.81 


180. 86 


211.35 


** 


BRAWH1 000095 


1.38 


2.47 


4.51 


3 


4. 78 


2. 67 




BRAWH 1000096 


1.37 


2. 89 


4.71 


3.7 


4.8 


5. 17 




BRAWH1 000097 


3. 32 


3. 27 


10. 74 


9. 24 


10. 62 


7. 75 




BRAWH1000100 


4. 77 


5.19 


7.69 


6. 98 


7.06 


7.28 




BRAWH1000101 


12 


12.04 


36. 52 


46.19 


41.09 


50.21 


* 


BRAWH1000104 


1.37 


0. 92 


4. 33 


1.47 


4. 47 


2.41 




BRAWH1000107 


0. 62 


1.88 


2. 48 


2. 43 


5. 03 


3. 15 




BRAWH1000110 


4.4 


4. 06 


16. 81 


13.87 


11. 1 


15. 74 




BRAWH1000111 


3. 98 


6.14 


6.05 


8. 85 


8. 95 


10.64 


* 


BRAWH1000135 


4. 95 


4.91 


7.7 


7. 37 


9.42 


9.98 




BRAWH1000190 


2. 22 


3. 84 


5.07 


4. 66 


7.16 


4. 99 




HEMBA1 000005 


5.91 


6. 44 


11.97 


17. 55 


22. 88 


18. 65 


* 


HEMBA 1000006 


2.61 


3.17 


4. 64 


3.08 


8.49 


4. 75 




HEMBA1000012 


10. 97 


11.75 


51.07 


71.4 


106. 82 


74. 8 


* 


HEMBA1 000020 


50.65 


49.12 


113.3 


197.41 


293. 79 


216. 89 


* 


HEMBA1 000030 


1.93 


3.08 


4.67 


5. 72 


3.62 


6.43 




HEMBA1 000034 


3. 27 


3.21 


5.35 


4. 62 


10. 29 


6.85 




HEMBA1 000042 


1.64 


3.17 


6 


4. 72 


6. 92 


8.12 




HEMBA1 000045 


7.13 


9.44 


11.07 


9. 55 


14.43 


10.44 




HEMBA1 000046 


1.14 


2. 24 


2. 77 


3. 73 


5.3 


4. 34 


* 
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HEMBA1 000047 


1. 17 


1.99 


3. 83 


2. 98 


4. 47 


3. 78 








HEMBA1 000048 


3. 76 


4. 75 


3. 64 


8.73 


12.38 


5. 48 






5 


HEMBAW00050 


0. 48 


1. 77 


1.78 


1.4 


3. 39 


1. 46 








HEMBA1 000053 


1.64 


1.28 


2. 57 


4. 68 


4. 03 


3. 99 


** 






HEMBA1 000060 


1.88 


2.71 


4.51 


7.29 


7.94 


9. 74 


** 




10 


HEMBA1 000072 


52. 79 


53.46 135.73 165.97 221.75 


230. 97 


* 




HEMBA1 000073 


16. 54 


11.43 


27. 32 


22.4 


36.09 


33. 78 








HEMBA1 000076 


5. 06 


5. 33 


9.77 


12.16 


10. 46 


11. 15 


* 






HEMBA1 000084 


4. 75 


4. 46 


20. 71 


30.15 


43. 67 


33. 92 


* 


+ 


15 


HEMBA 1000087 


0.51 


1 


3. 32 


0. 65 


2. 82 


1. 61 








HEMBA1 000088 


1.98 


2. 97 


4.6 


6.2 


9. 87 


8. 46 


* 


+ 




HEMBA1 000091 


6. 36 


5.4 


17.56 


30.15 


44.04 


35.43 


** 


+ 




HEMBA1000111 


1.52 


1.77 


3.63 


5. 29 


6.65 


6. 4 


** 


+ 


20 


HEMBA1000121 


0. 86 


1.17 


3.58 


3. 52 


4. 47 


5.83 








HEMBA1000128 


1.52 


2. 99 


6.04 


4. 28 


6. 05 


5.93 








HEMBA1000129 


2.04 


1.81 


3.95 


2. 66 


3.26 


3. 32 






25 


HEMBA1000141 


2. 31 


3.45 


5.98 


3. 56 


6. 67 


5. 6 








HEMBA1000146 


0. 84 


1.29 


2. 96 


1.93 


4. 98 


3. 52 








HEMBA1000150 


3.34 


3.29 


10. 65 


8. 27 


11.97 


9.46 








HEIWBA1000154 


25.17 


29.21 


82.33 


128.3 134.42 


139.59 


** 


+ 




HEMBA1000156 


3.28 


4 


5. 87 


8. 69 


6.19 


6. 13 








HEMBA1000158 


7. 98 


10. 04 


12. 52 


16. 99 


15.47 


12. 88 








HEMBA1000168 


1.21 


2.2 


4.11 


5.7 


7.3 


5. 21 


* 


+ 


35 


HEMBA1 000180 


0.4 


2. 04 


2. 87 


2. 86 


4. 06 


2. 05 






HEMBA1000185 


1.65 


3.84 


4. 88 


7.5 


9. 46 


9.07 


** 


+ 




HEMBA1000188 


1.37 


1.64 


3.31 


4. 94 


4.19 


3. 35 








HEMBA1000193 


1.53 


0. 66 


3. 16 


2. 68 


4. 33 


2.5 






40 


HEMBA1000194 


2.18 


2. 95 


5. 68 


9.11 


8. 74 


8. 83 


** 


+ 




HEMBA1 000201 


2.6 


4. 47 


9. 74 


13.45 


14.8 


14. 65 


* 


+ 




HEMBA1000213 


1.33 


1.95 


2. 76 


2. 08 


4.49 


3. 7 






45 


HEMBA1000216 


1.26 


1.82 


3. 27 


2. 92 


5. 2 


3.47 






HEMBA1 000227 


0. 99 


2. 27 


2. 38 


3. 28 


4. 21 


1.83 








HEMBA1 000231 


1.5 


1.97 


5 


7. 56 


7.19 


6. 16 


* 


+ 




HEMBA1 000237 


4.5 


6.13 


9.14 


14. 79 


18.3 


14. 71 


** 


+ 


50 


HEMBA1 000243 


0.6 


1.89 


3.01 


4.3 


4.34 


3. 67 


* 






HEMBA1 000244 


1.54 


2. 45 


3.78 


6. 08 


5. 58 


3.36 








HEMBA1 000251 


1.15 


1.92 


2. 97 


2. 26 


4. 59 


3.22 








HEMBA1 000254 


0. 69 


1.8 


4.81 


3. 57 


4. 97 


3. 58 






55 


HEMBA1 000264 


0. 84 


2. 28 


3.01 


2. 84 


3.23 


3.12 







1109 



EP 1 074 617 A2 





ucud A 1 ftfiflOAG 
ntmpn I UUu^oy 


1.9 


2.34 
















MbMBAIUOU^/o 




4. 29 


8 03 


7 96 


12 04 


8 54 






5 


ucuDAinnnoon 

ntMDA HJUU/ov 






2 49 


3. 3 


4. 08 


4 


r 












4 23 




7 oi 


5. 46 




+ 




HEMBAl OQU^o / 


2. 86 




4 45 




6. 04 


6. 37 


** 


+ 




HEMBA1 000288 


1.37 




6 13 


3 51 




3. 85 






10 


HEMBA1 000290 


1. 01 


2.17 


4 11 


2 46 


3 26 


2. 73 








HEMBA1 000296 


2. 4 


3.66 


_ 4g 






5. 84 








HEMBA1 000300 


1. 22 


2.73 






88 

* 








15 


HEMBA1 000302 


0. 93 


2. 17 


2. 86 


3. 04 


3.74 


1 97 








HEMBA1 000303 


1. 36 


2. 15 


( 3 ' 57 


4.13 


4.43 










HEMBAl 000304 


1. 06 


1 . 99 


4. 26 


5.51 


7. 28 


4. 87 








HEMBA 1000307 


1. 21 


1 . 73 


2.65 


4.4 


5.64 


2. 99 






20 


HEMBA1000312 


6 


8. 7 


10. 77 


13. 2 


9. 18 


9. 65 








HEMBA 10003 18 


1. 5 


4. 22 


3. 25 


5.39 


6.05 


4. 49 








HEMBA 1 000327 


2. 18 


3. 7 


3. 34 


10.58 


6. 06 


6. 02 






25 


HEMBAl 000333 


0. 68 


2. 75 


4. 33 


3. 12 


4.74 


2. 98 








HEMBA1 000338 


1. 61 


2. 84 


5. 33 


5.8 


5. 78 


4. 32 








HEMBA1 000343 


1. 79 


3. 5 


3. 69 


5. 55 


6.7 


3. 99 








HEMBA1 000349 


0. 97 


1. 52 


3. 24 


3. 9 


5. 37 


4. 09 






30 


HEMBA1000351 


1.6 


2. 06 


5. 75 


4. 8 


6. 22 


5. 24 








HEMBA1 000355 


1. 52 


3. 09 


4. 09 


3. 78 


5.14 


3.59 








HEMBA1 000356 


9. 3 


10. 42 


14. 39 


26. 93 


22. 26 


24. 97 






35 


HEMBA1 000357 


1. 88 


2. 11 


4. 76 


3. 81 


5. 7 


4. 62 






HEMBA1 000366 


1. 67 


1. 94 


3. 83 


3. 14 


4. 75 


3. 28 








HEMBA1 000369 


1. 87 


2. 94 


5. 17 


2. 82 


5. 2 


4. 56 








HEMBA1 000370 


2. 45 


3. 4 


4. 63 


3. 75 


5. 34 


3.6 






40 


HEMBA1 000376 


3. 64 


4. 55 


14. 48 


26. 69 


29. 98 


28.36 








HEMBAl 000387 


2. 95 


3. 19 


6.2 


7. 85 


7.62 










HEMBA1 000389 


2. 88 


3. 74 


8. 83 


14.4 


10.9 










HEMBAl 000390 


1. 86 


2. 27 


3. 5 


4. 28 


4. 98 


3 5 






45 


HEMBA1 000392 


1. 49 


1 . 4 


3. 06 


2. 58 


3. 78 


1.94 








HEMBA1 000396 


1 . 82 


2. 16 


3. 45 


3.43 


4. 93 


3. 34 








HEMBAl 00041 1 


1. 01 


1. 41 


4. 49 


1. 94 




2. 21 






50 


HEMBA1000418 


2. 85 


3. 21 


4. 41 


7. 75 


6 81 


5. 17 








HEMBA1 000422 


0. 99 


1.89 


2.14 


2. 64 


4.03 


2. 89 








HEMBA1 000428 


0. 36 


2. 43 


3. 09 


2. 58 


3.31 


2. 75 








HEMBA1 000434 


0.54 


2.19 


2. 93 


2. 11 


3.6 


2.69 






55 


HEMBA1 000442 


0.82 


2.2 


3. 37 


2.13 


3.8 


2. 28 
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HEMBA1 000443 


1.19 


1.9 


3.12 


2. 99 


6. 28 


3. 59 






HEMBA1 000446 


38. 48 


43.56 


75. 05 


56.34 


60. 86 


69. 87 




5 


HEMBAt00C456 


5. 19 


4. 41 


.-6.5 


7.45 


5. 62 


8. 77 






HEMBA1 000459 


1.95 


2.11 


4. 24 


3. 46 


6.17 


5. 55 






HEMBA1 000460 


7. 46 


7. 84 


8. 87 


13. 59 


12. 54 


18. 45 


* 




HEMBA1 000462 


2.11 


3.51 


5.04 


6.05 


5.16 


7. 49 




10 


HEMBA1 000464 


1.33 


0. 96 


1.73 


1.69 


2. 74 


2. 53 






HEMBA1 000468 


1.25 


1.44 


2.43 


1.69 


3. 48 


2. 22 






HEMBA1 000469 


2. 89 


3. 37 


8. 1 


5. 42 


8.81 


8. 01 




15 


HEMBA1 000477 


2.87 


3.03 


7.4 


5. 41 


9.68 


6. 83 






HEMBA1 000481 


29. 67 


31.97 


31.95 


42. 76 


52. 75 


25. 82 






HEMBA1 000488 


1.75 


2. 43 


'2. 96 


3.11 


5.9 


3 






HEMBA1 000490 


1.34 


2 


3. 49 


4.41 


3.7 


2. 88 




HEMBA1 000491 


1.21 


1.71 


2. 85 


4.24 


4. 99 


5.97 


* 




HEMBA1 000498 


2.12 


3.21 


4. 55 


4. 39 


7.76 


5.94 






HEMBA1 000501 


2. 22 


3.36 


6. 25 


6.44 


8.93 


9. 74 


* 


25 


HEMBA1 000504 


2. 93 


3.18 


4. 82 


3. 63 


5.37 


3. 83 






HEMBA1 000505 


0.81 


1.97 


3.33 


2. 72 


5.1 " 


3.58 






HEMBA1 000507 


1.02 


2. 24 


5. 29 


4.17 


8.62 


7 






HEMBA1 000508 


2. 25 


2.3 


7. 65 


4. 84 


8.57 


6. 64 




30 


HEMBA1000518 


1.38 


0.96 


0. 98 


1.89 


2. 97 


1.8 


* 




HEMBA1000519 


9.5 


7. 28 


15.97 


19. 28 


20. 99 


19. 72 


* 




HEMBA1000520 


0.45 


1.12 


1.18 


1.94 


4. 83 


4.3 


* 


35 


HEMBA1 000523 


2.32 


1.88 


3.22 


3. 48 


5.33 


3. 65 




HEMBA 1000531 


1.39 


1.46 


2.44 


2. 67 


5.34 


4. 63 


* 




HEMBA1 000534 


0. 55 


0. 95 


2. 97 


6. 63 


11.62 


10.39 


** 




HEMBA1 000538 


0.51 


1.08 


2. 31 


12. 58 


21.02 


13. 18 


** 


40 


HEMBA1 000540 


2.8 


3.11 


6. 06 


5. 82 


10. 38 


6. 39 






HEMBA1 000542 


9.16 


7. 79 


43. 94 


62. 25 


95.7 


81. 15 


* 




HEMBA1 000545 


1.51 


2.31 


1.65 


3.19 


4. 29 


3.7 


** 




HEMBA1 000547 


2. 99 


3.12 


4. 94 


4. 94 


5.3 


4. 97 




HEMBA1 000551 


2.32 


1.99 


9. 54 


4. 68 


7. 33 


9. 81 






HEMBA 1000555 


3.81 


3. 23 


6.39 


5.03 


6.43 


8. 08 






HEMBA1 000557 


2.16 


2. 06 


6.07 


3.98 


6. 46 


5. 06 




50 


HEMBA1 000561 


1.71 


2.9 


4.9 


1.63 


4. 39 


3.67 






HEMBA1 000563 


1.73 


1.85 


4. 09 


2. 72 


3.94 


2. 83 






HEMBA 1 000567 


1.02 


1.01 


1.67 


1.21 


2. 59 


1.92 






HEMBA 1 000568 


2. 19 


2.5 


6. 09 


7. 62 


6. 65 


6.84 




55 


HEMBA1 000569 


1.3 


2.8 


3. 02 


2.18 


6. 47 


2.3 
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HEMBA1 000575 


3. 73 


4. 91 


10. 84 


10. 19 


15. 17 


13.08 








HEMBA1 000588 


1. 75 


2. 49 


4. 16 


3. 12 


5. 5 


3. 83 






5 


HEMBA1000590 


0. 59 


1.02 


-2.06 


2. 24 


2. 53 


1. 35 








HEMBA1 000591 


3. 17 


3.3 


5. 18 


10. 84 


12. 16 


9.8 


** 


+ 




HEMBA1 000592 


4. 2 


5.19 


7. 77 


13. 85 


14. 94 


11. 78 


** 


+ 


10 


HEMBA1 000594 


1.95 


1.97 


3. 16 


4 


5. 86 


4. 94 


* 


+ 


HEMBA1 000604 


1. 19 


3.37 


3.48 


5. 41 


10.91 


5.29 








HEMBA1 000607 


2. 83 


5.09 


12.7 


15.52 


18. 13 


20. 66 


* 


+ 




HEMBA1 000608 


0.9 


2. 34 


2.46 


2.6 


5. 5 


2. 31 






15 


HEMBA1 000622 


0.96 


2.19 


3.55 


3.61 


5.24 


3.8 








HEMBA1 000634 


17.56 


22. 96 


30. 36 


71.62 


60. 59 


51. 59 


** 


+ 




HEMBA1 000636 


4. 59 


3. 95 


*6. 78 


15. 48 


12. 35 


12. 73 


** 


+ 




HEIWBA1 000637 


0. 93 


0. 48 


2. 58 


2.42 


3.19 


2.21 








HEMBA1 000655 


1.33 


2.11 


4. 84 


6. 91 


5. 57 


6. 31 


* 


+ 




HEMBA1 000657 


1.35 


1.78 


3.24 


4.89 


5. 28 


3. 26 


* 


+ 




HEMBA1 000662 


1.3 


2.42 


2. 73 


2. 52 


3. 78 


2.72 






25 


HEMBA1 000664 


0. 94 


1.6 


2. 87 


3.11 


4.63 


2. 94 








HEMBA1 000671 


2. 96 


3. 84 


11.68 


21.25 


18.69 


15.76 


* 


+ 




HEMBA1 000673 


1.46 


2.23 


4. 76 


7.44 


7.49 


5.51 


* 


+ 




HEMBA1 000675 


4.18 


3.09 


4. 54 


8.18 


7.19 


8.04 


** 


+ 


30 


HEMBA1 000678 


2. 23 


2.7 


4. 47 


5.03 


7.16 


5.16 








HEMBA 1000682 


3.4 


4. 64 


8. 41 


13.76 


13. 69 


14. 29 


** 


+ 




HEMBA1 000686 


2. 73 


3.88 


4. 83 


6. 23 


6.6 


5. 32 


* 


+ 


35 


HEMBA1 000702 


1.56 


2.07 


5.25 


4.15 


5. 78 


4. 32 






HEMBA1 000705 


0. 65 


1.71 


3.43 


2.34 


3.21 


1.64 








HEMBA1000713 


3.31 


5.6 


6. 12 


6.94 


5.86 


5. 47 








HEMBA1000718 


2.14 


2.7 


5. 25 


6.11 


5. 09 


5. 95 






40 


HEMBA1000719 


9.64 


12. 27 


17. 77 


16.64 


15. 52 


15. 64 








HEMBA1 000722 


1.97 


1.7 


3.6 


6. 55 


6.45 


5.02 


** 


+ 




HEMBA1 000726 


2.2 


2. 23 


5.12 


9.4 


8. 77 


9. 36 


** 


+ 




HEMBA1 000727 


4. 09 


5. 35 


6. 41 


5.13 


9. 08 


8. 37 








HEMBA1 000732 


1.22 


2. 74 


4. 21 


4. 93 


5.58 


4. 42 








HEMBA1 000736 


1.56 


2.15 


3. 24 


4.11 


5.19 


4. 62 


* 


+ 




HEMBA1 000743 


1.25 


2. 72 


3.41 


5. 05 


4. 88 


4.16 


* 


+ 


50 


HEMBA1 000745 


1.59 


2.47 


3.64 


4. 88 


5. 33 


3. 49 








HEMBA1 000747 


1.19 


1.59 


2. 56 


2.35 


3.12 


1.49 








HEMBA1 000748 


1.67 


1.51 


4. 85 


5.11 


6.08 


4. 81 








HEMBA1 000749 


1. 14 


2.04 


5. 69 


5. 98 


5. 91 


5. 96 






55 


HEMBA1 000752 


1.4 


2.3 


4. 38 


3.69 


4. 53 


3. 85 
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HEMBA1 000753 


2. 56 


4.21 


6. 53 


7. 98 


8. 59 


4. 93 






HEMBA1 000757 


1.95 


2. 95 


3. 27 


6. 33 


6. 68 


5.94 " 


** 


5 


HEMBA1000760 


3.71 


3. 81- 


--6.62 


6. 96 


7. 03 


6. 89 






HEMBA1 000769 


1.99 


2. 36 


5.17 


3.48 


5.87 


2.85 






HEMBA1 000773 


1 


2. 32 


3.07 


2. 17 


3. 18 


1.4 




10 


HEMBA1 000774 


2. 69 


2. 76 


6. 37 


6. 29 


7. 77 


5.22 




HEMBA1 000780 


1.12 


2. 33 


3. 66 


2.7 


4. 78 


3. 29 






HEMBA1 000783 


1.32 


2. 39 


4.1 


2. 78 


7.73 


2. 57 






HEMBA1 000791 


2. 07 


2.4 


6. 39 


4.97 


10.17 


7.84 




15 


HEMBA1 000793 


12. 73 


12. 73 


17. 88 


19. 93 


17. 49 


16.69 






HEMBA1 000802 


1.57 


1.65 


2. 59 


2. 07 


4. 41 


1. 1 






HEMBA1000813 


38. 24 


35. 83 


34. 83 


54. 63 


42. 38 


53. 94 


* 




HEMBA1000817 


2. 63 


3. 82 


5.44 


5. 12 


7. 02 


5. 49 






HEMBA1 000822 


1.83 


2. 89 


4.1 


4. 42 


5. 76 


3.91 






HEMBA1 000827 


2. 26 


2. 74 


6. 45 


9. 31 


7. 75 


6. 94 


* 




HEMBA1 000833 


3.1 


4.46 


7.31 


8.06 


4. 49 


4. 85 




25 


HEMBA1 000835 


12. 53 


15. 55 


75. 61 


94.51 


110.02 


86. 95 


* 




HEMBA1 000843 


1.21 


2.2 


4.6 


3.32 


5.63 


4. 93 






HEMBA1 000851 


2. 13 


1.26 


3.5 


2.7 


5.61 


2. 74 






HEMBA1 000852 


1.95 


1.83 


5.5 


3. 52 


5. 49 


3. 83 




30 


HEMBA1 000867 


0. 85 


2. 79 


4. 72 


2. 77 


5.39 


3. 07 






HEMBA1 000869 


0. 58 


1.29 


2. 51 


2.84 


3.97 


2. 38 






HEMBA1 000870 


2. 56 


2. 97 


2. 59 


3. 39 


5.16 


5. 49 


* 


35 


HEBBA1 000872 


1.44 


2. 87 


4.01 


4.31 


4. 14 


4. 34 




HEMBA1 000875 


1.89 


3.09 


5 


3.8 


4. 38 


3.77 






HEMBA1 000876 


1.75 


3. 36 


4. 64 


3.9 


6.21 


4.9 






HEMBA1 000907 


1.99 


2. 47 


3.81 


3.21 


7.15 


5. 53 




40 


HEMBA1 000908 


0. 81 


2. 06 


3. 85 


2 


5. 43 


1.98 






HEMBA1 000910 


1.97 


1.61 


3.71 


3. 35 


5.25 


2. 98 






HEMBA1000918 


0. 76 


1.34 


4.37 


4. 93 


6. 54 


6. 95 


* 




HEMBA1000919 


0. 86 


1.97 


2. 19 


2.49 


3. 07 


3. 07 






HEMBA1 000934 


2.5 


2. 56 


1. 16 


2.14 


3.51 


2.5 






HEMBA1 000935 


1.46 


1.62 


4.21 


2. 08 


5.15 


3. 64 






HEMBA1 000940 


1.98 


3. 08 


3. 1 


2. 52 


9. 96 


5.72 




50 


HEMBA1 000942 


2.31 


2.27 


4. 77 


4.81 


7.75 


6. 69 






HEMBA1 000943 


0. 58 


1.25 


2. 28 


1.83 


3. 38 


2. 18 






HEMBA1 000946 


3. 63 


4. 04 


4. 54 


6. 87 


14.9 


8.4 






HEMBA1 000960 


2. 63 


3.48 


9.97 


10. 24 


12. 79 


10.7 




55 


HEMBA1 000962 


1.99 


2.18 


2. 01 


4.43 


3.83 


4. 56 


** 
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HEMBA1 000968 


1.73 


1.86 


4. 7 


4. 1 


4. 83 


4. 66 








HEMBA1 000971" 


1.75 


2. 51 


2.9 


4.18 


5.27 


5. 71 


** 


+ 


5 


HEMBA1000972 


1.45 


1.57- 


- 3. 83 


2. 63 


4.44 


3. 49 








HEMBA1 000974 


1.69 


2. 69 


6. 33 


7. 39 


9. 35 


8. 82 


* 


+ 




HEMBA1 000975 


0. 9 


1.83 


4. 17 


3. 31 


5. 54 


5. 12 








HEMBA1 000979 


1.45 


1.69 


3. 98 


2. 55 


6. 12 


3. 93 






10 


HEMBA1 000981 


4.21 


6.9 


9.5 


11.75 


13. 27 


14. 72 


* 


+ 




HEMBA1 000983 


1.94 


1.45 


3.01 


3.89 


4. 53 


4. 15 


* 


+ 




HEMBA1 000985 


1.58 


0. 92 


2. 75 


1.73 


3. 28 


2. 79 






15 


HEMBA1 000986 


1.2 


1.48 


2. 47 


3.61 


4.91 


4. 26 


** 


+ 




HEMBA1 000991 


1.56 


1.86 


3. 8 


3. 11 


5.05 


5. 96 








HEMBA1001007 


0.89 


1.08 


*4. 08 


1.84 


3. 89 


2.71 








HEMBA1001008 


3.64 


3. 41 


5. 86 


3. 89 


7. 89 


4. 95 








HEMBA1001009 


0. 89 


1.3 


3. 07 


1.58 


3. 83 


1.81 








HEMBA1001014 


3.54 


4. 39 


9.91 


11.82 


15. 38 


14. 12 


* 


+ 




HEMBA1001017 


4. 21 


2. 82 


5.6 


6.04 


5. 41 


8. 55 






25 


HEMBA1001019 


1.92 


2.81 


3. 97 


8.71 


7. 74 


8. 29 


** 


+ 




HEMBA1001020 


1.23 


2.71 


2.3 


2.84 


5. 05 


3.6 








HEMBA1001021 


1.07 


1.62 


2. 89 


3.13 


5. 24 


2. 63 








HEMBA1001022 


2. 29 


2.25 


4.35 


6.33 


8. 57 


3.81 






30 


HEMBA1001024 


0. 31 


1.14 


2. 16 


2.87 


3.97 


1.26 








HEMBA1001026 


0.42 


1.52 


1.86 


2 


3. 22 


2 








HEMBA1001043 


1.43 


2. 46 


2. 38 


4. 63 


5. 28 


4. 25 


** 


+ 


35 


HEMBA1001051 


3.36 


2. 79 


11.52 


13. 26 


18. 17 


18.47 


* 


+ 


HEMBA1001052 


0. 86 


2.15 


2.18 


1.75 


3. 58 


2. 48 








HEMBA1001059 


5. 62 


9. 28 


26. 25 


40. 62 


56.12 


43.49 


* 


+ 




HEMBA1001060 


2. 66 


3.67 


6.45 


10. 78 


8. 35 


9. 62 


* 


+ 


40 


HEMBA1 001064 


2.12 


2. 87 


3.3 


6.04 


6.48 


4. 69 


** 


+ 




HEMBA1001071 


29.39 


41.54 


55. 57 


143.9 


102.43 


121.71 


** 


+ 




HEMBA1001077 


2.37 


1.77 


5. 21 


5. 36 


6. 66 


3. 96 








HEMBA1001078 


2.18 


2.6 


5.91 


13.3 


13.21 


11.09 


** 


+ 




HEMBA1001080 


4. 03 


3. 46 


11.86 


24.15 


26. 66 


26.65 


** 


+ 




HEMBA1001084 


1.27 


2. 37 


2.9 


5.07 


5.88 


5.13 


** 


+ 




HEMBA1001085 


1.24 


2. 87 


4.04 


4.34 


5.41 


4. 56 






50 


HEMBA1001088 


6. 62 


6 


8. 04 


3. 79 


4. 34 


5.81 








HEMBA1001093 


0. 61 


1.76 


2. 72 


3.09 


3. 02 


2. 99 








HEMBA1001094 


0. 64 


0. 78 


2. 07 


2.08 


2. 99 


1.99 








HEMBA1001099 


1.01 


1.72 


3 


2.5 


2. 95 


2. 26 






55 


HEMBA1001104 


1.2 


1.75 


2. 63 


3. 64 


8. 04 


3.3 
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HEMBA1O01109 


4. 87 


3. 77 


8. 57 


11. 32 


14. 48 


11.73 


* 




HEMBA1 001 1 1 4 


44. 68 


41. 2 


93. 35 


141.87 


145. 19 


167.76 




5 


HEMBA1 001.121 


2. 14 


2. 03 


-3. 87 


2. 41 


6 


3.25 






HEMBA 1 001 1 22 


9. 79 


10 


14. 12 


7. 73 


11.5 


22. 69 






HFMRA1f)011?'? 
nCfflun I uvi 1 1 iO 


2. 79 


3 28 


5. 2 


5.81 


6. 02 


4. 95 






ntlHBnlWI loo 






2. 54 


2. 78 


3. 84 


1. 21 




10 


ntBIJBAIUUI lo/ 


0 82 


1. 73 


3. 65 


3. 74 


3. 36 


2. 54 






UCUDA1 AA1 1 AC\ 

ntlMBAlOUl I4U 


1 23 






3 g2 


5. 18 


4 34 






HEMBA 1001 144 


12 


3 41 


9 06 




14. 12 


13. 96 




15 


HEMBA1001 145 




7 


65 7 








* 




HEMBA 1 001 1 58 




9 5 


11.62 


13.02 


7. 58 


12. 5 






HEMBA 1 001 1 72 




2 85 


f 4.37 


5.32 


5. 77 


5. 17 


* 




HkfllBAl OUT I /4 


0. 95 


2 06 


2.83 


3.88 


6.31 






20 


HEMBA1001 175 


6.93 




10. 73 


14.17 


14.5 


10. 18 






HEMBA1001 182 


16.93 




82.44 135.93 145.36 


122.22 


* 




HEMBA1001 184 


1.41 




2. 45 


1.85 


3.03 






25 


HEMBA1001 192 




75 


4. 01 


5.65 


5. 17 


3 gg 






HcMBAI OU 1 1 3b 




3 63 


7. 61 


9.43 


10. 51 


8. 97 


* 




HEMBA 1 001 1 97 


31.18 


3 .8 


86.14 


95. 35 


83. 09 


93. 59 






HEMBA 1 001 208 


1.83 


2.59 


3 


2. 67 


5.3 






30 


HEMBA1001213 


12. 99 


16.12 


69.9 


102. 88 


119. 96 


113 72 


* 




HEHBA1 001 21 4 


1.39 


3.11 


4. 36 


5.14 


7. 04 


4 62 






HEMBA1001221 


1. 63 


1.62 


3.66 


2. 06 


4. 19 


1 89 






HEMBA 1 001 225 


1.06 


2. 66 


3.53 


1.44 


3.43 


1 52 




35 


ntwlDAlOOizzo 


4. 76 


4. 65 


11.94 


13.58 


15. 58 


14. 92 


* 




HEMBA1001228 


72. 4 


75.3 


102.4 


38. 23 


64. 63 








nfcMBAtUUlzzy 






82.05 115.91 


145. 39 


128. 91 


* 


40 


HcMBA I (Jul zoo 




4 11 


6. 48 


7.31 


6.7 








HPURA1 nm via 

nCWDA 1 UU 1 zoo 


2 46 


2 49 


7. 23 


4.6 


6.94 


4. 74 






mcura 1 nm OAO 
ntfflDA i uu i 


15 36 


14 03 


91.45 


92,81 


94. 02 


90. 34 






UCUDA1 Art1 OAI 

ntMDAi0Uiz4/ 




4 36 


12.46 


12.48 


14. 07 


15. 62 




45 


fifclKBA 1 00 1 lx>£ 


8. 79 


1 4 


61.56 


77.17 


102. 24 


94. 81 


* 




uruD A 1 AA1 OCT 

ntMBAlOOIZO/ 


1. 98 


2.71 


3. 78 


3. 52 


4.29 


3. 17 






HEMBA1001 261 


3. 01 




4.56 


4.54 


3. 75 






50 


HEMBA1 001 262 




3 79 


2.81 


2. 42 


4. 34 


4 59 






HEMBA1001265 


2. 76 


3.21 


6. 85 


5.5 


7. 32 


5.1 






HEMBA1001266 


3. 97 


3.17 


6.31 


7.8 


10.5 


8. 38 


* 




HEMBA1001269 


15. 98 


10. 36 


12. 79 


22. 69 


24. 71 


25. 21 




55 


HEMBA1001272 


1.31 


2.04 


4.3 


1.62 


5.12 


2. 07 
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HEMBA1001279 


2. 54 


3. 52 


13. 6 


18. 68 


23. 45 


18. 99 


* 


+ 




HEMBA1001281 


16. 58 


20. 99 


40. 84 


47. 71 


59. 04 


45. 72 


* 


+ 


5 


HEMBA1001286 


3. 25 


4. 71- 


40. 71 


11. 24 


10. 65 


12. 38 








HEMBA1001289 


0.41 


1.57 


1.64 


1.3 


3. 57 


2. 41 








HEMBA1001291 


3.52 


4. 58 


9. 53 


10. 91 


18. 3 


18. 8 


* 


+ 




HEMBA1001294 


2.01 


1.81 


4.6 


4. 04 


7. 73 


5. 12 






10 


HEMBA1001296 


3.4 


3.52 


4. 37 


3. 77 


5. 94 


5. 22 








HEMBA1001297 


2. 88 


3.61 


5.51 


4.81 


6. 88 


5. 38 








HEMBA1001299 


2.49 


2.9 


6.21 


6.45 


8. 84 


7.74 


* 


+ 


15 


HEMBA1001302 


9.42 


11.94 


15.5 


23. 25 


35.12 


25.74 


* 


+ 




HEMBA1001303 


1.8 


1.99 


2.61 


3. 57 


3.8 


3.3 


** 


+ 




HEMBA1001306 


1.4 


1.15 


*2. 85 


5.01 


4. 46 


4. 82 


** 


+ 




HEMBA1001308 


3. 43 


4. 37 


16.7 


16.31 


18. 28 


21.75 








HEMBA1001310 


1.93 


1.71 


4.17 


2. 38 


6. 26 


3.28 ' 








HEMBA1001312 


10. 09 


10. 35 


17.42 


20.51 


24. 71 


21.67 


* 


+ 




HEMBA1001319 


1.23 


1.41 


3. 85 


2. 23 


4. 27 


4. 01 






25 


HEMBA1001322 


1.81 


2.29 


4.17 


2. 83 


4. 74 


3.78 








HEMBA1001323 


4. 04 


3. 65 


8.44 


14. 68 


23.44 


18. 68 


* 


+ 




HEMBA1001326 


8. 79 


7. 35 


10.15 


12. 24 


13. 62 


15.04 


* 


+ 




HEMBA1001327 


0.94 


1.65 


3. 18 


3. 55 


5.18 


4. 56 


* 


+ 


30 


HEMBA1001330 


1.59 


2. 22 


6. 96 


7. 36 


9. 28 


9. 64 


* 


+ 




HEMBA1001348 


1.68 


3. 99 


3.89 


6. 33 


9. 84 


7. 47 


* 


+ 




HEMBA1001350 


5.28 


4.16 


6.34 


7. 24 


13. 17 


10. 12 






35 


HEMBA1001351 


15. 37 


14. 99 


17. 64 


37. 37 


49. 52 


25. 96 


* 


+ 


HEMBA1001352 


3. 25 


3. 62 


5. 97 


8. 16 


13. 65 


5. 75 








HEMBA1001353 


30. 24 


37. 73 


49.4 


76. 74 


96. 09 


96.34 


** 


+ 




HEMBA1001358 


13. 98 


9. 73 


17. 96 


30. 89 


27. 69 


30.6 


** 


+ 


40 


HEMBA1001361 


1.7 


3. 24 


4. 96 


4. 18 


6. 08 


6.06 








HEMBA1001364 


0.8 


1.71 


2.4 


1.47 


4. 11 


2. 95 








HEMBA1001375 


3.45 


2. 77 


5. 75 


5. 71 


5. 83 


6. 32 








HEMBA1001377 


2.81 


3. 16 


7.36 


5. 37 


7.98 


7. 89 








HEMBA1001383 


0. 25 


1.64 


2.61 


1. 26 


2. 47 


1.84 








HEMBA1001387 


1.81 


2.15 


3. 66 


1.94 


5. 14 


2.47 








HEMBA1001388 


1.52 


1.78 


5. 07 


2.01 


4. 61 


3.49 






50 


HEMBA1001390 


34. 61 


34. 52 


66.57 


67. 03 


50 


56.4 








HEMBA1001391 


1.65 


2. 77 


4.83 


4. 32 


7. 98 


3.82 








HEMBA1001398 


1.98 


2. 87 


7. 47 


7. 24 


10.42 


8. 29 








HEMBA1001405 


1.17 


2 


3. 87 


2. 99 


5.3 


2. 61 






55 


HEMBA1001406 


2.01 


3.27 


3. 75 


5. 35 


6. 62 


4. 33 


* 


+ 
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HEMBA1001407 


1. 13 


1.78 


3. 73 


6. 39 


6. 64 


4.44 
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2. 81 


4. 47 
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6. 35 


6. 04 


5 


HEMBA1001413 


1.84 


1.53 


- 3. 31 


3. 61 


3. 75 


3. 76 




HEMBA1001414 


1.47 


2. 34 


5.3 


5.33 


7. 22 


5. 47 




HEMBA1001415 


1.91 


2.36 


4. 97 


4.4 


5. 86 


4. 29 


10 


HEMBA1001416 


4. 73 


4. 85 


9. 54 


8. 87 


11.06 


9.4 


HEMBA1001432 


1.23 


1.27 


4. 43 


4. 27 


6.64 


3.59 




HEMBA1001433 


1.96 


2. 93 


4. 55 


4. 33 


8. 66 


3. 64 




HEMBA1001435 


2.17 


2. 27 


6. 39 


7. 02 


10. 35 


5.88 


15 


HEMBA1001442 


0. 99 


0. 68 


2. 02 


2. 36 


3. 12 


1.81 




HEMBA1001446 


1.87 


1.84 


5. 82 


9. 71 


8.93 


11.01 




HEMBA1001450 


2. 35 


2. 32 


11.22 


8. 61 


10. 08 


6. 34 




HEMBA1001454 


3.08 


4. 25 


9. 69 


13. 64 


10. 73 


11.82 




HEMBA1001455 


2. 28 


2.7 


3.11 


2. 69 


5.54 


2.8 




HEMBA1001459 


2. 74 


3.37 


6.03 


5. 07 


7. 38 


5. 52 




HEMBA1001461 


3.34 


4.47 


6.96 


6.8 


9. 85 


7. 47 


25 


HEMBA1001462 


1.07 


1.47 


2.79 


2. 67 


4.5 


2. 54 




HEMBA1001463 


1.38 


1.61 


5. 25 


4. 95 


5. 46 


5.51 




HEMBA1001469 


3.9 


4. 51 


7. 32 


10. 63 


9. 83 


7. 76 




HEMBA1001473 


4. 56 


3. 49 


8. 25 


7. 52 


10. 34 


6.53 


30 


HEMBA1001477 


2. 14 


1.59 


4. 64 


3. 41 


5. 75 


2. 59 




HEMBA1001478 


2. 46 


2.8 


3. 77 


2. 95 


3. 73 


2. 55 




HEMBA1001480 


4.15 


6.8 


8. 96 


11.64 


11.87 


8. 48 


35 


HEMBA1001483 


1.9 


1.64 


5. 71 


6.6 


8. 22 


7. 23 


HEMBA100149O 


1.45 


2. 09 


3. 76 


5.16 


4. 52 


4. 65 




HEMBA1001495 


56.8 


53. 41 


123. 27 


193.11 


133.65 


132. 04 




HEMBA1001497 


2. 06 


1.98 


7. 47 


4. 81 


8.45 


5.85 


40 


HEMBA1001510 


3. 99 


4. 23 


15. 22 


11.46 


13.7 


14. 56 




HEMBA1001515 


1.45 


2. 33 


4.02 


3. 73 


6.11 


3.04 




HEMBA1001517 


1.6 


2. 21 


4.6 


5.26 


5.4 


4.6 




HEMBA1001522 


1.56 


2. 72 


3.77 


3.61 


6. 37 


2. 43 




HEMBA1001526 


2. 19 


2. 97 


4. 97 


4. 05 


4. 38 


3.59 




HEMBA1001533 


3. 19 


2. 86 


6. 23 


6. 83 


7. 76 


4. 64 




HEMBA1001547 


7.26 


5. 37 


13. 69 


5 


7.96 


6.19 


50 


HEMBA1001552 


7.12 


4. 72 


17.79 


16.12 


16.3 


16.05 




HEMBA1001553 


41.67 


45.48 


66. 23 


57.2 


47.01 


79.81 




HEMBA1001557 


2. 24 


2. 93 


5.15 


5. 81 


8.33 


4. 59 




HEMBA1001563 


1.69 


2.4 


4. 56 


3. 66 


6. 99 


4. 76 


55 


HEMBA1001566 


1.42 


3. 27 


8. 29 


5. 94 


9. 04 


5.84 
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HEMBA1001569 


11.15 


11.91 


26.6 


30.2 


31.14 


32. 61 




HEMBA1001570 


3.25 


4. 61 


10.2 


9.19 


10. 25 


9. 53 


5 


HEMBA 1-001 579 


3. 63 


4.4 


1. 11 


9. 26 


7.4 


9. 93 




HEMBA1001581 


2. 79 


3.33 


10. 95 


8.81 


12. 09 


9.08 




HEMBA1001582 


3.22 


3.18 


6. 68 


6. 35 


6.84 


4. 03 




HEMBA1001585 


2.7 


3.07 


4. 52 


4.4 


5.6 


3.5 


10 


HEMBA1001589 


1.82 


2. 31 


3. 63 


4. 39 


6.19 


3. 78 




HEMBA1001595 


13.06 


15. 57 


19.7 


13. 25 


13.29 


14.02 




HEMBA1001604 


1.96 


2. 67 


3.64 


3.76 


6.53 


2. 82 


15 


HEMBA1001608 


5. 58 


7. 09 


16.17 


14.14 


16.46 


14.43 




HEMBA1001615 113.28 


90. 33 


205. 41 


240. 97 


118. 65 


165. 59 




HEMBA1001620 


3.71 


5.56 


10. 54 


12. 22 


12. 24 


11.46 




HEMBA1001621 


0. 76 


2.13 


3.42 


1.76 


3.44 


2. 97 


HEMBA1001635 


2. 32 


2.13 


3.41 


3. 55 


4.9 


2. 85 




HEMBA1001636 


1.9 


1.93 


4.01 


3.34 


5.33 


2. 97 




HEMBA1001640 


3. 07 


3.31 


13.65 


10. 96 


"15. 01 


10.74 


25 


HEMBA1001647 


8. 92 


8.44 


57. 38 


88. 92 


112.42 


87. 46 




HEMBA1001651 


2. 53 


3. 54 


7. 85 


6. 62 


9.07 


8. 73 




HEMBA1001655 


2. 09 


2. 66 


4. 78 


3.35 


6. 75 


4. 09 




HEMBA1001658 


4. 33 


4.5 


9.27 


7. 26 


11.15 


8.6 


30 


HEMBA1001661 


0. 75 


1.78 


2.8 


1.98 


3. 22 


1.77 




HEMBA1001665 


1.52 


1.85 


3. 47 


2.63 


6.63 


1.73 




HEMBA1001670 


5. 32 


6.54 


8. 82 


12. 45 


15.21 


12. 42 


35 


HEMBA1001672 


2. 49 


3.06 


5.9 


4. 28 


7. 62 


3. 39 


HEMBA1001673 


8. 23 


10.76 


13. 22 


20.04 


19.39 


15. 65 




HEMBA1001675 


2.4 


2.01 


2.53 


3.21 


5. 79 


3. 36 




HEMBA1001676 


54. 19 


46. 09 


107.65 245.72 


212. 81 


275. 65 


40 


HEMBA1001678 


9.46 


10.2 


21.87 


23. 65 


19. 51 


27. 88 




HEMBA1001680 


4. 58 


4.89 


12. 32 


9. 39 


10. 95 


11.65 




HEMBA1001681 


1.71 


2.44 


5.75 


6.25 


9.11 


6. 36 




HEMBA1001684 


1.89 


2.74 


6.26 


4. 32 


7.57 


6. 98 


HEMBA1001695 


1.48 


2.08 


3.42 


2.3 


4. 76 


3.15 




HEMBA1001702 


1.54 


2. 96 


3.55 


2.36 


7.57 


3.09 




HEMBA1001709 


1.23 


1.8 


3.51 


3.21 


4. 87 


3.5 


50 


HEMBA1001711 


1.29 


1.98 


2. 83 


2. 99 


2. 45 


3.18 




HEMBA1001712 


0. 92 


1.55 


2.56 


2.13 


3.02 


2. 24 




HEMBA1001714 


10. 37 


10. 82 


19.06 


23. 54 


22 


23.8 




HEMBA1001717 


79.4 


71.16 


124.25 


152.62 


195. 81 


173.65 


55 


HEMBA1001718 


1.95 


2.12 


7.32 


5.99 


6. 59 


5. 26 
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HEMBA1001723 
HEMBA1001731 
HEMBAI001734 
HEMBA1001736 
HEMBA1001741 
HEMBA1001744 
HEMBA1001745 
HEMBA1001746 
HEMBA1001761 
HEMBA1001762 
HEMBA1001781 
HEMBA1001784 
HEMBA1001791 
HEMBA1001794 
HEMBA1001800 
HEMBA1001803 
HEMBA1001804 
HEMBA1001808 
HEMBA1001809 
HEMBA1001811 
HEMBA1001815 
HEMBA1001816 
HEMBA1001819 
HEMBA1001820 
HEM8A1001822 
HEMBA1001824 
HEMBA1001835 
HEMBA1001844 
HEMBA1001847 
HEMBA1001849 
HEMBA1001850 
HEMBA1001861 
HEMBA1001862 
HEMBA1001864 
HEMBA1001866 
HEMBA1001869 
HEHBA1001871 
HEMBA1001876 
HEMBA1001878 



3.43 3 10.19 

1.3 1.36 3.27 

2.37 2.38- - 4 28 

2.3 2.12 2.87 
1.69 2.19 3.5 
0. 86 0. 94 2. 81 
0.95 1.56 2.3 
4. 02 3. 91 8. 66 

2. 2 2. 01 4. 69 

1.41 1.6 3.57 

1.56 1.5 4.17 

1.36 1.39 ' 4.5 

2.16 1.74 6.97 

2.15 4.31 12.57 

5.61 9.63 60.44 

2. 84 4. 25 5. 36 

6.2 8.13 20.95 

1.61 1.6 3.87 

8. 07 6. 27 10. 64 

8.32 7.83 16.8 

1.75 2.67 6.56 

1.96 2.67 4.47 

0.98 3.09 6.16 

0.93 1.32 2.22 

1.87 2.06 5.43 
3.21 4.62 14.88 

1.04 1.05 3.05 

7.88 6.55 18.04 
0.93 1.8 5.21 
2. 32 2. 77 7. 58 
2. 51 2. 71 8. 43 
0.95 2.04 1.73 

138.58 133.42 191.61 

1.31 1.16 2.44 

1.49 2.39 7.45 

7.55 6.84 10.82 

29. 48 30. 98 54. 77 

0.96 1.27 4.42 

2. 23 3. 34 5. 7 



9.09 12.53 9.64 

1.58 4.8 2.29 

4. 78 6. 06 4. 27 

3. 5 4. 69 5. 33 

4.02 4.74 2.9 

2 3. 64 2. 64 

2. 53 5. 28 2. 58 

9.21 12.06 7.01 

2. 58 3. 95 3. 37 

1.93 4.38 2.03 

2.15 5.87 3.25 

4. 02 3. 58 3. 75 

6. 04 7. 62 5. 68 

13.54 13.65 12.96 

84. 85 100. 03 76. 26 

4.27 7.02 3.67 

29.84 26.86 24.39 

3. 71 3. 67 2. 89 
14.33 20.56 16.63 
22.75 21.75 17.6 

5. 58 6. 33 5. 03 

3. 09 4. 6 3. 04 

6.19 8.53 6.3 

2.36 3.32 1.21 

6. 02 7. 7 4. 44 

12.81 16.29 12.34 

3.72 5.21 3.14 
17.77 21.36 13.19 

1.96 5.18 3.06 

6.65 8.19 7.62 

8. 76 8. 88 7. 89 

2. 64 3. 93 2. 01 

266.65 221.43 227.58 

4. 79 2. 88 2. 59 

7. 67 7. 07 4. 61 

10. 31 7. 69 9. 02 

63. 07 62. 43 66. 59 

2. 08 4. 57 2. 26 

6.83 8.18 5.5 
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HEMBA1001879 


1.89 


2. 57 


5. 58 


5. 99 


7. 24 


5. 72 






HEMBA1 001 884 


6.21 


6. 49 


17. 14 


11.31 


12. 71 


10. 87 




5 


HEMBA10018S6 


2.12 


2. 21- 


-4. 38 


4. 57 


5. 67 


4. 23 






HEMBA1001888 


2 


2.12 


6.6 


7. 41 


10. 17 


9. 46 


* 




HEMBA100189O 


4. 03 


3. 67 


7.6 


6.8 


7. 01 


4.4 




10 


HEMBA1001896 


1.34 


1.61 


2. 62 


2. 27 


4.12 


3.01 




HEMBA1001899 


33.43 


39. 48 


61.77 


106. 52 


41.01 


101.91 






HEMBA1001904 


76.64 122.45 233.99 299.33 174.47 


322. 82 






HEMBA1001910 


1.4 


1.93 


3. 23 


2. 53 


6. 35 


2. 97 




15 


HEMBA1001911 


8. 36 


8. 75 


10. 86 


21.15 


16.9 


13. 23 


* 




HEMBA1001912 


8. 92 


7.97 


33. 97 


57 


51.9 


48. 59 


* 




HEMBA1 001913 


4. 89 


6.19 


17. 29 


18. 56 


14. 16 


16. 85 






HEMBA1001915 


1.35 


2. 61 


4. 49 


3.3 


5. 63 


2. 46 






HEMBA1001918 


15. 23 


13. 29 


21.07 


17. 07 


14.31 


12.13 






HEMBA1001921 


4 


3.5 


4. 38 


5.2 


5. 35 


4. 86 


* 




HEMBA1001931 


1.19 


1.95 


2. 53 


2.14 


5.17 


2.19 




25 


HEMBA1001939 


1.92 


1.77 


4. 72 


1.97 


5.21 


2. 57 






HEMBA1001940 


2.61 


2. 99 


7.14 


3.51 


5. 86 


3. 24 






HEMBA1001942 


1.18 


1.88 


3.71 


2. 33 


5.14 


1.56 






HEMBA1001944 


4. 35 


5. 83 


42.16 


51.42 


66.43 


59. 75 


* 


30 


HEMBA1001945 


0. 98 


2.3 


2. 95 


2. 98 


3.4 


2.21 






HEMBA1001950 


2. 56 


2.84 


7. 87 


5. 72 


5. 23 


3.68 






HEMBA1001951 


10. 37 


11.26 


15.33 


24.16 


18. 26 


22.94 


* 


35 


HEMBA1001958 


1.04 


1.28 


2. 58 


3.1 


4.83 


2. 54 




HEMBA1001960 


6. 87 


6. 28 


13. 93 


10. 02 


12.99 


12. 47 






HEMBA1001962 


1.01 


1.08 


4.19 


1.58 


4. 24 


1.67 






HEMBA1001964 


1.39 


3. 45 


4.13 


2. 54 


4. 45 


3. 39 




40 


HEMBA1001967 


6.06 


5. 65 


9. 33 


14. 45 


10.5 


13.18 


* 




HEMBA1001979 


0.7 


2. 67 


3.31 


2.04 


3. 46 


2.4 






HEMBA1001987 


1.96 


3.92 


7. 99 


6.19 


8. 35 


7. 22 






HEMBA1O01991 


1.61 


3.59 


9.06 


5. 06 


8.7 


7.44 






HEMBA1 002003 


4. 86 


4.71 


14. 56 


15. 86 


16. 03 


22.9 






HEMBA1 002005 


2. 62 


3.39 


7. 82 


4. 16 


7.48 


4. 76 






HEMBA1 002008 


2.64 


3.51 


7.78 


6.07 


10. 15 


6.37 




50 


HEMBA1002018 


1.86 


2. 37 


4. 23 


3.32 


5. 47 


3.87 






HEMBA1 002022 


0. 52 


2.3 


2.5 


2. 83 


3.53 


2. 82 






HEMBA1 002029 


43.82 


40. 22 


73. 75 


89.27 


96. 12 


122.81 


* 




HEMBA1 002030 


2. 23 


2. 88 


4. 32 


3. 88 


4. 26 


4. 67 




55 


HEMBA 1002035 


1.69 


1.75 


3. 82 


5.43 


5.14 


3. 75 
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HEMBA1 002037 


4. 47 


4. 34 


6. 69 


4.5 


6. 47 


7. 94 








HEMBA1 002038 


4.12 


3.13 


7. 74 


6. 36 


8.8 


5. 42 






5 


HEMBA W02039 


2.46 


3.43- 


■7. 03 


6. 74 


8. 99 


6.37 








HEMBA1 002042 


5. 52 


5. 55 


9.8 


10. 55 


13.01 


9.94 








HEMBA1 002043 


3.81 


3.79 


11.32 


12. 53 


12. 64 


13. 95 








HEMBA1 002048 


2. 76 


2.31 


3.81 


2. 03 


4. 32 


3.44 






10 


HEMBA1 002049 


1.72 


2.35 


5. 55 


4. 43 


5.2 


5.2 








HEMBA1 002053 


7. 33 


6.91 


14. 52 


11.09 


15. 25 


13.63 








HEMBA 1002055 


9.81 


8. 76 


10. 65 


18.44 


13. 58 


17. 78 


* 


+ 


15 


HEMBA 1002056 


2. 24 


2. 62 


4. 26 


5.46 


8. 06 


5.67 


* 


+ 




HEMBA1 002061 


2. 24 


2. 51 


4. 58 


4.17 


5. 34 


4. 58 








HEMBA1 002080 


46. 55 


49.5 


! 54. 6 


91.78 


122. 41 


83.23 


* 


+ 




HEMBA 1002084 


0.71 


1.43 


2. 36 


3.25 


3. 66 


2. 64 


* 


+ 




HEMBA1 002085 


0. 97 


1.47 


2. 87 


3.45 


4.52 


3.74 




+ 




HEMBA1 002092 


1.79 


1.56 


3. 94 


4. 01 


5.53 


4. 15 








HEMBA1 002098 


1.51 


1.82 


4.12 


3.2 


5.11 


2.83 






25 


HEMBA1002100 


9. 07 


8.18 


22.37 


25. 95 


23.04 


29.67 








HEMBA1002101 


18. 26 


17.64 


27.49 


23.44 


27.16 


23.74 








HEMBA1002102 


2. 65 


1.98 


5.99 


4.58 


7.06 


6. 99 








HEMBA1002105 


6.79 


6.2 


22.13 


24.47 


40.8 


25.31 






30 


HEMBA1002107 


57. 97 


37. 86 


84.35 


155. 21 


136. 27 


136. 87 


** 


+ 




HEMBA1002113 


6.77 


4. 75 


17. 24 


12.05 


12. 83 


14. 78 








HEMBA1002119 


3.85 


3.28 


24. 05 


24. 29 


30. 66 


27.04 






35 


HEMBA1002125 


7. 03 


6. 73 


10. 43 


11.38 


7. 34 


11.85 






HEMBA1002131 


9. 71 


9. 72 


20. 58 


14. 97 


19.12 


13.71 








HEMBA1002133 


3.67 


3. 52 


6. 32 


6. 97 


9.51 


9. 46 


* 


+ 




HEMBA1002139 


0. 75 


1.07 


3. 35 


1.52 


4. 37 


1.47 






40 


HEMBA1002141 


1.67 


1.36 


3. 23 


2. 99 


3. 92 


2.14 








HEMBA1002144 


2. 33 


2.44 


6.11 


5. 28 


5.68 


6.57 








HEMBA1002147 


8. 84 


9. 55 


17. 93 


36.22 


21.92 


21.88 








HEMBA1002150 


38.34 


38. 68 


51.42 


19. 74 


26. 62 


15.85 


* 




45 


HEMBA1002151 


3. 76 


3.36 


9. 95 


11. 15 


14.23 


9.84 








HEMBA1002153 


0. 57 


1.74 


3. 36 


3. 39 


5.64 


2.96 








HEMBA1002156 


0.8 


1.74 


2. 33 


1.94 


4. 28 


1.26 






50 


HEMBA1002160 


2. 16 


3.17 


5.7 


6. 08 


7. 26 


6.18 








HEMBA1002161 


2.13 


2.9 


6. 99 


13. 53 


11.79 


9. 76 


* 


+ 




HEMBA1002162 


2. 65 


2. 17 


7. 76 


5.61 


6. 27 


7.81 








HEMBA1002163 


12. 02 


12. 04 


19. 93 


34.48 


19.96 


27.11 






55 


HEMBA1002164 


6. 58 


10. 55 


59. 92 


71.46 


78.61 


67. 82 
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HEMBA1002166 


21.88 


18. 32 


39.58 


57. 35 


49. 05 


46. 09 




HEMBA1002167 


0.89 


2.89 


3.89 


4. 96 


5. 45 


3. 98 


5 


HEMBA1002173 


3.24 


3.83 


-6.22 


7.97 


7. 11 


6. 28 




HEMBA1002177 


1.31 


1.78 


3.31 


5.68 


4. 97 


2. 98 




HEMBA1002178 


6.91 


10.17 


14. 77 


23. 33 


23. 58 


17.49 




HEMBA1002179 


53. 56 


46. 86 


94.4 


58. 33 


85.22 


54. 47 


10 


HEMBA1002185 


2. 75 


4. 07 


13.4 


11.73 


16. 23 


14.56 




HEMBA1002188 


5. 76 


7. 57 


10. 27 


11.86 


12.9 


9. 8 




HEMBA1002189 


1.98 


2.85 


4. 96 


5. 23 


4. 63 


4. 71 


15 


HEMBA1002191 


0. 67 


2.16 


4. 96 


3.47 


5.44 


2. 81 




HEMBA1002192 


2. 98 


2. 83 


4.91 


7. 53 


8. 35 


4. 57 




HEMBA1002195 


2. 96 


3.27 


6.6 


10. 35 


10. 11 


7. 27 




HEMBA1002196 


3.34 


4. 33 


8. 55 


8. 62 


8. 85 


8. 39 




HEMBA1002199 


1.33 


1.86 


4.9 


4. 62 


5.71 


3. 52 




HEMBA1 002204 


1.31 


1.97 


4. 08 


5. 48 


11.37 


3. 73 




HEMBA1 002208 


24. 58 


26. 61 


45. 85 


49. 77 


25. 48 


39. 6 


25 


HEMBA1002212 


3. 73 


5.95 


9. 01 


8.9 


11.85 


17.18 




HEMBA1002215 


1.95 


2. 63 


4. 27 


5.1 


3.54 


3. 78 




HEMBA1002217 


15.61 


16.71 


59.91 


78. 46 


82. 88 


80. 94 




HEMBA1 002220 


1. 11 


2.07 


4.1 


3. 58 


3.39 


2. 33 


30 


HEMBA1 002226 


2.17 


3.13 


9.18 


10. 47 


12.61 


9.58 




HEMBA1 002227 


39.9 


47.13 


92.5 


109.42 


65. 74 


71.79 




HEMBA1 002229 


4.5 


4. 77 


13. 39 


11. 16 


13. 55 


12.49 




HEMBA1 002237 


1.73 


3. 22 


4. 08 


3. 71 


5.64 


3. 41 




HEMBA1 002239 


9. 36 


13. 83 


72.18 


100. 62 


109.3 


113.84 




HEMBA1 002241 


7 


7. 54 


38. 36 


64.27 


68. 93 


68.72 




HEMBA1 002253 


1. 11 


2.44 


3. 33 


2.3 


4. 42 


2.68 


40 


HEMBA1 002257 


1.83 


2. 65 


4. 11 


3. 18 


3.6 


1.74 




HEMBA1 002259 


1.12 


2. 17 


2.69 


3. 12 


3.6 


2. 67 




HEMBA1 002262 


6.95 


7. 37 


19.16 


14. 43 


14. 78 


17.04 




HEMBA1 002265 


1.35 


1.63 


3.7 


3. 75 


6. 23 


2. 43 


45 


HEMBA1 002267 


16.87 


20. 81 


22.76 


32. 99 


16. 96 


27.5 




HEMBA1 002270 


3. 73 


4. 79 


7. 49 


8.18 


13.43 


8. 7 




HEMBA1 002286 


1.03 


1.86 


5.42 


2. 85 


5. 53 


0. 98 


50 


HEMBA1 002290 


4. 73 


3.7 


7. 52 


5.16 


8. 88 


4. 38 




HEMBA1 002302 


6. 12 


9. 63 


45. 04 


45. 66 


49. 69 


45. 23 




HEMBA1 002304 


3. 28 


3. 42 


6.88 


5. 57 


6.97 


4. 34 




HEMBA1 002307 


45. 71 


53. 69 


92.31 
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6. 34 7. 63 4. 56 

1.71 4.36 1.73 

3. 31 4. 53 2. 94 

2. 59 5. 05 4. 37 

2. 3 4. 42 2. 07 
6. 86 7. 55 5 
2. 99 3. 52 2. 37 
1.22 2.84 1.3 
1.55 6.02 2.41 
2.38 4.38 1.96 

33.52 35.54 38.37 

29. 46 37. 25 35. 66 
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HEMBB1 002092 






V2 


5. 34 


3. 65 


6. 27 


HEMBB1 002094 


3 21 


2*62 




5. 72 


7. 27 


6. 04 


HtmDDT-UU/+Oo 


2 27 


2 97 


- -3; 51 


3.74 


5. 58 


4. 47 


HEMBB1002109 




3.47 


4.84 


5. 72 


7. 83 


6. 36 


HEMBB1002115 


* 


37.4 


91.88 


95.86 101.94 


101. 65 


HEMBB1 0021 20 


0. 89 


1.22 


2. 91 


0. 86 


2. 94 


2. 41 


HEMBB1002121 


0. 75 


1.56 


1.63 


1. 5 


4. 66 


2. 53 


HEMBB1 0021 34 


11.99 


11.22 112.59 


98. 93 


166. 1 


133. 77 


HEMBB1002136 


1. 29 


1.65 


2. 9 


2. 59 


3. 26 




HEMBB1002138 


10. 48 


9. 64 


20. 72 


18. 78 


23. 06 


19. 4 


HEMBB1 0021 39 


1.84 


1.6 


5. 46 


4. 69 


6 


5. 84 


HEMBB1002141 


1. 53 


0. 83 


*3. 44 


1.48 


4. 64 




HEMBB1002142 


1. 85 


2 


4. 95 


3. 22 


5. 98 


6 03 


HEMBB1002145 


1. 62 


0. 83 


2. 96 


1. 49 


3. 07 


2 42 


HEMBB1002152 


1. 27 


1. 19 


3. 15 


2. 32 


6. 36 


41 


HEMBB1002162 


1. 25 


1.55 


3. 92 


3. 42 


' 5. 14 


3 61 


HEMBB1002173 


4. 18 


1.09 


5.58 


2. 77 


4. 48 


3 84 


HEMBB1002189 


2. 78 


1.95 


6. 14 


7. 01 


8. 25 




HEMBB1002190 


1. 81 


2.2 


6. 36 


8.01 


6. 93 


8 36 


HEMBB1002193 


1. 84 


1.06 


2. 06 


4. 53 


4. 37 


5 48 


HEMBB1002217 


3. 82 


2.26 


6.02 


3. 61 


6. 06 


3 23 


HEMBB1002218 


3. 91 


3. 3 


7. 58 


4.94 


6. 15 


5 68 


HEMBB1 002228 


2.28 


2.9 


6. 17 


6. 68 


7. 94 


6. 97 


HEMBB1 002232 


1. 15 


1.4 


2. 24 


2. 14 


5. 79 




HEMBB1 002245 


0. 86 


0. 84 


2. 34 


1.53 


2. 47 


1 05 


HEMBB1 002247 


1. 72 


0. 59 


2.44 


1. 38 


2. 24 


1 03 


HEMBB1 002249 


2. 65 


1.64 


3. 1 


3. 39 


4. 08 


4 01 


HEMBB1 002254 


1. 35 


1.35 


3.83 


2. 64 


3. 27 


2 86 


HEMBB1 002255 


0. 99 


1.37 


2.6 


1. 19 


2. 93 


' 4 


HEMBB 1 002266 


1. 33 


0. 83 


2. 07 


0. 73 


1. 99 


0. 54 


HEMBB 1002271 


14. 89 


9.5 


29. 42 


32.9 


41.53 


37. 28 


HEMBB 1002280 


1.62 


0. 78 


1.6 


1.55 


2. 93 


1. 12 


HEMBB 1002296 


11.83 


12.31 


18. 29 


31.87 


21.06 


23. 09 


HEMBB 1002300 


0. 78 


2. 31 


3.48 


1.49 


4. 63 




HEMBB1 002302 


1.17 


2.17 


3. 26 


2. 49 


4. 76 


3 04 


HEMBB1 002306 


1.83 


1.96 


4. 28 


2.91 


4. 34 


2.6 


HEMBB1002316 


0. 66 


1.38 


2. 36 


1.19 


2.9 


0. 97 


HEMBB1 002326 


0. 93 


1.68 


4. 52 


4.35 


4. 41 


3.9 


HEMBB1 002327 


0. 99 


0.99 


2. 66 


1.46 


2. 95 


2. 06 
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HEMBB1 002329 


2. 89 


3 


3. 81 


6. 39 


5. 88 


5. 53 




HEMBB1 002340 


0. 6 


1. 8 


2. 05 


2. 29 


3. 38 


2. 22 




HEMBB1002342 


8. 12 


9. 2J 


-14. 09 


21. 68 


18. 15 


18. 03 


* 


HEMBB1 002358 


1.09 


3. 22 


6. 37 


6. 52 


7. 91 


9. 2 




HEMBB1 002359 


1 . 09 


2. 55 


4. 29 


4. 66 


5. 4 


3. 54 




HFHRR1 OfWfiA 

ntmDD 1 UUiODH 


1. 28 


1. 82 


2. 33 


3. 17 


5. 15 


3. 11 




MPMRR1 AOO^fifi 




2 <) 63 


T 72 


^ 32 


" 82 




** 


ntmDD I UUZ 6 1 1 


1 <) 83 










2. 1 


* 


ntlWDD i OU/oo 1 




16 

* 


74 


2 3 


6 






ntWltJo 1 UU/ooo 


10 




4 18 


3 1 


4 5 


4 37 




HCMRR1 rtnO"?C7 

ntMDD I uuzoo / 






2 68 


09 


3 68 


2 96 




UCMRR1 r\MAna 




27 




69 4 


70 04 


64 2 




HCURR1/V19/I1 ■? 


3 92 


2 99 


8 34 


9 46 


8 16 


10 16 




ntmDD I UUZf I 0 


0 84 


1 28 


2 79 


2 36 


3 49 


2 11 




ntMDD 1 UUZ4Z4 


1.04 




' 3 


2. 


3 04 


2 66 




UCMDD1 f\n<5jioc 
HcWdd 1 00242O 










10 1 


5 26 




ntMDD 1 UU24z / 




1 59 

* 


2 32 
* 


3 72 


7 82 


3 65 




ntMDD I UUZ44Z 








4 99 


8 58 " 


8 89 


* 


nfcMDDlUUz44/ 


2.61 




5 56 




6 6 


5 63 




ntMDD I UUZ40O 


2.5 


2. 48 






7 55 


5 25 




UCIIBR1 Ar\O^IC7 

ntWlDD I UUz4o / 


1 " 










4 8 




ntMDD I UU240O 


0. 48 


1.53 


2.5 


2 4 


2.35 






ntMDD I U(JZ40o 


1.36 


* 








8 87 




ntMDD 1 UU24DO 








2 6 




1 59 




HFMRR 1 nnO/1 77 
ntMDD 1 UUz<» / / 


0 7 


0 6 


4 43 




4 3 


86 




I4PMRR1 (\f\OA 7Q 
ntMDD lUvJZ4/y 


2 08 


1 8 




16 2 


9 9 


7 27 




ntMDD 1 uuz«my 


0. 86 








5 5 


68 


* 


UCURD1 /V\OylaO 

ntMDD I UUz4yz 












39 




ntMDD 1 UUZ4yO 


1 85 


1 85 


3 2 


2 61 


5 02 


3 98 




WPURR1 nnocno 
ntmDD i uuzouz 


* 


2 52 


2 81 


1 77 


4 83 


3 27 




ntMDD i uuzouy 






2 65 


2 03 




1 27 




hpurri nnocm 

ntmDD I UUZO t U 


0 49 


1 68 


3 06 


1 78 




0 81 




ntmDD I uuzozu 


1.46 


47 


5 44 




7 57 


8 61 
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ntMDD I UUZOZZ 












2 07 




HEMBB1 002527 


11 47 


13 79 


12 46 


24 19 


10 37 


17 52 




HEMBB1 002530 


1.43 


2.15 


3. 44 


2. 93 


4. 92 


2. 26 




HEMBB1 002531 


0. 46 


1.32 


2. 04 


1.23 


2. 99 


0. 35 




HEMBB1 002534 


1.35 


2. 27 


2. 73 


4. 54 


4. 08 


3. 92 


** 


HESIBB1 002536 


6. 58 


5. 93 


46. 38 


45. 93 


63.71 


42. 88 
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HEMBB1 002544 
HEMBB1 002545 
HEMBB1002550 
HEMBB1 002556 
HEMBB1 002571 
HEMBB1 002579 
HEMBB1 002582 
HEMBB1 002584 
HEMBB1 002587 
HEMBB1 002590 
HEMBB1 002596 
HEMBB1 002600 
HEMBB1 002601 
HEMBB1 002603 
HEMBB1 002607 
HEMBB1 002610 
HEMBB1002613 
HEMBB1002614 
HEMBB1002615 
HEMBB1002617 
HEMBB1 002623 
HEMBB1 002624 
HEMBB1 002631 
HEMBB1 002635 
HEMBB1 002644 
HEMBB1 002654 
HEMBB1 002661 
HEMBB1 002663 
HEMBB1 002664 
HEMBB1 002677 
HEMBB1 002683 
HEMBB1 002684 
HEMBB1 002686 
HEMBB1 002692 
HEMBB1 002693 
HEMBB1 002697 
HEMBB1 002699 
HEMBB1 002702 
HEMBB1 002705 



3.91 
0. 92 
1.32 
2.9 
17.25 
3.32 
1.79 
2.82 
6.39 
1.6 
1.5 
1.55 
1.28 
2. 37 
1.48 
1.2 
0. 96 
3.18 
1.47 
0.67 
2. 31 
2.7 
1.65 
1.84 
7. 22 
5.22 
1.93 
1.59 
1.28 
1.88 
2. 68 
1.71 
1.23 
0. 99 
1.75 
1.09 
1.59 
1.63 
4.2 



3.45 
2.76 
1.69- 
3. 54 
14. 03 
2.05 
2.11 
1.94 
5.82 
3.07 
2. 01 
2.72 

2. 23 
1.64 
1.15 
0. 96 
2.41 

3. 34 
3.29 
3. 09 

3. 63 
1.56 

2 

1.74 
9.04 

4. 21 
2. 16 

1.8 

2.4 
1.83 
2.21 
0. 81 
1.39 

.1.4 
1.75 

2.8 
2. 27 

1.5 
2.84 



6.89 
2. 83 
4.86 
9. 69 
19.8 

4. 87 

5. 59 
6. 09 

10. 63 
7. 46 
3.17 

*3. 81 
3.9 
5.48 
4. 34 
3.48 
4.31 
5.35 
4. 63 

2. 88 
4. 36 
7. 52 
4. 28 

3. 55 
15. 98 

7.77 
3. 96 

3. 85 

4. 43 
1.86 
9.21 
2. 53 
2. 88 
1.87 
4. 12 
2. 73 
4. 93 
2. 54 
6. 79 



6.79 

3. 21 
2.99 
8. 73 

21.91 

4. 38 

5. 77 
3.94 
11.3 
5. 86 
5. 59 
5. 02 
2.51 
3. 53 
2.59 
1.95 
3. 98 
3.87 

2. 45 
2.1 

3. 96 
7. 96 
2.14 

3. 31 
18. 52 

7. 92 
1.99 
5.45 
5. 05 
1.81 
5. 67 
1.92 
1.45 

2.5 
5. 03 
4.17 

4. 72 
1.76 

8. 83 



7.87 
4.15 
4. 68 
8.12 
16. 59 

6.6 
6.47 
4. 67 
9. 04 

7.3 

4. 94 
7.18 

5. 59 

6. 59 

4. 26 
3.79 

5. 39 

6. 08 
3. 83 
3. 34 

6. 28 

8. 72 
3. 72 

3. 64 
23. 94 

7. 33 
4.13 
5. 58 

9. 22 

4. 79 
5.9 

2. 74 

3. 37 
2. 53 

5. 74 

5. 58 

6. 74 
3.25 

8. 26 



7. 99 
4. 29 
2. 42 
10. 62 
24. 61 
6. 39 
5.63 

3. 62 
9.94 
5. 84 

4. 21 
3.93 
2.99 

5.6 
2.99 
3.45 
3. 72 
9.76 
2. 67 
3.4 
5.91 
8.3 
1.74 
3.56 
22. 55 
11.74 
5.33 
5.17 
6.76 
2. 34 
8.45 
2. 63 
1.64 

2. 98 
3.46 
5.34 

6. 97 

3. 33 

7. 92 
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HPMRR1 AA071 9 


8. 55 


1 32 


2. 38 


2. 92 


4. 06 


1.4 




IMP "391 A/W19fl 




1. 71 


2. 88 


1. 63 


2. 76 


1. 63 




imdooiaaaaoi 


1 71 


2. 59 


3. 51 


5. 86 


4. 35 


5. 31 


* 


i UD"30innnmA 


21 95 






33. 73 


19. 59 


34. 65 




1 mlw£ I Wuuoa 


5. 81 


7. 11 


14. 41 


14. 72 


15. 71 


13. 99 








2. 37 


1. 44 


1. 01 


3. 26 


2. 06 




i udioi aaaaco 


79 52 




'26 38 


^0 28 1 


99. 69 


128. 8 




i UD001 aaaaqe 




18 07 






48. 13 


47. 89 


* 


I HR321 000089 


1.51 


* 






1/38 


5 g4 




I MR321 000091 


4. 79 




6 5 


8 35 






* 


L I VER1 000004 


8.04 




15 

1 ' 


55 9 


56 53 


48. 86 


* 


L I VfcK I UUUOUo 


1.13 


1 36 




1 68 


4 


2. 17 




L I VER1 000011 


3.03 


5.9 


26. 65 




^ 9 82 


45. 77 




L I VER1 000022 


2.75 


3. 66 


7. 75 






V7 




LI VER1 000025 


1.78 


2. 77 


5.47 


9. 83 


0 83 






L I VER1 000030 


1 . 05 


0. 96 


2.12 




2 56 


23 




LIVER1 000045 


1.33 


1.37 


3.11 




5 12 


5 89 


** 


L I VER1 000046 


1.01 


1.53 


3.86 




7 82 


5 34 




L I VER1 000072 


1.61 


1.26 


5. 23 


2 2 


9 54 


12 21 




L I VER1 000077 


0. 33 


1.79 


1.97 


87 


2 84 


3 14 




LI VER1 000080 


1.53 


3 


5.81 




4 24 


5' 41 




L I VER1 000086 


6.38 


7. 69 


47.4 




9 87 


70 57 


* 


L I VER1 000092 


1.6 


1.46 






3 83 


2 41 




L I VER1 000095 


0. 91 


2. 31 




2 16 


2 46 


1. 55 




1 1 V/CD1 AAAAfn 

LI VtRlOOUOS/ 


1.26 


0. 74 






2 84 


2. 25 




L I VER1 000098 


0.43 


1.37 


2. 57 


2. 76 








LI VER1000100 


3. 3 


2. 82 




4. 99 




3 74 




Li VER1 000101 


0. 36 








4 25 


2 74 




LIVER1000106 






79 


0 9 


2 8 


1 29 




! I WETD-I AAA1 AQ 


1 36 


2 93 


4 31 


4 35 


4. 12 


3. 43 




LI VfcKIUUUI ID 


19 


57 


4 32 


6. 38 


6. 13 


6. 9 


* 


l 1 AAA1 OA 

LI VtKIOUUl/U 


45 


0 95 


2 23 






0. 73 




1 I \/CD1 AAA1 

LIVfcKlUUUl oo 


0.6 


1.27 




2 11 


2 36 


1. 6 




LIVER1000146 








7 17 


7 01 






1 1 WCDt AAA1 AQ 


0 88 


1 24 


2 65 


1 68 


5 68 


3. 51 




LIVER1000157 


30.11 


26.71 


67. 66 


123.41 


85.61 


124. 96 


* 


LIVER1000161 


1.3 


1.59 


2.3 


1.73 


3. 37 


1.84 




LIVER1000167 


3. 07 


3.63 


14. 08 


20. 36 


22.31 


21.82 


* 


LIVER1000174 


1.53 


1.68 


1.84 


2.1 


3.43 


1.29 
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LIVER1000185 


2.42 


2. 55 


5.16 


4.37 


4. 72 


4. 23 


LIVER1000187 


0.96 


1.55 


4.84 


6. 64 


4.17 


3.5 


LIVER1000.19O 


3.77 


3. 48. . 


. 5. 95 


4.71 


6. 24 


4. 47 


L1VER1000192 


2. 37 


2. 92 


3.93 


4.1 


5. 23 


4. 04 


MAMMA1 000009 


1.39 


2. 55 


5.12 


3. 62 


4. 72 


3.46 


HAMMA1000015 


1.72 


1.59 


4.78 


5. 23 


4. 42 


6. 42 


MAMMA1000019 


0. 69 


2.48 


3.4 


4. 27 


4. 81 


3.1 


MAMMA1 000020 


2. 79 


2. 35 


5. 63 


6 


7.86 


5.75 


MAMMA 1 000024 


0. 65 


1.76 


3. 79 


2.42 


2.91 


1.61 


MAMMA! 000025 


1.92 


2. 56 


6. 92 


4. 96 


6. 72 


5.6 


MAMMA1 000043 


1.06 


2. 36 


6.43 


6. 93 


8. 22 


6.6 


MAMMA 1 000045 


1.38 


2.01 


U. 84 


2. 68 


3. 96 


2. 89 


MAMMA1 000046 


1.74 


2.44 


3. 18 


2. 88 


4.5 


2. 37 


MAMMA1 000055 


8.51 


8. 71 


9. 57 


9. 38 


10.74 


9. 36 


MAMMA1 000057 


4.4 


3. 29 


7. 56 


8. 38 


9.78 


8.16 


MAMMA1 000060 


26. 78 


24. 33 


45. 25 


48. 69 


33.84 


48.6 


MAMMA1 000069 


2. 13 


1.65 


4. 1 


3.43 


3. 14 


2. 41 


MAMMA1 000084 


2. 88 


3 


5. 81 


5. 64 


8.15 


7. 51 


MAMMA1 000085 


2. 75 


3. 74 


7. 02 


6. 45 


5. 82 


6.97 


MAMMA1 000092 


1.45 


2. 97 


3.8 


4. 64 


5. 15 


4. 55 


MAMMA1 000096 


4.45 


4.96 


9. 29 


8.15 


9.11 


6. 09 


MAMMA1 000097 


2.4 


2. 96 


3.86 


5. 93 


6.01 


6. 97 


MAMMA1000102 


1.94 


1.59 


4. 27 


4. 25 


6.16 


4.44 


MAMMA! 0001 03 


1.52 


1.65 


5 


2. 39 


4.56 


2.83 


MAMMA! 000 106 


1.25 


2. 15 


5. 1 


2.3 


4. 48 


3.27 


MAMMA1000117 


1. 19 


2. 12 


3. 72 


1.84 


3. 32 


2. 77 


MAMMA! 0001 18 


1.03 


2. 06 


3.08 


3. 38 


3. 21 


4. 56 


MAMMA1000129 


1.06 


2.1 


2.97 


1.73 


2. 7 


1.31 


MAMMA1000133 


1.09 


1.96 


3. 67 


2.8 


3.87 


2. 02 


MAMMA1000134 


1.23 


2. 08 


4. 28 


2. 27 


4. 61 


1.93 


MAMMA1000139 


1.45 


1.91 


2. 69 


2.13 


3. 98 


1.85 


MAMMA! 0001 41 


1.97 


2. 27 


5. 47 


3.67 


3. 61 


3. 42 


MAMMA1000143 


1.66 


1. 1 


2. 55 


3. 83 


3. 52 


1.74 


MAMMA1000150 


4. 11 


4. 95 


8. 99 


6. 49 


6.4 


8. 66 


MAMMA! 0001 55 


1.87 


2.71 


4.35 


5.46 


5.69 


6.41 


MAMMA1000163 


1.65 


2. 82 


2. 62 


3.45 


4.54 


4. 97 


MAMMA1000171 


1.96 


2. 43 


5. 53 


4.12 


6. 52 


4. 97 


MAMMA1000173 


3.5 


5. 27 


10. 33 


17.47 


17.44 


18.26 


MAMMA1000175 


1.58 


1.8 


2. 89 


4. 06 


5.14 


3.7 
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MAMMA1000183 


1.14 


2. 12 


5. 29 


3. 92 


4.7 


4.91 






MAMMA1000191 


3.25 


3. 34 


14. 68 


12. 56 


14.7 


18.23 




5 


MAMMAt000192 


5. 76 


8. 53- 


-~9.67 


16. 66 


19. 91 


17. 65 


** 




MAMMA1000193 


1.68 


1.54 


0. 86 


1. 33 


2. 25 


1.94 






MAMMA1000198 


1.88 


1.99 


5. 53 


4.44 


6. 49 


5. 57 






MAMMA1000204 


1.75 


2.25 


3.39 


3. 56 


4.13 


2.85 




10 


MAMMA1 000207 


1 


3.2 


3.41 


2. 86 


4. 96 


3. 47 






MAMMA1000214 


1. 76 


2. 08 


3. 68 


2. 84 


4. 42 


4. 74 






MAMMA1 000220 


6. 19 


6. 12 


11.61 


12. 49 


18. 06 


16. 72 


* 


15 


MAMMA 1 000221 


0. 57 


1.04 


1.68 


1. 14 


4. 51 


0. 87 






MAMMA1 000226 


0. 48 


1.06 


2. 07 


1. 49 


3. 19 


1. 88 






MAMMA1 000227 


0. 93 


1.23 


' 1.6 


2. 73 


3. 67 


3.46 


** 




MAMMA1 000230 


1 


1.23 


1.77 


2. 38 


3. 04 


2. 94 


** 


20 


MAMMA 1000241 


2. 9 


2. 2 


4. 19 


7. 24 


5. 8 


7. 61 


** 




MAMMA1 000245 


76. 63 


70. 15 


118. 95 


141. 45 


166. 09 


104. 88 






MAMMA 1000248 


6. 79 


4. 17 


13.48 


13. 18 


13.44 


18. 8 




25 


MAMMA 1 000251 


1. 68 


1. 72 


4. 7 


5. 55 


5. 39 


5. 29 






MAMMA1 000254 


1. 24 


1.22 


3.59 


2. 14 


5. 61 


5. 02 






MAMMA1000257 


5. 39 


2. 62 


25.06 


32. 2 


43. 78 


35. 79 


* 




MAMMA 1000262 


15.48 


9. 75 


18.2 


40. 81 


33. 23 


34. 89 


** 


30 


MAMMA 1000264 


0. 99 


1.2 


2. 3 


4. 43 


2. 57 


3.4 


* 




MAMMA1000266 


1. 25 


0. 79 


2. 73 


4. 21 


5. 33 


4. 03 


* 




MAMMA1 000270 


2.43 


1. 94 


4. 57 


6. 16 


7. 16 


7. 58 


* 


35 


MAMMA1 000271 


6. 01 


3. 26 


8. 54 


8. 94 


6. 17 


8. 1 






MAMMA1 000277 


0. 89 


0. 93 


2. 56 


2. 46 


2. 75 


2.09 






MAMMA1 000278 


1. 84 


2. 01 


4. 29 


2. 18 


5. 06 


3. 51 






MAMMA1 000279 


1.82 


1. 74 


4. 33 


3. 51 


5. 72 


4. 35 






MAMMA1 000283 


0. 99 


1. 51 


2. 36 


1. 37 


2. 66 


2. 71 






MAMMA1 000284 


2. 65 


2.51 


8. 31 


6. 28 


8. 49 


8. 01 






MAMMA1 000287 


1.58 


2. 13 


6. 27 


5. 55 


6. 94 


7. 1 




45 


MAMMA1 000294 


4. 72 


5. 45 


9. 44 


3. 84 


8. 21 


4. 74 




MAMMA1 000298 


0.87 


1.36 


2. 51 


1. 55 


3. 1 


0. 95 






MAMMA1 000302 


0. 9 


1.18 


4. 73 


2. 22 


4.9 


2. 56 






MAMMA1 000303 


0.92 


1.62 


2. 63 


4. 16 


4. 06 


3. 22 


* 


50 


MAMMA1 000305 


1.07 


1. 28 


2. 73 


2.47 


2. 74 


2.1 






MAMMA1 000307 


2. 29 


3. 03 


9. 61 


15.85 


14. 04 


14. 38 


* 




MAMMA1 000309 


0. 57 


1.61 


3. 69 


4.6 


3. 65 


4.61 




55 


MAMMA1000312 


3.55 


4. 99 


8. 08 


6.19 


5. 18 


6. 55 






MAMMA1000313 


1.06 


2. 31 


2. 34 


1.79 


3. 98 


3.43 
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MAMMA1 000331 


1.08 


1.65 


3 


3. 33 


6.01 


3.21 


MAMMA1 000335 


7. 38 


9.1 


14. 27 


19. 49 


16. 28 


16. 92 


MAMMA1O00339 


0.33 


0. 39- 


--2.--17 


1.46 


2. 09 


0. 66 


MAMMA 1 000340 


1.43 


1.33 


4.12 


4. 37 


2. 72 


2.15 


MAMMA 1 000348 


1.2 


1.27 


4.6 


3.14 


4. 82 


6.11 


MAMMA1 000356 


1.93 


2. 21 


4. 93 


3. 08 


5. 42 


6. 29 


MAMMA1 000358 


2. 93 


3. 97 


5.02 


7.42 


7. 47 


4.9 


MAMMA 1 000360 


1.41 


1.92 


4.6 


3. 76 


5.2 


4. 63 


MAMMA 1000361 


2. 2 


3.45 


8.9 


8. 94 


10. 67 


8. 93 


MAMMA1 000363 


1.09 


1.69 


3.86 


1.87 


4. 37 


4.1 


MAMMA1 000370 


0.92 


0.71 


1.76 


2. 02 


2. 62 


2. 57 


MAMMA1 000371 


2. 09 


1.73 


! 6. 35 


10. 02 


12.1 


10.1 


MAMMA1 000372 


4. 45 


4.1 


12. 88 


12. 01 


12. 92 


11.97 


MAMMA1 000385 


1.79 


2.36 


6.41 


6. 41 


7. 66 


8. 72 


MAMMA 1 000388 


1.93 


3. 02 


6.03 


4.7 


4. 53 


5.06 


MAMMA 1 000395 


1.3 


2.46 


3. 12 


1. 69 


3. 49 


0.8 


MAMMA 1 000402 


1.69 


1.68 


5. 62 


3. 33 


4. 35 


4. 63 


MAMMA 1 000403 


1.7 


2. 36 


5. 05 


5. 45 


5.81 


3. 96 


MAMMA1 000410 


0. 87 


1.25 


2.71 


3. 23 


3. 35 


3. 25 


MAMMA1000413 


1.52 


0. 47 


2. 48 


3.51 


3. 76 


3.61 


MAMMA1 00041 4 


1.08 


1. 53 


3. 03 


2. 94 


4.91 


1.81 


MAMMA1000416 


3.3 


4.01 


10.2 


15.8 


23.14 


20. 47 


MAMMA1 000421 


2. 61 


2. 83 


6. 11 


7.7 


7. 42 


7. 09 


MAMMA 1 000422 


2. 83 


2. 53 


7.46 


9.18 


6. 64 


12. 05 


MAMMA1 000423 


1.7 


1.26 


6 


5.9 


6. 62 


5. 89 


MAMMA1 000424 


0. 88 


1.7 


3. 17 


1.91 


2. 38 


1.07 


MAMMA1 000429 


8. 73 


10. 07 


13. 78 


14. 98 


16.3 


11.17 


MAMMA1 000431 


1.6 


1.27 


4.27 


5. 22 


6.32 


4.26 


MAMMA1 000432 


1. 05 


2. 33 


2.85 


2. 63 


2. 82 


1.41 


MAMMA 1 000437 


4. 61 


4. 75 


8.44 


10. 54 


11.52 


8.12 


MAMMA1 000444 


2. 53 


4.15 


8. 55 


7. 55 


10.17 


10. 13 


MAMMA1 000446 


1. 19 


2. 07 


3. 87 


2. 03 


3. 63 


2. 49 


MAMMA1 000449 


1. 77 


1.59 


3. 54 


3. 37 


4. 31 


3. 22 


MAMMA1 000457 


4. 44 


4. 82 


7.12 


7.2 


6. 88 


6. 22 


MAMMA1 000458 


1. 27 


2. 22 


4.83 


2. 52 


4. 03 


1.94 


MAMMA1 000468 


0. 55 


1.12 


2.2 


0.51 


2. 25 


1.16 


MAMMA1 000472 


1. 15 


2.3 


4. 42 


4. 77 


6.36 


5. 79 


MAMMA1 000473 


1.95 


1.72 


3. 59 


3.45 


5.46 


3.17 


MAMMA1 000477 


3. 86 


3. 29 


5.67 


8.71 


9. 92 


7. 97 
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MAMMA1 000478 


2. 85 


3. 26 


7.41 


5. 76 


9. 1 


7. 57 




MAMMA 1000483 


4. 16 


3. 16 


8.3 


8. 09 


6.5 


8. 63 


5 


MAMMAI00049O 


1.65 


2. 61- 


- -3. 68 


2. 66 


4. 96 


2.14 




MAMMA1 000496 


1. 18 


1. 7 


3.44 


1.3 


3. 79 


2.01 




MAMMA1 000500 


0.68 


1.79 


3.22 


1.41 


3.2 


2. 86 




MAMMA1 000501 


3.04 


3.89 


7. 86 


13. 71 


15. 02 


12.51 


10 


MAMMA1 000503 


0. 84 


2. 08 


2.21 


3. 52 


3.52 


2. 27 




MAMMA 1 000506 


10. 14 


8. 79 


32. 66 


34. 77 


26. 7 


18.31 




mamma mon^io 


3. 24 


3. 5 


4. 59 


10. 97 


10. 76 


13. 61 


15 


MAMMA1000515 


2. 12 


1. 54 


4. 56 


5. 97 


7. 55 


6. 2 




MAMMA1 00051 6 


2. 18 


2. 4 


6. 29 


3. 89 


3. 85 


5.07 




mamma 1 non^?? 

MAMMA 1 UVJUO^-Z 


1. 04 


1. 47 


4. 39 


2. 4 


3. 68 


1. 85 




MAMMA 1000524 


2. 04 


2. 09 


3.53 


3, 82 


6. 18 


3. 96 


20 


MAMMA1 000528 


3. 74 


2. 72 


2. 05 


2. 7 


4. 09" 


2. 88 




MAMMA 1 000^4 


0. 91 


2. 35 


2. 11 


1. 86 


2. 91 


2. 04 




MAMMA1 CiOfi^dl 

mar/bra i uvkio'* i 


2. 85 


3. 16 


11. 29 


11. 22 


' 8. 81 


12. 04 


25 


MAMMA 1 flOO E i f ifl 


1. 21 


2. 73 


1. 86 


2. 46 


6. 65 


4. 64 




U&UUA1 nnnc; Rfi 

MAMMA I UUvJOOC 


1 78 


1. 32 


4. 25 


2. 66 


3. 37 


1.4 




MAMMA1 f)(Wi £ iC) 


1. 32 


1. 49 


5. 56 


2. 92 


4. 2 


3. 46 




MAMMAIflftn^KR 
MAMMA l uuuodo 


1. 82 


2. 74 


3. 93 


2. 13 


4. 18 


4. 22 


30 


MAMMA I UWOD / 


0. 99 


2. 16 


3. 77 


2, 3 


4 07 


3. 64 




MAMMA innflt>7R 
MAMMA 1 UUUO / O 


3. 72 


3. 12 


13. 12 


10. 45 


9. 76 


10. 02 




MAMMA I UUUOo/I 






5. 64 


4. 13 


4 si 


6. 31 


35 


MAMMA 1 HOODS'? 


1.16 


2. 33 


2. 45 


2. 19 


4. 47 


2. 93 




MAMMAinflf) I ift 1 i 
MAMMA 1 IajUjoO 


1 66 


2. 04 


4. 19 


3. 82 


5. 38 


3. 23 




MAMMA1 000587 


1. 64 


1. 51 


3. 73 


3. 12 


5. 07 


3.49 




MAMMA1 000591 


0. 96 


1. 34 


3. 11 


1. 45 


3. 74 


1. 72 


40 


MAMMA m0fl^Q4 
mamma i vuuoa*t 


2. 3 


1. 76 


4. 92 


3. 55 


7. 68 


5. 16 




MAMMA 10(10597 


4. 42 


3. 09 


9. 64 


9. 46 


9. 63 


10. 35 




MAMMAIOOOfiO*; 


2. 84 


3. 94 


11. 44 


18. 34 


15. 85 


17. 89 


45 


MAMMA1000612 


1. 91 


2. 15 


5. 22 


3. 85 


4. 33 


4. 95 




MAMMA1000614 


3. 11 


2. 71 


9. 4 


7. 48 


6. 07 


6. 34 




MAMMA1000616 


1. 66 


1. 79 


2. 44 


2. 1 


5. 09 


3. 45 




MAMMA1 000621 


1 . 39 


1. 67 


3. 36 


3. 15 


6. 31 


7. 02 


50 


MAMMA t UUUOzJ 






3. 83 


0. 92 


2. 66 


2. 3 




MAMMA1 000625 


7.39 


6. 32 


23. 76 


19.68 


25.39 


29.8 




MAMMA1 000635 


0. 89 


0. 68 


1.61 


0. 76 


1.75 


0.64 


55 


MAMMA1 000643 


1.47 


1.11 


1.94 


4. 21 


3. 77 


6. 82 




MAMMA1 000646 


4. 68 


3.61 


9. 55 


17.22 


16.4 


16.44 
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MAMMA 1 000652 


1.98 


1.61 


3.56 


4. 21 


5.34 


5. 24 


* 


+ 




MAMMA 1 000657 


2. 28 


1.78 


4.51 


2.18 


4.48 


3.26 






5 


MAMMA1O006&4 


1.78 


1.49- 


-5.35 


2.9 


6.43 


6.85 








MAMMA 1 000667 


1.24 


1.68 


2.17 


1.96 


5. 64 


2.41 








MAMMA1 000668 


0.71 


1.11 


3. 23 


2.44 


3.76 


1.74 








MAMMA1 000669 


0. 76 


0. 97 


2. 01 


0.9 


3.94 


2. 06 






10 


MAMMA1 000670 


3.27 


2. 78 


4. 47 


10.4 


6. 73 


9. 28 


* 


+ 




MAMMA1 000672 


1. 71 


3.23 


6. 88 


5.43 


5. 63 


6. 03 








MAMMA1 000681 


0. 98 


1. 19 


2. 53 


1. 98 


3. 73 


2.45 






15 


MAMMA1 000684 


6. 87 


1 1. 61 


18. 54 


30. 76 


32. 53 


30. 62 


** 


+ 




MAMMA 1000696 


1. 64 


3. 39 


4. 99 


7. 89 


14. 39 


8. 69 


* 


+ 




MAMMA1 000702 


3. 12 


3. 07 


5. 9 


7.47 


10. 05 


7. 55 


* 


+ 




MAMMA1 000706 


0. 63 


1. 07 


1.79 


1.08 


1. 52 


0. 66 






20 


MAMMA1 000707 


0. 74 


1.26 


1.76 


0. 83 


1. 87 


0. 63 








MAMMA1 0007 1 3 


1.53 


2. 14 


5. 33 


5. 43 


5.8 


6. 96 








MAMMA1000714 


1.19 


1. 84 


4.31 


2. 64 


4. 96 


4. 94 






25 


MAMMA1000718 


1. 32 


2. 79 


4.84 


5. 53 


7. 12" 


4.37 








MAMMA1 000720 


1. 33 


2. 19 


5. 14 


4. 95 


8. 51 


5.44 








MAMMA1 00079*3 


1. 22 


1. 65 


4. 17 


3. 26 


4. 81 


3. 68 








MAMMA1 000731 


1. 24 


1. 17 


3. 11 


3.04 


4. 99 


3. 26 






30 


MAMMA10007'?? 


1 37 


1. 59 


3. 02 


4. 86 


6. 5 


6. 05 


** 


+ 




MAMMA1 000733 


0. 58 


0. 82 


1 . 54 


2. 31 


2. 41 


1. 22 








MAMMA 1 0007 ^4 


12. 22 


1 1. 56 


22. 62 


21. 95 


22. 19 


13. 18 






35 


MAMMA1 000736 


4. 26 


4. 34 


11. 96 


4. 92 


5. 77 


6. 14 








MAMMA1 000738 


0. 8 


2. 06 


3. 82 


2. 52 


4. 15 


1. 95 








MAMMA1 000744 


1.12 


2 


5. 52 


3. 27 


3. 97 


4. 67 








MAMMA1 000746 


1 


2.03 


2. 24 


2. 38 


4. 27 


2.48 






40 


MAMMA 1000748 


8. 23 


8. 93 


13. 13 


15. 53 


16. 06 


15. 05 


* 


+ 




MAMMA1 000751 


10.46 


7. 63 


32.43 


45. 16 


40. 03 


54. 65 


* 


+ 




MAMMA1 00075? 


1. 5 


2. 37 


8. 68 


11. 52 


14.2 


12. 68 


* 


+ 


45 


MAMMA1 000757 


1.89 


2. 48 


5. 54 


7. 9 


8. 53 


10. 86 


* 


+ 




MAMMA1 000760 


3 


2. 99 


6. 77 


4. 65 


8. 01 


7. 12 








MAMMA 1000761 


1 . 86 


2. 58 


5. 73 


4. 87 


6. 29 


4. 99 








MAMMA 1 000775 


1. 37 


1. 83 


4. 43 


3. 23 


4. 29 


2. 64 






50 


MAMMA1O0077fi 


2. 37 


2. 36 


6. 3 


6. 57 


7 


6. 12 








MAMMA1 000778 


2.14 


2. 28 


5.19 


4. 95 


3. 99 


3.84 








MAMMA1 000781 


1.33 


1.33 


3.06 


2. 82 


2. 86 


1.23 






55 


MAMMA1 000782 


1.94 


2. 36 


3.88 


2. 93 


3.11 


3.01 








MAMMA 1000784 


1.28 


1.58 


3. 94 


2. 22 


7.2 


3. 64 
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MAMMA1 000788 


3. 05 


4.31 


4. 38 


4. 16 


5.12 


2. 21 


MAMMA1 000798 


1.01 


2.86 


2. 77 


2. 03 


3.56 


2. 1 


MAMMA1O008O2 


4. 36 


3.71- 


- 8.23 


17. 49 


15.39 


19.2 


MAMMA 1000810 


3. 91 


4. 98 


14. 15 


17. 58 


19. 04 


16. 15 


MAMMA1000813 


1.63 


2.11 


3. 73 


2. 82 


3.15 


2. 06 


MAMMA1000814 


2. 56 


2. 97 


7.82 


7. 28 


7.26 


6.61 


MAMMA1 000824 


12. 58 


11.27 


34. 16 


62.44 


72.28 


50. 62 


MAMMA1 000827 


1. 83 


2.04 


5. 05 


3. 3 


4.77 


4. 31 


MAMMA1 000831 


1.45 


2.81 


2. 84 


2. 55 


5.43 


1.85 


MAMMA1 000838 


6.85 


9.27 


7. 86 


13. 01 


8. 43 


14. 52 


MAMMA 1 000839 


4. 89 


4.41 


9 


9. 02 


8. 66 


14. 04 


MAMMA 1 000841 


1. 33 


2.02 


3. 11 


2. 23 


4. 44 


2. 29 


MAMMA1 000842 


2. 48 


1. 88 


3. 59 


3. 03 


3. 74 


1. 82 


MAMMA 1 000843 


1. 26 


2. 19 


3. 88 


2. 26 


4. 43 


2. 35 


MAMMA 1 000845 


0. 83 


1.01 


2. 4 


2. 35 


3. 88 


1. 24 


MAMMA1 000851 


1. 3 


3.42 


5. 35 


7. 83 


5. 9 


6. 65 


MAMMA 1 000854 


2. 77 


3. 7 


6. 33 


5. 08 


5. 68 


5. 13 


MAMMA1 000855 


0. 37 


2. 97 


2.62 


2. 51 


3. 74 


1.78 


MAMMA 1 000856 


0. 87 


1. 39 


3. 11 


2.05 


6. 37 


3. 19 


MAMMA 1 000859 


9. 88 


8. 56 


20. 5 


19. 52 


18. 47 


24. 31 


MAMMA1 000862 


1. 13 


1. 55 


3. 53 


1.17 


3. 18 


0. 79 


MAMMA 1000863 


2. 62 


2. 08 


4. 72 


2. 59 


5. 24 


4. 91 


MAMMA1 000865 


0. 35 


0. 82 


2. 48 


0. 4 


1. 84 


0. 35 


MAMMA1 000867 


1. 08 


2. 83 


2. 87 


1. 95 


3. 68 


4. 76 


MAMMA1 000875 


0. 89 


2. 72 


2. 34 


3. 31 


3.57 


2. 59 


MAMMA1 000876 


1 . 23 


1. 64 


4. 59 


2. 4 


3. 37 


3. 22 


MAMMA 1 000877 


3. 15 


2. 89 


9. 22 


8. 39 


10. 32 


10. 07 


MAMMA1 000878 


3. 05 


3. 61 


8. 94 


6. 33 


8. 52 


9. 62 


MAMMA1 000880 


1. 46 


1, 15 


4. 77 


2. 45 


3. 96 


3.01 


MAMMA1 000881 


1.81 


2. 09 


4. 52 


3. 77 


6. 07 


4. 73 


MAMMA1 000883 


0. 57 


0. 79 


2. 1 


1. 37 


2. 14 


2. 11 


MAMMA1 000897 


0. 76 


2. 39 


0. 36 


1. 19 


2. 99 


6.19 


MAMMA1 000898 


1.06 


1.99 


1. 75 


1. 41 


2. 49 


3.7 


MAMMA1 000905 


1.8 


2. 75 


4. 68 


8. 32 


6. 86 


10. 64 


MAMMA1 000906 


1. 17 


2. 49 


2. 63 


2. 45 


4. 27 


4.08 


MAMMA 1000908 


1.59 


1.63 


4.3 


1.77 


3. 05 


1.43 


MAMMA1 000911 


4. 97 


6. 25 


8. 37 


21.77 


20.01 


20. 98 


MAMMA1000914 


1.14 


0. 85 


2. 41 


1.1 


2.23 


1.61 


MAMMA1 000920 


1.99 


2.17 


4.41 


10. 82 


10.67 


9. 11 
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MAMMA1 000921 


1.03 


1.02 


2. 41 


3. 47 


3.84 


3.17 




MAMMA1 000931 


2. 68 


3.44 


3. 95 


6. 78 


7.66 


7. 32 


5 


MAMMA1O00940 


1.67 


1.84- 


- 6. 05 


5. 78 


6.84 


6.3 




MAMMA1 000941 


3. 74 


2. 55 


8.61 


9.01 


10.11 


9. 46 




MAMMA1 000942 


2. 75 


1.85 


7.46 


8. 27 


8. 47 


7.2 




MAMMA 1 000943 


2.16 


2.84 


10.49 


9.04 


11.08 


8. 74 


10 


MAMMA 1000952 


2.6 


1.93 


8. 65 


9. 03 


7.47 


6. 75 




MAMMA1 000956 


0. 93 


1.24 


3.11 


3. 64 


3. 1 


3. 47 




MAMMA1 000957 


2.5 


1.41 


2. 62 


4.81 


5. 73 


6.85 


15 


MAMMA1 000962 


3. 25 


3.57 


10. 48 


13. 62 


11.18 


16. 85 




MAMMA1 000966 


1.85 


2. 19 


6.04 


6.34 


6.23 


7.04 




MAMMA1 000968 


1.6 


1. 46 


5.49 


4. 79 


5.62 


4.97 




MAMMA1 000972 


2. 4 


1. 41 


3. 83 


3. 34 


3.91 


4. 32 


20 


MAMMA1 000973 


5. 14 


3. 37 


12. 58 


7. 02 
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2. 68 


4. 51 


8. 27 


7.51 


10.98 


6.07 


MAMMA1001824 


1.66 


2. 83 


8. 36 


7. 55 


9.8 


7. 11 


MAMMA1001832 


6. 72 


7. 99 


11.85 


20.17 


21.28 


17. 21 


MAMMA1001836 


1.74 


1.66 


5. 08 


4. 79 


8. 19 


4.88 


MAMMA1001837 


2.61 


2 


5. 84 


7. 1 


9.19 


5.37 


MAMMA1001848 


1.02 


1.61 


3.3 


2.81 


5. 33 


3. 18 


MAIKWA10018S0 


3. 79 


4.51 


9.31 


9. 98 


9.93 


14. 19 


MAMMA1001851 


1.49 


2. 33 


4.98 


4. 97 


4.12 


4. 02 


MAMMA1001852 


2. 98 


4 


9. 68 


6.4 


7.56 


6. 8 


MAMMA1001854 


2. 56 


3.11 


9.16 


10. 59 


10. 64 


9. 98 


MAMMA1001858 


3.11 


2. 22 


5.28 


9. 93 


7. 91 


8. 87 


MAMMA1001864 


1.69 


1.91 


4. 09 


8. 91 


6. 18 


4.37 


MAMMA1001868 


0.71 


0. 92 


2.64 


1.68 


2. 58 


0.91 


MAMMA1001874 


1.2 


0. 87 


2. 52 


1.06 


3.48 


1.17 


MAMMA1001878 


3.1 


3. 46 


10. 86 


7.7 


13. 37 


6. 77 


MAMMA1O0188O 


2.67 


2. 99 


7.24 


5. 58 


7.17 


8.12 


MAMMA1001885 


1.14 


1.93 


6.19 


4.7 


5. 54 


4.58 


MAMMA1001890 


3.54 


3. 95 


12. 93 


13.59 


13.29 


12.2 
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MAMMA1001893 


3, 74 


3. 42 


6. 25 


6. 59 


5. 49 


5. 58 




MAMMA1001901 


1.13 


1 . 5 


5.4 


4. 53 


5. 72 


2. 67 


5 


MAMMA 1-001 907 


2. 57 


1.62- 


•6.43 


4.15 








MAMMA1001908 


3. 2 


3. 36 


8. 35 


1 1. 83 


12. 96 


V 07 




MAMMA1001919 


0. 23 


0. 97 


3.3 


2. 24 


* 




10 


MAMMA1 001931 


0. 76 


1.65 


4.04 


3. 36 


5. 89 


3. 25 


MAMMA1001937 


2. 27 


3. 15 


5. 5 


6. 44 


5. 06 


3. 78 




MAMMA1001951 


1. 74 


2. 57 


6. 47 


6. 48 


6. 15 


4. 83 




MAMMA1001956 


3. 02 


3. 48 


9. 72 


8. 52 


7. 66 


6. 76 


15 


MAMMA1001957 


3. 39 


3. 51 


9. 15 


7. 88 


9. 47 


7. 66 




MAMMA1 001960 


3. 1 


3. 34 


7. 24 


12. 06 


9.14 


6. 1 




MAMMA1001963 


0. 57 


0. 78 


2. 14 


1. 3 


2. 36 


1. 06 


20 


MAMMA1001969 


1. 7 


3. 43 


10. 86 


8. 54 


11. 14 


8. 74 


MAMMA1001970 


2. 86 


3. 04 


8. 48 


13. 11 


6. 59 


6. 64 




MAMMA1001978 


0. 57 


1. 85 


1. 76 


2. 42 


3. 87 


1. 53 




MAMMA1001992 


2. 07 


2. 04 


5. 65 


6. 79 


6. 75 


5. 09 


25 


MAMMA1001994 


7. 97 


3. 65 


11 


18. 83 


13. 23 


17. 17 




MAMMA1 002008 


3. 28 


3. 77 


6. 42 


3.43 


4. 06 


1. 24 




MAMMA1 002009 


1. 46 


2. 94 


5. 17 


5. 73 


7. 57 


4. 06 


30 


MAMMA1 002011 


1. 77 


1. 71 


4. 26 


6. 5 


6.45 


3. 37 


MAMMA1 002022 


1. 51 


2. 1 


5. 92 


6. 64 


7. 42 


5. 2 




MAMMA1 002024 


9. 79 


9. 67 


19. 03 


17. 61 


16. 96 


22. 43 




MAMMA1 002032 


2. 78 


2. 41 


7. 25 


5. 29 


6. 16 


8. 07 


35 


MAMMA1 002033 


3. 23 


3. 95 


7. 73 


11. 24 


7. 23 


6. 62 




MAMMA1 002041 


2. 87 


2. 25 


3. 18 


4. 74 


5. 39 


1. 71 




MAMMA1 002042 


2. 54 


2. 34 


5. 66 


5. 65 


5. 78 


3. 76 




MAMMA 1002045 


2. 33 


3. 51 


7. 28 


8. 39 


5. 05 


4.44 


40 


MAMMA1 002047 


2. 58 


2. 98 


8.83 


8. 7 


8. 9 


6. 89 




MAMMA1 002056 


2. 01 


5. 78 


11. 14 


11. 35 


10. 64 


9. 14 




MAMMA1 002058 


1.67 


2. 61 


8. 19 


4. 84 


4. 66 


4. 27 


45 


MAMMA1 002060 


1.08 


2. 08 


1.41 


2. 5 


4. 09 


1 . 2 




MAMMA1 002065 


1.81 


2. 75 


6. 04 


7. 19 


5. 19 


3. 26 




MAMMA1 002068 


2.43 


1. 84 


5. 29 


4. 98 


5. 6 


4. 47 




MAMMA1 002070 


4. 5 


2. 92 


4. 15 


2. 58 


5. 23 


2.81 




MAMMA1 002078 


1.32 


1.43 


2. 94 


1.12 


4.4 


1. 07 




MAMMA1 002080 


7. 98 


9.71 


13.38 


14. 92 


20.84 


14. 26 




MAMMA1 002082 


2. 54 


4. 96 


13.04 


9. 67 


8.15 


7. 78 


55 


MAMMA1 002084 


1.78 


3.47 


3. 38 


4. 68 


4. 48 


3.6 




MAMMA1 002087 


1.12 


2.15 


5.37 


3.6 


4. 67 


2. 36 
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MAMHA1 002091 


3. 79 


3. 22 


4. 32 


7. 18 


6. 76 


6. 41 


MAMMA1 002093 


0. 72 


1.4 


4.31 


" 2. 74 


4. 39 


2. 33 


MAMMA1-O02O95 


2.4 


3. 22- 


- -7.5 


4. 73 


7. 52 


4. 54 


MAMMA1002108 


1.84 


1.02 


2. 63 


1. 87 


3. 24 


1. 31 


MAMMA1002112 


2. 94 


3.4 


7. 03 


12. 79 


16. 02 


11. 28 


MAMMA1002118 


1.02 


1.61 


2. 24 


1. 41 


3. 18 


2. 01 


MAMMA1002119 


0. 76 


2. 15 


3. 61 


1. 51 


3. 12 


2. 54 


MAMMA1002125 


1.79 


2.61 


6. 95 


4. 52 


4. 19 


4. 11 


MAMMA1002126 


3. 72 


4. 25 


9. 79 


10. 08 


9. 02 


11. 03 


MAMMA1002128 


0.9 


2. 36 


3.07 


2.7 


3. 49 


2. 88 


MAMMA1002132 


3. 78 


3.24 


11.42 


6. 18 


9. 05 


6. 81 


MAMMA1002140 


1.46 


1.87 


3. 68 


2. 18 


3. 24 


2. 33 


MAMMA1002142 


3.13 


3. 43 


7. 06 


5.18 


7. 62 


5.46 


MAMMA1002143 


5. 42 


2. 27 


7. 96 


7. 98 


9. 87 


13.23 


MAMMA1002145 


1.47 


1.34 


3.3 


2.9 


4. 02 


2. 64 


MAMMA1002147 


0.81 


1.59 


2.9 


2.71 


4.4 


3 


MAMMA1002153 


0. 99 


1.92 


5. 55 


3. 52 


6. 41 


4. 75 


MAMMA1002155 


2.11 


1.93 


6. 76 


4.4 


6. 46 


4.46 


MAMMA1002156 


0. 81 


0.8 


1.94 


0. 67 


2. 63 


0. 78 


MAMMA1002158 


1.38 


1.83 


5. 12 


4. 09 


7. 73 


5.2 


MAMMA1002164 


2. 01 


2. 09 


5. 86 


3.17 


3.18 


4.04 


MAMMA1002165 


4. 04 


4.29 


7. 25 


8. 65 


8. 1 


6. 81 


MAMMA1002170 


1.01 


1.48 


154. 53 


2. 65 


3.24 


4. 11 


MAMMA1002174 


1.66 


2.9 


5. 88 


4. 55 


7.78 


8. 58 


MAMMA1002175 


3. 27 


3.3 


7. 02 


6. 95 


6.64 


7. 22 


MAMMA1002180 


8. 59 


6. 53 


35. 97 


55. 49 


48. 49 


51.08 


MAMMA1002198 


3. 11 


2.3 


9. 33 


7.6 


11.22 


7. 13 


MAMMA1 002205 


2. 93 


1.66 


6. 15 


6.3 


8. 04 


7.54 


MAMMA1 002206 


4.6 


3. 59 


8. 14 


12.4 


13. 97 


11.74 


MAMMA1 002209 


1.7 


1.93 


4. 03 


4. 43 


4. 23 


4. 57 


MAMMA1002215 


4. 17 


2. 72 


15.2 


11.05 


12. 43 


17. 14 


MAMMA1002219 


1.57 


1.96 


4. 99 


4. 84 


6.34 


5. 96 


MAMMA1 002224 


3.18 


2.9 


8. 18 


5. 49 


7. 25 


5. 86 


MAMMA 1 002229 


3. 74 


2. 21 


8. 83 


8. 48 


9.26 


6. 82 


MAMMA1 002230 


2. 02 


2.21 


6. 63 


5.31 


8.91 


6. 58 


MAMMA1 002233 


3. 01 


1.6 


6. 08 


4.21 


7.91 


6. 14 


MAMMA1 002234 


3.05 


3. 06 


6.7 


8.6 


10.45 


10. 76 


MAMMA1 002236 


4.13 


3. 68 


14. 08 


26. 56 


20. 38 


24. 71 


MAMMA1 002243 


0. 97 


2.48 


3.48 


3.28 


3. 43 


2. 96 
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MAMMA KVWifi 


1 . 06 


2. 09 


5. 2 


3. 95 


6. 82 


6. 01 




2. 77 


2. 39 


3. 45 


4. 84 


6. 18 


3. 37 


MAMMA 1-flfi99fi7 


17. 17 


19. 95- 


- -51. 7 


1 30. 02 


108. 53 


1 1 5. 75 


MAMMA 1 flf)99fif! 


1. 72 


2. 28 


5. 82 


6. 92 


11.3 


6. 52 


MAMMA1 002269 


0. 89 


0. 73 


2. 25 


2. 32 


2. 58 


1. 67 


MAMMA 1 0.09989 
lyiAfflMn I Wi.£.o£. 


0. 86 


1. 09 


4. 95 


5. 87 


5. 31 


6. 81 


mamma 1 o,fi99Q9 


2. 71 


2. 25 


7. 77 


10. 57 


10. 52 


11. 53 


uauma 1 nnoocsi 
MAMMA 10U^y<J 


3 71 


3 31 


12. 81 


8, 54 


10. 47 


12. 05 


MAMUA 1 nnoocM 
MAMMA! UUZzy'i 


0. 9 


1. 71 


4. 61 


3. 68 


6. 03 


4. 2 


mauua 1 Arsoocw 


1 53 


3. 25 


7. 45 


5 77 


7. 8 


6. 91 


UAUIJA 1 AAOOQQ 










3. 1 1 


2. 46 


MAUUA 1 AAOOQQ 
MAMMA I UUii-tyy 


Vs 


1^9 


3. 16 


3. 91 


2. 97 


2. 2 


IHAIVImA I W£<JUO 


1 39 


1. 35 


6. 55 


4 5 


3. 1 1 


2. 54 


MAMMA lUUzolu 


3 56 


3. 84 


12. 73 


9. 92 


12. 66 


11. 48 


UAUMA 1 AAOO 1 1 

MAMMA I OO/o ll 


52 










6. 9 


MAMMA 1 OO/ol/! 




2 22 


5 19 


3 51 


8. 45 


2. 55 


UAUUA 1 AA9Q1 7 

MAMMA! UUzjl / 




2. 55 


4. 89 


4. 08 


3. 85 


4. 09 


MAMMA 1 00231 9 


0.8 












MAMMA 1 002322 


2. 48 


3 23 


7 84 


12 21 


10 02 


8. 55 


uauua 1 nnoioo 
MAMMA! UOZJjiy 




1 67 


2 93 


2. 9 


3. 3 


2. 76 


MAMMA1 002332 


2.17 


2 38 


4 58 






3. 05 


MAMMAlOU/aoo 




1 74 


4 19 


5 35 


5. 07 


3 54 


MAMMA lOOzooo 


75 
1.75 


2 72 


8 53 


6 93 




4. 23 


UAUUA1 AAOOOQ 

MAMMA! OOZooS 




2 42 


7 34 


5 21 


7. 5 


5. 14 


UAUUA 1 AA00yl7 

MAMMA1 00z34/ 




2 3 


6 39 


5 5 




4. 64 


UAUUA 1 AAOOK1 

MAMMA lUOzool 


2 08 


2 68 


5 74 


3 03 


4 48 


4. 84 


UAUUA 1 AAOOCO 

MAMMA! OO/ooz 


27 


2 28 


3 66 


3 53 


4 63 


2. 8 


UAUUA 1 AAOOK'S 

MAMMA! UOzooo 


4 46 


2 5 


5 84 


5 95 


4 19 


4 


UAUUA 1 AAOQKt; 


3. 97 


3. 38 


8. 37 


7. 98 


7 31 


8. 57 


MAMMA! UUloDO 












3. 75 


mamma i uu/ooa 


3 95 


3 35 


16. 09 


23. 81 


24. 53 


19 


UAUUA 1 AAO 1R A 

MAMMA! UUzjOU 


93 


1 64 






3. 2 


1. 67 


MAMMA 1 002361 


2. 01 




4 53 


4 17 




4 03 


UAUUA 1 AAOOCO 

MAMMA! OOzooz 




2 33 


3 36 


B 31 


5. 51 


3. 99 


UAUUA 1 AATJC7 

MAMMA1 002^0 / 


2 97 


3 64 


14 63 


18 34 




21 . 56 


MAMMA1 002371 


2. 28 


3. 75 


8.3 


6.15 


6. 74 


5. 88 


MAMMA1 002380 


1.81 


2.26 


4.9 


4.71 


5. 76 


3. 55 


MAMMA1 002384 


2. 14 


1.53 


4.73 


4.48 


5. 36 


4. 05 


MAMMA1 002385 


1.19 


2. 05 


5. 63 


3. 34 


4.8 


2. 47 
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MAMMA1 002390 
MAMMA1 002392 
MAMMA1002396 
MAMMA1 002399 
MAMMA1 002400 
MAMMA1 002409 
MAMMA1 002411 
MAMMA1002413 
MAMMA1002417 
MAMMA1 002427 
MAMMA 1 002428 
MAMMA 1 002433 
MAMMA 1 002434 
MAMMA1 002446 
MAMMA1 002447 
MAMMA1 002454 
MAMMA1 002461 
MAMMA1 002463 
MAMMA 1 002464 
MAMMA1 002466 
MAMMA1 002470 
MAMMA1 002475 
MAMMA1 002480 
MAMMA1 002485 
MAMMA1 002494 
MAMMA1 002498 
MAMMA1 002524 
MAMMA1 002530 
MAMMA1 002538 
MAMMA1 002545 
MAMMA1 002554 
MAMMA1 002556 
MAMMA1 002561 
MAMMA1 002565 
MAMMA1 002566 
MAMMA1 002571 
MAMMA1 002573 
MAMMA1 002576 
MAMMA1 002584 



1.41 
1.94 
4. 87 
4. 42 
3 

51.57 
1.08 
2. 02 
1.83 
1.5 
2.47 
1.74 
2. 94 
1.39 

2. 51 
7. 77 
2. 06 
3.28 

16. 58 
9.48 
1.39 
0. 72 
0. 66 

29. 98 
2 

0. 97 

3. 04 
2.5 

2. 34 
2.37 
1.96 

1.3 
2.3 
1.22 
0. 98 
0. 53 
2.14 
118. 77 

3. 52 



2.04 
3.1 

3. 49 
5.13 
2. 22 

55.16 
1.88 
3.01 
2. 24 
2. 38 
2. 26 

2. 18 
2.4 

2.34 
1.38 
9. 16 

4. 11 

3. 32 
16. 77 

9.89 
1.51 
1.85 
1.21 
27. 24 
2 

2. 57 

2. 96 

3. 24 
2. 38 
2.64 
1.42 

1.9 
2. 99 
2.15 
1.87 

1.8 
1.86 
131.84 
2. 27 



3. 75 
6.1 

-42. 87 
10. 69 
4.69 
63.3 
4.13 
9.19 

4. 87 

4. 54 

5. 38 
! 6. 84 

7.38 
5.62 
6.4 

18. 07 
7.7 
8. 09 

20.05 

14. 22 
5.13 
5. 03 
2.31 

46.09 
4.11 
3.16 
6.43 

4. 88 

5. 62 
6.26 
5.43 

3.6 
7.19 
3. 52 
6.21 
3.06 
7.06 
363. 97 
11.91 



5.48 

4. 06 
10. 79 
10. 95 

3.11 
77. 54 

3.43 

5. 93 
3.45 
4. 78 
4. 46 

6. 72 
5.34 

3. 98 
5.11 

21.71 

4. 92 
6.98 

19.41 
14. 58 
3.54 
3.86 
1.68 
64. 83 
4.48 
2.07 
5.18 
3.17 
5.46 
4. 56 
5.3 

3. 73 
8. 13 
2. 57 
1.65 
1.43 

4. 54 
348. 62 

12. 86 



5.4 

5. 95 
12.9 
8. 66 
4. 36 

80. 62 
5.49 
7.17 

4. 25 
5, 56 
5.11 

6. 96 
4. 65 

5. 84 

6. 26 
17.12 

5.41 
7.82 
20. 41 
15. 75 
5.01 
5.17 
2. 84 
74.9 
5.12 
3.18 

7. 34 
4. 41 
5.13 
6.49 
6.01 
5. 75 

10.46 
4.51 
4.7 
3.1 
5. 66 
471.73 
17. 82 



3. 43 
3.32 
8. 08 

4. 57 
3. 53 

77. 88 
1.92 
6. 75 

2. 63 

3. 41 
4.28 
6. 22 

5. 03 

5. 96 
5.45 

18. 35 

6. 47 
5. 39 

18.09 
13.93 

3. 73 

4. 65 
2. 03 

80. 68 
5. 13 
1.55 
6. 1 
2. 55 
4. 91 
4. 56 
7.81 
3. 89 
7. 98 
2. 55 
3.9 
4.3 
5.97 
358. 66 
13.46 
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MAMNIA1 002585 


0. 76 


1. 86 


4. 38 


1. 85 


3. 6 


5. 26 




MAMMA1002586 


1. 98 


2. 55 


3. 85 


4. 12 


5. 02 


3.3 


5 


MAMMA1002589 


1.08 


1 . 26 


■2. 44 


2. 36 


5. 06 


3. 19 




MAMMA1 002590 


1.01 


1. 57 


5. 87 


2. 58 


6. 75 


4, 57 




MAMMA1 002593 


2. 48 


2. 48 


4. 89 


4. 18 


4. 07 


3. 04 


10 


MAMMA1 002597 


2. 47 


2. 52 


7. 25 


8. 06 


9. 48 


8. 78 


MAMMA1 002598 


12. 12 


13. 52 


30. 83 


37. 28 


48. 14 


38. 91 




MAMMA 1 002603 


1. 2 


1. 39 


3. 69 


3. 25 


6. 24 


4. 35 




MAMMA1002612 


3. 51 


3. 39 


12. 6 


7. 66 


7. 78 


9. 76 


15 


MAMMA1002617 


4. 3 


3. 41 


10. 15 


6. 3 


7. 29 


10. 05 




MAMMA1002618 


1.68 


2. 27 


4. 02 


2. 76 


3. 59 


3. 91 




MAMMA1002619 


2. 96 


2. 8 


5. 24 


3. 22 


5. 88 


3. 49 


20 


MAMMA1 002622 


2. 51 


2. 12 


8. 02 


7. 1 


7. 18 


7. 15 


MAMMA1 002623 


2. 31 


2. 21 


6.27 


5, 89 


6. 17 


6. 19 




MAMMA1 002625 


1.32 


1.3 


3. 23 


2.3 


6. 42 


2. 6 




MAMMA1 002627 


0. 98 


0. 82 


2. 93 


0. 6 


1. 29 


0. 21 


25 


HAMMA1 002629 


1.8 


2. 23 


6. 09 


5. 03 


6. 74 


7.02 




MAMMA1 002631 


1 


1. 86 


3. 61 


3.07 


4. 55 


2. 97 




MAMMA1 002633 


6. 61 


7. 44 


21. 47 


19. 33 


24. 55 


21. 53 




MAMMA1 002636 


1.02 


2. 46 


6. 97 


6. 79 


8. 77 


9. 25 


30 


MAMMA1 002637 


1.05 


1.4 


4. 66 


3. 39 


4. 85 


4. 28 




MAMMA1 002646 


1.69 


0,8 


3.32 


2. 33 


2.86 


1. 53 




IHAMMA1 002648 


10.51 


14. 07 


21. 18 


42. 29 


31.45 


39. 76 


35 


MAMMA 1 002650 


1.33 


0. 56 


1. 62 


1. 76 


2. 08 


0. 57 




MAMMA1 002652 


1. 76 


2. 82 


7.31 


7. 5 


7. 41 


9. 79 




MAMMA1 002655 


1.7 


2. 11 


3. 65 


2.54 


4. 23 


3. 78 




MAMMA1 002662 


0. 84 


2. 24 


4. 33 


3. 57 


5. 68 


4. 13 




MAMMA1 002665 


3. 61 


3. 57 


10. 05 


13.42 


17. 97 


19. 59 




MAMMA1 002671 


2. 84 
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9. 66 


NT2RM4002266 


3. 93 


3.93 


4. 76 


2. 76 


3. 55 


4. 47 


NT2RM4002276 


11.23 


11.23 


15.55 


16.5 


28.25 


20.64 


NT2RM4002278 


1.89 


1.89 


4. 59 


4. 33 


3.99 


5. 11 


NT2RM4002281 


17. 71 


17.71 


59.08 


62. 68 


51. 19 


59. 89 


NT2RM4002287 


2. 08 


2. 08 


3. 84 


2.46 


4.21 


3. 32 


NT2RH4002294 


3.19 


3.19 


6. 99 


6. 28 


6. 09 


8. 69 


NT2RM4002298 


18.59 


18. 59 


60. 14 


86. 09 


89.9 


88. 75 


NT2RM4002301 


3.2 


3.2 


6. 85 


4. 63 


5. 94 


4. 02 


NT2RM4002306 


4.71 


4.71 


*8. 24 


4. 99 


5. 31 


4.2 


NT2RM4002323 


3.9 


3.9 


4. 06 


4.11 


4. 39 


3. 11 


NT2RM4002334 


11.54 


11.54 


20. 76 


17. 92 


20. 72 


16. 95 


NT2RM4002339 


1.78 


1.78 


3.52 


1.33 


1.3 


1.38 


NT2RM4002344 


2.36 


2.36 


5. 74 


2. 87 


3. 57 


7. 92 


NT2RM4002345 


3. 56 


3.56 


10. 59 


5. 06 


4. 63 


7.5 


MT2RM4002352 


2. 04 


2.04 


7. 67 


3. 99 


5. 14 


3. 74 


NT2RM4002362 


20. 38 


20. 38 


24. 92 


11.23 


14. 32 


15.17 


NT2RM4002373 


2.1 


2.1 


3. 96 


3. 21 


2. 55 


3. 63 


NT2RM4002374 


2. 28 


2. 28 


4. 39 


2. 29 


3. 58 


4.3 


NT2RM4002376 


4. 02 


4. 02 


6. 03 


3.31 


2. 97 


5. 52 


NT2RM4002383 


2.8 


2.8 


8.49 


4.76 


5. 79 


4. 28 


NT2RM4002390 


3. 03 


3. 03 


6.01 


4. 06 


5. 27 


7.37 


MT2RM4002398 


5. 16 


5. 16 


43. 18 


33. 97 


50. 73 


30. 41 


NT2RIDI4002409 


2.11 


2.11 


5. 93 


3. 37 


4.29 


1.9 


NT2RM4002414 


4. 73 


4. 73 


6.21 


7.37 


9.12 


14. 53 


NT2RM4002438 


2. 07 


2.07 


5. 28 


3. 03 


4. 38 


7.18 


NT2RM4002440 


2. 99 


2.99 


6. 92 


5. 78 


5. 32 


9. 49 


NT2RM4002446 


2. 23 


2. 23 


6. 08 


2. 95 


4. 45 


5.7 


NT2RM4002450 


3. 36 


3.36 


10.01 


6.15 


7. 75 


7. 24 


NT2RM4002452 


2. 13 


2. 13 


6.3 


3. 67 


5.15 


7. 23 


NT2RM4002457 


2. 68 


2. 68 


4.44 


2. 66 


3. 26 


4. 52 


NT2RM4002458 


3.06 


3.06 


5. 77 


3. 32 


5.34 


4.04 


NT2RM4002460 


2.43 


2.43 


3. 68 


1.57 


2.45 


1.43 


NT2RM4002464 


5.4 


5.4 


12. 62 


14. 39 


13. 72 


14.3 


MT2RM4002479 


4. 66 


4. 66 


6. 69 


4. 91 


7. 98 


11.54 


NT2RM4002482 


4. 26 


4. 26 


16.18 


10. 19 


11.5 


12.2 


NT2RM4002489 


6. 74 


6. 74 


16. 91 


8. 79 


5. 81 


11.68 
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NT2RM4002493 


1.35 


1.35 


3. 22 


1.96 


3.51 


2. 73 




NT2RM4002499 


34. 96 


34. 96 


72.9 


59. 42 


52. 07 


54.3 




NT2RM4002504 


5.15 


5. 15 


-10.68 


10. 57 


13. 51 


9.8 




NT2RM4002506 


4. 77 


4. 77 


9.4 


4. 93 


7. 59 


8. 53 




NT2RM4002510 


2. 03 


2. 03 


3.27 


1.66 


2. 97 


2. 48 




NT2RM4002527 


1.57 


1.57 


3.14 


1.83 


2.31 


4. 47 




NT2RM4002532 


2. 45 


2.45 


7.75 


5. 88 


3. 37 


5. 19 




NT2RM4002534 


1.79 


1.79 


4.8 


2. 1 


3.45 


2. 94 




NT2RM4002535 


2. 5 


2. 5 


6.51 


5. 89 


8. 1 


6. 37 




NT2RM4002554 


3. 29 


3. 29 


5.31 


3. 31 


5. 47 


3. 12 




NT2RM4002558 


6.91 


6. 91 


32. 57 


32. 58 


41. 54 


25.61 




NT2RM4002565 


5. 38 


5. 38 


' 13.6 


8. 22 


9. 85 


10. 53 




NT2RM4002567 


3. 34 


3. 34 


5. 43 


4. 21 


4. 49 


7. 22 




NT2RM4002571 


4. 48 


4. 48 


15.61 


11.95 


16. 47 


15. 24 




NT2RM4002572 


5. 57 


5.57 


17.2 


13.7 


9. 59 


13. 48 




NT2RM4002577 


7. 76 


7.76 


15, 25 


6. 59 


5. 87 


5.65 




NT2RM4002583 


1.08 


1.08 


3. 58 


2. 28 


4.83 


2. 44 




NT2RM4O02584 


1. 64 


1.64 


5. 67 


3. 24 


5. 74 


5. 56 




NT2RM4002593 


3. 29 


3.29 


5. 17 


2. 75 


3.91 


4. 61 




NT2RM4O02594 


11. 26 


11.26 


46. 5 


38. 21 


55. 32 


43. 58 




NT2RM4002604 


4. 83 


4. 83 


4. 64 


1. 77 


2. 03 


2. 89 


** 


NT2RM4002614 


3. 48 


3.48 


3. 48 


2. 52 


3. 66 


2. 81 




NT2RM4002616 


1.07 


1.07 


2. 73 


2. 88 


2. 71 


2.38 




NT2RM4O02623 


1. 39 


1. 39 


4. 89 


3. 92 


3. 72 


5.06 




NT2RM4002634 


1.41 


1.41 


4. 38 


3. 42 


4.91 


2. 96 




NT2RM4002636 


2. 22 


2. 22 


3. 93 


3. 92 


4. 18 


4. 12 




NT2RP1 000002 


8. 82 


8. 82 


52. 94 


75. 1 


92. 89 


81. 45 


* 


NT2RP1 000006 


4. 68 


4. 68 


6. 28 


4. 25 


4.48 


2. 56 




NT2RP1000015 


4. 86 


4. 86 


5.27 


2. 74 


1. 99 


2. 28 


** 


NT2RP1000018 


5. 45 


5.45 


5 


5. 55 


4. 83 


4. 96 




NT2RP1 000034 


18. 22 


18. 22 


49. 95 


38.04 


30. 76 


50. 07 




NT2RP1 000035 


1.93 


1.93 


3.2 


5. 26 


3. 23 


3. 96 




NT2RP1 000040 


1. 77 


1. 77 


3. 33 


2. 93 


3. 28 


4. 28 




NT2RP1 000042 


1.3 


1.3 


3.44 


1. 99 


3. 22 


2. 38 




NT2RP1 000048 


3. 6 


3. 6 


10.24 


7. 25 


9.9 


9 




NT2RP1 000050 


2.21 


2.21 


4. 71 


2. 89 


4 


3. 57 




NT2RP1 000056 


4. 03 


4. 03 


3. 74 


1.09 


0.61 


1.96 


** 


NT2RP1 000058 


3. 49 


3. 49 


2. 03 


1.84 


2. 07 


2. 48 




NT2RP1 000063 


1.77 


1.77 


3. 65 


4. 09 


4 


3. 83 
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NT2RP 1000068 


1.89 


1. 89 


3. 99 


3. 12 


3. 33 


2. 43 






NT2RP1 000072 


22. 9 


22. 9 


74. 07 


82. 91 


66. 26 


95. 85 




5 


NT2RP100007-3 


2. 18 


2. 1& 


- 2. 45 


2. 68 


3. 69 


3. 86 


* 




NT2RP1 000078 


2. 72 


2. 72 


3. 17 


2. 93 


2.3 


3. 13 






NT2RP1 000079 


4. 13 


4. 13 


5. 32 


3.6 


4. 48 


2.5 






NT2RP 1000080 


4. 99 


4. 99 


8. 13 


9. 46 


12.46 


9. 46 


* 


10 


NT2RP1 000086 


4. 15 


4. 15 


3. 63 


1. 31 


2. 1 


3. 75 






NT2RP1 000087 


1. 3 


1. 3 


4. 36 


3. 51 


3. 21 


3. 45 






NT2RP 1000089 


4. 5 


4 5 


9. 98 


12. 69 


11.3 


14. 93 


* 


15 


NT2RP1 000090 


45. 76 


45. 76 


96. 6 


94. 37 


53. 44 


93. 42 






NT2RP1000100 


2. 17 


2. 17 


4. 05 


5. 23 


4. 13 


3. 66 






WT9RP1000101 


3. 44 


3. 44 


*5 22 


4. 41 


2. 88 


4. 81 






NT2RP1 00011 1 


3. 24 


3. 24 


5, 56 


4. 51 


3. 9 


3. 69 




20 


NT9RP1 0001 1 9 


3 29 


3. 29 


4. 08 


1. 85 


3. 33 


3 






NT9RP1000194 


5. 57 


5. 57 


4. 96 


3. 1 1 


5. 73 


5. 5 






NT2RP1000125 


7. 28 


7. 28 


19. 39 


13. 69 


10. 68 


16. 86 




25 


NT2RP1000129 


1 Q] 


1. 81 


4. 35 


5. 14 


3. 91 


4. 27 






NT2RP1000130 


2. 31 


2. 31 


4. 11 


5. 31 


5. 62 


16. 86 






NT2RP1000154 


7. 5 


7. 5 


15. 63 


17. 16 


12. 72 


16. 37 






HT9RP1 0001 R1 






3 5] 


2. 72 


2. 99 


3. 59 




30 


MT9RP1 000170 


3. 42 


3. 42 


4. 2 


4. 96 


5 17 


5. 85 






NT9RP1000174 
PI 1 £.X\r 1 UuU 1 / *r 




3. 5 


3. 42 


1. 3 


2. 38 


2. 12 






NT2RP1000181 


6. 14 


6. 14 


7. 22 


10. 97 


14. 98 


9. 38 


* 


35 


MT9RP10001Q1 


1 08 




5. 61 


4. 94 


3. 59 


5. 71 






NT2RP 1000202 


1. 06 


1. 06 


1 . 66 


2. 02 


1. 2 


2. 24 






NT9RP1 0009^0 


1 53 


1 53 


4. 1 


2. 15 


0. 94 


2. 07 






NT2RP1 000243 


2. 37 


2. 37 


2. 04 


1. 31 


1. 14 


1. 64 


** 




NT2RP1 000255 




1 94 


3. 02 


2. 1 1 


2. 26 


1 . 78 






NT9RP1 0002*50 


5. 27 


5. 27 


9. 55 


5. 53 


6. 33 


4. 29 






NT2RP1 000261 


2. 76 


2. 76 


4. 4 


2. 07 


1. 64 


2. 64 




45 


NT2RP 1000269 


5. 16 


5. 16 


5. 01 


7. 7 


10. 51 


7. 39 




NT2RP1 000271 


7. 79 


7. 79 


15. 88 


13. 16 


15. 11 


18. 48 






NT2RP1 000272 


7. 71 


7. 71 


13. 07 


10. 72 


11. 74 


11.3 






NT2RP 1000279 


2. 19 


2. 19 


5. 24 


2. 23 


3. 91 


2. 62 




50 


MTOPD1 nnnoon 










13. 52 


9. 92 


* 




NT2RP1 000293 


6.86 


6. 86 


10. 91 


9. 75 


8. 45 


10. 92 






NT2RP1 000300 


12. 42 


12. 42 


11.93 


9. 96 


11.37 


10.2 


* 


55 


NT2RP1000324 


5.16 


5.16 


6 


4. 69 


5. 92 


6. 97 






NT2RP1 000325 


54. 42 


54.42 


101.4 


70. 46 


57. 52 


78.6 
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NT2RP1 000326 


4. 01 


4.01 


7.67 


3. 82 


4. 56 


7.85 


NT2RP1 000331 


12.16 


12.16 


24. 08 


12. 19 


10.5 


20. 1 


NT2RP1000333 


4.18 


4.18 


-7.52 


6. 66 


6. 53 


6. 98 


HT2RP1 000336 


1.45 


1.45 


4.45 


1. 35 


3. 76 


1.78 


NT2RP1 000347 


3. 05 


3. 05 


8. 75 


7. 26 


8. 31 


6.38 


MT2RP1 000348 


2. 11 


2.11 


4. 14 


2. 76 


3 


2. 75 


NT2RP1 000349 


2. 12 


2. 12 


3. 92 


3 


4. 39 


4. 11 


NT2RP1 000353 


40. 87 


40. 87 


83.5 


51.49 


47.8 


66. 02 


NT2RP1 000356 


39. 53 


39. 53 


93. 37 


50.3 


56. 48 


74. 42 


NT2RP1 000357 


3. 89 


3. 89 


9. 63 


8.43 


8. 7 


8. 72 


NT2RP1 000358 


2.85 


2. 85 


6. 11 


4. 23 


3.04 


5. 09 


NT2RP 1000360 


11. 04 


11. 04 


19. 39 


12. 08 


18. 42 


19. 44 


NT2RP1 000363 


13. 09 


13. 09 


15. 39 


13. 13 


13. 38 


10. 01 


NT2RP1 000376 


1.81 


1.81 


3.8 


2. 09 


1.9 


2. 24 


NT2RP1 000386 


118 


118 


191. 31 


146. 98 


187. 97 


155. 47 


NT2RP1 000407 


0. 72 


0. 72 


3. 16 


0. 58 


' 0. 89 


1.2 


NT2RP1 000409 


2.05 


2.05 


5. 39 


2. 84 


6. 59 


3. 83 


NT2RP1000413 


4. 78 


4. 78 


8. 03 


5. 86 


8. 89 


10. 19 


NT2RP1000416 


1. 5 


1. 5 


2. 01 


0. 93 


3. 17 


0. 7 


NT2RP1000418 


2. 27 


2. 27 


6. 69 


5. 08 


6. 67 


4. 85 


NT2RP1 000420 


1.77 


1.77 


5. 19 


7. 32 


7. 64 


3. 7 


NT2RP1 000434 


1.48 


1. 48 


4. 39 


1. 27 


3. 12 


1 


NT2RP1 000439 


5. 02 


5. 02 


9. 31 


20. 62 


28. 73 


24. 75 


NT2RP1 000443 


1.8 


1.8 


3. 46 


2. 24 


1. 61 


1. 63 


NT2RP 1000447 


2. 21 


2.21 


5. 57 


2. 49 


2. 87 


3. 1 


NT2RP1 000448 


1.39 


1.39 


3. 58 


3. 09 


4.4 


1. 41 


NT2RP1 000451 


4. 2 


4. 2 


6. 37 


5. 72 


7. 27 


7. 04 


NT2RP1 000458 


15. 1 


15. 1 


10. 53 


19. 73 


8. 72 


23. 03 


NT2RP1 000460 


7. 55 


7. 55 


13. 82 


8. 76 


11. 49 


8. 62 


MT2RP1 000465 


4. 58 


4. 58 


20. 97 


20. 41 


19. 98 


22. 46 


NT2RP1 000468 


3.25 


3. 25 


4. 64 


3. 82 


4. 1 


4. 45 


NT2RP1 000470 


2. 38 


2. 38 


5. 67 


3. 99 


2. 35 


3. 8 


NT2RP1 000477 


1.11 


1. 11 


3. 81 


1. 1 


0. 84 


0. 83 


NT2RP1 000478 


4. 53 


4. 53 


12. 55 


19. 87 


18. 75 


20. 39 


NT2RP1 000481 


1. 23 


1. 23 


3. 89 


2. 48 


4. 09 


1.2 


NT2RP1 000493 


2.44 


2.44 


3.8 


1.74 


3. 83 


0. 87 


NT2RP1000513 


13.07 


13.07 


16. 37 


17.06 


17. 57 


18. 97 


NT2RP1 000522 


6.13 


6. 13 


12. 69 


13.13 


13. 08 


10. 32 


NT2RP1 000533 


3.72 


3. 72 


6.17 


2. 92 


4. 49 


2.17 
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NT2RP1 000544 


1. 53 


1.53 


2.45 


1.38 


1.24 


1.44 






NT2RP1 000547 


0. 88 


0. 88 


2.45 


2 


1. 63 


1.23 




5 


NT2RP1O005&1 


1.7 


1.7- 


-5. 62 


2. 13 


3.2 


1. 1 






NT2RP1 000567 


1. 66 


1.66 


4. 29 


2.54 


4. 29 


1. 77 






NT2RP1 000574 


1. 99 


1. 99 


4. 28 


1.5 


3.43 


1. 38 






NT2RP1 000577 


3. 14 


3. 14 


6. 01 


3. 16 


5. 31 


2.05 




10 


NT2RP1 000579 


4. 64 


4. 64 


6. 24 


3. 27 


3. 97 


2. 04 






NT2RP1 000581 


5. 22 


5. 22 


3. 58 


2. 07 


1. 61 


0. 93 


** 




NT2RP1 000593 


1. 74 


1. 74 


4 39 


2. 48 


3. 28 


2. 3 




15 


NT2RP1 000604 


3. 85 


3. 85 


7 75 


17. 25 


13. 78 


16. 39 


** 




NT2RP1 000609 


1.15 


1. 15 


2. 21 


2. 84 


2. 61 


1. 55 






NT2RP1000613 


1.12 


1. 12 


2. 56 


1 82 


4. 29 


0. 82 






NT2RP1 000622 


5. 94 


5. 94 


15. 9 


14. 91 


19. 42 


15. 46 




20 


NT2RP1 000627 


9. 18 


9.18 


18. 96 


23. 88 


21. 9 


14. 86 






NT2RP1 000629 


4. 18 


4.18 


5.9 


5. 92 


5. 32 


3. 17 






n i Ci\r i Uwoou 


6. 54 


6. 54 


7. 84 


7. 21 


7. 67 


7. 92 




25 


NT2RP1 000639 


0. 64 


0. 64 


0.31 


1 . 53 


2. 04 


0. 28 






NT2RP1 000640 


130. 14 


130.14 307. 77 


227. 5 


1 76. 05 


232. 29 










4.14 


9.59 




11. 87 


12. 15 


* 






2. 65 


2. 65 


7 


8. 91 


7. 99 


6. 04 




30 


MT9RP1 f)f)(V>7ji 




13. 48 


28. 08 




45. 82 


56. 95 


** 




NT9RP1f>flOfi77 


3 g 


3.9 


10.76 


n 84 


10. 19 


9. 87 






NT9RP1f>flf)fi7Q 

n I £J\r 1 UVAJD / 5? 


2. 38 


2. 38 


3. 76 


2. 3 


2. 35 


1. 05 




35 


NT2RP1 000688 


4. 72 


4. 72 


3.34 


2. 76 


2. 73 


1 . 83 






NT2RP1 000689 


1. 44 


1.44 


1.86 


2. 03 




1 . 13 






NT2RP1 000695 


1.11 


1.11 


2.5 


2. 09 


2. 44 


1. 52 






NT2RP1 000701 


0. 89 


0. 89 


1.08 


2. 62 


2. 74 


1. 71 


* 




NT2RP1 000702 


1. 12 


1.12 


2.28 


3. 74 


4. 07 


3. 15 


* 




NT2RP1Q00713 


2. 29 


2. 29 


2. 79 


2. 8 


3. 56 


2. 38 






NT2RP1 000721 


4. 14 


4.14 


4.49 


4. 48 


3. 92 


3. 78 




45 


NT2RP 1000730 


3. 5 


3.5 


4. 83 


2. 61 


4. 5 


2. 41 




NT2RP1 000733 


6. 08 


6. 08 


6. 56 


4. 91 


8. 12 


5. 65 






NT2RP1 000738 


3 


3.18 


8.04 


5. 16 


5. 71 


7. 1 1 






NT2RP1 000739 


1.11 


1.11 


2. 65 


4. 02 


3. 09 


2. 86 




50 


NT9RP1 fififi7Af! 




1.41 


3.13 












NT2RP1 000746 


1.15 


1.15 


3. 58 


2. 28 


3. 74 


1.37 






NT2RP1 000750 


4 


4 


8.31 


10. 25 


10. 72 


9. 39 


* 


55 


NT2RP1 000751 


33.15 


33.15 


59. 65 


67.84 


64.22 


66. 55 






NT2RP1 000767 


3.8 


3.8 


3.64 


1.7 


2. 62 


0. 62 


* 
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NT2RP1 000769 


9.31 


9.31 


13. 98 


7. 42 


8. 59 


7.19 


NT2RP1 000780 


0. 86 


0. 86 


1.01 


1.87 


1.13 


0. 89 


NT2RP1000782 


4. 25 


4.25 


J2.21 


10. 24 


7.96 


9.13 


NT2RP1 000796 


3.17 


3.17 


2. 69 


4. 23 


2. 99 


2. 86 


NT2RP1 000797 


12.31 


12. 31 


22. 78 


19.44 


18. 64 


21.78 


NT2RP1 000800 


1.13 


1.13 


3. 74 


2. 46 


2. 66 


1.46 


NT2RP1 000825 


2.38 


2. 38 


2.91 


1.04 


1.88 


0. 87 


NT2RP1 000833 


2.5 


2.5 


2. 85 


0. 92 


2. 39 


1.26 


NT2RP1 000834 


35. 44 


35.44 
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7. 34 


7. 35 
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2. 49 


1.86 


0. 49 
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25. 33 


31.95 
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11.06 


12.8 


14. 93 
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5. 24 
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3. 53 
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11.72 


8. 52 
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5. 38 


3.93 
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-.3.6 


2. 27 


2.52 


0. 84 




NT2RP3002955 


6. 55 


6. 55 


3. 78 


1. 93 


2. 47 


0. 86 




NT2RP3002958 


5. 85 


5. 85 


11.4 


16.5 


10.57 


16.64 


10 


NT2RP3002969 


4. 28 


4. 28 


8. 27 


12. 91 


7.49 


7.33 


NT2RP3002972 


3. 55 


3. 55 


4. 82 


4.41 


6. 18 


2. 29 




NT2RP3002978 


1.48 


1.48 


2.99 


2. 61 


3.7 


1.49 




NT2RP3002983 


2. 89 


2. 89 


4. 69 
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20. 26 
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4. 12 


5. 64 
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1.51 
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3.26 
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3. 95 


4. 55 


2. 96 
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3. 43 
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6. 06 


3.9 


4. 96 


2. 79 
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1.35 
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2.15 


2.15 


6. 09 


3.45 


7. 24 


2. 59 
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3. 53 
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7. 23 
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5. 05 


4.01 
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111.75 


111.75 


149. 73 


175. 13 


159. 77 


181.4 
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7. 06 
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9.05 


11.87 


18.84 


9. 94 
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2. 07 
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1.88 


1.61 


1.41 


0. 69 
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3. 06 
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7. 45 


5. 72 


6. 11 


7. 57 




NT2RP3003047 


3. 09 
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5.16 


2.4 


4. 67 


2. 06 
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5. 96 


5.96 


12. 03 


6. 74 


10.3 


8. 42 
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7.46 


7.46 


18 


14. 42 


17.14 


13. 72 
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1.93 


1.93 


4. 76 


2. 88 


4. 41 


3.06 




NT2RP3003061 


2.8 


2.8 


8. 59 


5. 49 


5. 68 


5. 16 




NT2RP3003068 


5. 99 


5. 99 


11.77 


9. 41 


8. 75 


10.04 
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7. 22 


7. 22 


10. 77 


10.39 


14. 52 


10.39 




NT2RP3003076 


2. 67 


2.67 


9.49 


6. 57 


6. 57 


4.01 
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4.12 


2.09 


4. 52 


2. 43 
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6.21 
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10. 54 


9. 94 


9.6 


9. 97 
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1.49 


1.49 


5. 95 


3. 28 


3. 57 


3.25 
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2. 42 
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7. 15 
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3. 72 


2. 93 
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2. 75 
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5. 56 
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7. 73 


10. 35 


7.18 
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16. 11 
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27. 36 


41.03 


21.91 




NT2RP3003121 


3. 39 
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11.03 


4.61 


8 


2.44 
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2. 09 


2. 09 


5.78 


4. 93 


8. 58 


3. 96 
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3.42 
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5. 74 


6. 32 


7. 59 


5. 29 
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2. 36 


2.36 


5. 27 


5.26 


5.7 


3. 74 


NT2RP3003139 


2. 53 


2.53 


7.8 


3.15 


5. 74 


2.7 


NT2RP300ai46 


5. 08 


5.08 


-32,56 


25.8 


29. 74 


19. 72 


NT2RP3003150 


2. 03 


2.03 


5.17 


3. 56 


3. 76 


1.97 


NT2RP3003157 


2. 52 


2. 52 


8. 34 


6.4 


10.1 


4. 94 


NT2RP3003185 


1.77 


1.77 


3.88 


1.91 


3. 34 


2. 62 


NT2RP3003193 


2. 62 


2. 62 


5. 75 


6.03 


4. 59 


2. 65 


NT2RP3003197 


2. 38 


2. 38 


3.8 


3. 11 


4. 02 


2.2 


NT2RP3003203 


11.82 


11.82 


14. 35 


16.85 


10.17 


15. 27 


NT2RP3003204 


3.76 


3. 76 


7. 93 


4. 04 


6.17 


3. 79 


NT2RP3003210 


14. 48 


14. 48 


75.3 


58. 97 


84.6 


68.66 


NT2RP3003212 


5. 15 


5.15 


( 9.44 


9.21 


10. 67 


7. 36 


NT2RP3003213 


4. 16 


4.16 


5. 68 


5. 15 


7.02 


5.44 


NT2RP3003224 


1.7 


1.7 


4. 75 


2.43 


2.11 


2.64 


NT2RP3003226 


3. 25 


3. 25 


5. 68 


6. 57 


5. 94 


3. 63 


NT2RP3003230 


7. 79 


7. 79 


11.47 


12.39 


8.89 


6.72 


NT2RP3003235 


7. 61 


7. 61 


10. 79 


7.77 


7.73 


6. 89 


NT2RP3003242 


12. 17 


12. 17 


23.49 


26.68 


32. 03 ' 


19. 25 


NT2RP3003251 


5.61 


5.61 


9.47 


3. 73 


4. 95 


4. 08 


NT2RP3003252 


3. 95 


3. 95 


5. 95 


2. 19 


3.7 


2. 42 


NT2RP3003258 


4. 92 


4.92 


7. 89 


19.94 


24. 95 


15. 47 


NT2RP3003260 


4. 54 


4. 54 


12. 34 


13.46 


11.52 


12. 68 


NT2RP3003264 


1. 64 


1.64 


5. 99 


3.18 


4. 32 


1.86 


NT2RP3003273 


2. 18 


2. 18 


4. 93 


4. 57 


3. 58 


1.72 


NT2RP3003278 


1. 33 


1.33 


4 


1.31 


5.12 


0. 63 


NT2RP3003280 


9. 85 


9. 85 


23.11 


18.18 


19. 52 


18.19 


NT2RP3003282 


5.29 


5. 29 


6.25 


3. 62 


3. 97 


3.48 


NT2RP3003290 


6. 64 


6.64 


9.09 


4.8 


5. 38 


3.78 


NT2RP3003301 


4. 01 


4. 01 


5.73 


4. 31 


4. 59 


3.23 


NT2RP3003302 


1.45 


1.45 


2.31 


2.91 


2. 64 


1.91 


NT2RP300331 1 


2. 45 


2. 45 


6. 76 


15. 72 


13. 09 


11.55 


NT2RP3003312 


1. 81 


1.81 


3.35 


3. 73 


3. 87 


2. 41 


NT2RP300331 3 


1.61 


1.61 


4.2 


2.91 


5.4 


2. 87 


NT2RP3003327 


1. 62 


1.62 


6.24 


4.81 


4. 95 


3. 34 


NT2RP3003330 


5. 13 


5.13 


8.01 


15. 68 


16.13 


12. 78 


NT2RP3003344 


3. 36 


3. 36 


4.14 


2. 92 


3.74 


2.6 


NT2RP3003346 


3. 81 


3.81 


4.83 


4. 38 


4. 05 


1.24 


NT2RP3003349 


4. 04 


4. 04 


6. 93 


9. 96 


9. 41 


9.65 


NT2RP3003353 


1.95 
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3.24 


4. 06 


5.37 


2.45 
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4. 59 


4. 59 


1 .42 


14.11 


15.42 
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5. 95 
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13. 58 


8. 03 
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2. 55 
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8. 42 


9. 57 


4. 87 
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22. 12 
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1. 88 
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4. 24 


3. 5 


3. 83 


2. 63 




NT2RP3003455 


5. 23 
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11.8 


9. 96 
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3. 79 
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35 


NT2RP3003475 


2. 84 


2. 84 


4. 04 


4. 55 


4. 45 


3.28 


NT2RP3003490 


2. 7 


2.7 


5.81 


4.21 


4. 43 


3.12 




NT2RP3003491 


2. 26 


2. 26 


3 


2. 14 


2. 75 


1.26 




NT2RP3003493 


1 1. 75 


11.75 


30. 77 


34. 59 


28.9 
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50 


NT2RP3003552 


1. 8 


1. 8 


5. 76 


0. 64 


0. 84 


1. 58 




NT2RP3003555 


4.4 


4.4 


14.14 


12.16 


17.43 


16.23 




NT2RP3003559 


2. 81 


2. 81 


6.7 


3. 88 
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^ 96 


^ 67 


1 1 97 


NT2RP4002290 


7.55 










5. 87 


NT2RP4002298 


3. 92 




18 


5. 54 


5 03 


4. 18 


MT2RP4002306 


2. 38 


2.38 


79 




5 77 




NT2RP4QQ2308 


2. 04 




6 03 


5 31 


5. 23 


4. 1 


NT2RP4002336 


2. 71 


2. 71 


33 
6. 3 








NT2RP4002340 


1. 09 


1. 09 


3.96 


1.28 


2 75 


0 49 


NT2RP4002361 


2. 77 


2. 77 


5. 78 


3. 73 


4. 03 


2. 48 


NT2RP4002367 


2. 27 


2. 27 


5. 84 


3. 23 


2. 48 


2. 77 


NT2RP4002368 


9. 87 


9. 87 


17. 2 


18. 26 


19. 27 




NT2RP4002377 


3. 3 


3. 3 


, 23 ' 8 


25. 46 


30. 75 


23.93 


NT2RP4002408 


2. 22 


2. 22 


3. 87 


3. 75 


6. 37 


4. 11 


NT2RP4002425 


2. 84 


2. 84 


5. 81 


8. 24 


7. 98 


5. 23 


NT2RP4002432 


12. 33 


12. 33 


85. 4 


61. 06 


72. 53 


67.82 


NT2RP4002447 


2. 97 


2. 97 


7. 68 


3. 96 


5.4 


4. 59 


NT2RP4002451 


5. 48 


5. 48 


6. 2 


5.84 


5. 85 




NT2RP4002461 


9. 8 


9. 8 


32. 09 


32. 76 


38. 91 


9 04 


NT2RP4002486 


3. 5 


3. 5 


6. 71 


2. 47 


4.15 




NT2RP4002517 


3. 65 


3. 65 


9. 11 


7. 02 


8. 53 


7.18 


NT2RP4002556 


4. 29 


4. 29 


3. 91 


5. 68 


10. 03 


6. 41 


NT2RP4002569 


3. 36 


3. 36 


7. 36 


4. 93 


5. 29 


3. 42 


NT2RP4002587 


2. 26 


2. 26 


4. 19 


2. 8 


3. 4 


2. 02 


NT2RP4002591 


2. 21 


2. 21 


4. 89 


2. 89 


4. 5 


3. 08 


NT2RP4002607 


1. 43 


1. 43 


3. 34 


2.87 


4. 63 


1.58 


NT2RP4002627 


17. 83 


17. 83 


61 . 9 


55. 9 


76.17 


65.3 


NT2RP4002628 


7. 28 


7. 28 


15. 48 


14. 53 


23.95 


12 16 


NT2RP4002630 


4. 19 


4. 19 


5.25 


6. 72 


9.4 




NT2RP4002639 


9. 43 


9. 43 


70. 25 


52. 38 


77. 24 


28 


NT2RP4002641 


1. 58 


1. 58 


9. 03 


3.94 


4. 07 




NT2RP4002658 


114. 62 


1 14. 62 


166. 93 


76.49 


34. 96 


109. 83 


NT2RP4002669 


3. 5 


3. 5 


5. 67 


5.4 


5.33 


4. 68 


NT2RP4002677 


6. 24 


6. 24 


9. 41 


10.14 


7.99 


13. 2 


NT2RP4002715 


8. 42 


8. 42 


34. 92 


40.1 


48.46 




NT2RP4002750 


2. 6 


2. 6 


8. 29 


1 . 68 




1.33 


NT2RP4002784 


3. 71 


3. 71 


9. 51 




11 22 




NT2RP4002791 


4.91 


4.91 


9.44 


4. 88 


9.76 


5.33 


NT2RP400281 1 


1.63 


1.63 


6. 38 


3.17 


2. 95 


3. 43 


NT2RP4002830 


4. 26 


4.26 


7.45 


3.9 


5.9 


5.46 


NT2RP4002832 


2.12 


2.12 


3.13 


2. 38 


5. 59 


2. 54 
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NT2RP4002850 


5. 07 


5. 07 


12. 04 


14. 36 


12. 63 


8. 06 


NT2RP4002874 


5. 17 


5. 17 


6. 67 


3. 1 


5. 14 


1.96 


NT2RP4002884 


28. 81 


28. 81- 


-49, 75 


43. 57 


74. 75 


52. 87 


NT2RP4002888 


5. 55 


5. 55 


4. 83 


3. 67 


4. 32 


3. 08 


NT2RP4002891 


5. 48 


5. 48 


15. 79 


13. 16 


19. 42 


11.91 


NT2RP4002894 


12. 04 


12. 04 


24. 47 


18. 44 


12. 76 


16.4 


NT2RP4002896 


5. 54 


5. 54 


12. 2 


8. 96 


6. 18 


7. 78 


NT2RP4002905 


1. 71 


1. 71 


4. 27 


2. 32 


3. 58 


1. 28 


NT2RP4002907 


5. 11 


5. 11 


7. 62 


6. 94 


10. 72 


1 . 41 


NT2RP5003459 


68. 11 


68.11 


133. 25 


154.61 


1 46. 1 5 


1 64. 37 


NT2RP5003461 


7.34 


7.34 


10. 14 


10. 85 


14. 36 


8 


NT2RP5003471 


106.6 


106.6 


168. 71 


124. 4 


148. 85 


112. 14 


NT2RP5003477 


2. 71 


2. 71 


2. 62 


2. 59 


2. 33 


1. 9 


NT2RP5003487 


157.44 157. 44 


424. 89 


292. 71 


256. 56 


354. 93 


NT2RP5003492 


3.1 


3.1 


4. 91 


5. 25 


6. 17 


5. 91 


NT2RP5003500 


1.5 


1.5 


3. 28 


2. 38 


2. 54 


2. 59 


NT2RP5003506 


4. 96 


4. 96 


9.3 


7. 83 


10. 37 


9. 04 


NT2RP5003512 


2. 21 


2. 21 


4. 35 


2. 63 


3. 46 


2. 15 


NT2RP5003522 


4.1 


4.1 


5. 97 


4. 62 


4. 19 


2. 34 


NT2RP5003524 


4. 38 


4. 38 


3. 86 


1. 61 


1. 54 


0. 84 


NT2RP5003527 


24. 72 


24. 72 


71. 27 


76.81 


87.24 


60. 59 


NT2RP5003531 


7. 16 


7.16 


17. 2 


15.58 


14.06 


14. 11 


MT2RP5003534 


2. 68 


2. 68 


5. 49 


5. 54 


6.82 


4. 55 


NT2RP6000020 


8. 69 


8. 69 


19. 96 


14. 65 


15. 13 


16. 29 


NT2RP6000022 


3. 19 


3.19 


4. 05 


4. 06 


3. 96 


2. 44 


NT2RP6000050 


3. 95 


3. 95 


3. 99 


4. 98 


5. 82 


2. 88 


NT2RP6000063 


3.91 


3.91 


6. 04 


3. 61 


2. 52 


2. 56 


NT2RP6000074 


5. 38 


5. 38 


4. 88 


3. 41 


3. 27 


2. 17 


NT2RP6000083 


7. 76 


7. 76 


11. 18 


11.49 


16 


9. 91 


NT2RP6000100 


2. 49 


2.49 


4. 58 


4. 04 


4. 71 


3. 3 


NT2RP6000123 


1.94 


1.94 


3. 29 


5. 1 


4. 26 


4. 22 


NT2RP6000129 


1.9 


1.9 


4. 47 


4. 06 


4. 27 


2. 74 


NT2RP6000147 


3. 75 


3. 75 


11. 74 


10. 8 


11. 03 


7. 48 


NT2RP6000163 


2. 62 


2.62 


4. 23 


2. 28 


1.95 


1. 71 


NT2RP6000181 


8. 03 


8. 03 


12. 4 


9. 44 


13. 25 


9. 01 


NT2RP60O0182 


5.44 


5.44 


6. 42 


4. 82 


5.56 


3. 88 


0VARC1 000001 


4.97 


4. 97 


5. 24 


6.04 


7.48 


2. 35 


0VARG1 000003 


3. 21 


3.21 


8. 31 


8.51 


7.66 


7.05 


0VARC1 000004 


9. 87 


9. 87 


116. 19 


88.04 


109. 99 


85.44 
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0V ARC 1000006 


3. 57 


3. 57 


6. 58 












0VARC1000013 


6.51 


6.51 




7 32 


8 36 


8 33 






0VARCI000014 


3. 39 


3. 39- 


-5. 02 


23 




4 17 






0VARC1 00001 7 


3. 1 1 


3.11 


6. 81 






2 72 






0VARC1 000026 


24. 79 


24. 79 






69 34 


44. 53 


* 


+ 


0VARC1 000035 


11.11 


11. 11 


20. 26 


20. 41 


23. 65 


15. 36 






0VARC1 000037 


8. 73 


8. 73 


19. 12 


15. 64 


9. 13 


15.9 






0VARC1 000058 


6. 06 


6. 06 


11. 69 


13. 84 


7. 56 


10.6 






0VARC1 000060 


1. 89 


1. 89 


6. 28 


5. 98 


5. 24 


5. 13 






OVARC 1000068 


2. 38 


2. 38 


5. 33 


5. 31 


3. 56 


2.42 






0VARC1 000069 


74. 66 


74. 66 


101. 53 


75. 95 


84. 36 


86. 42 






0VARC1 000071 


4. 4 


4. 4 


4. 77 


6. 47 


5. 35 


4.04 






0VARC1 000075 


55. 43 


55. 43 


1 25. 63 


120. 89 


150. 97 


117. 03 






0VARC1 000083 


9. 58 


9. 58 


9. 24 


13. 12 


12. 7 


10. 64 






0VARC1 000085 


106.6 


90.9 


1 56. 1 4 


214. 2 


177. 05 


273. 14 






0VARC1 000086 


3. 98 


6. 82 


9. 23 


11. 98 


11.3 


14. 09 






0VARC1 000087 


1. 51 


2. 83 


1. 79 


4. 03 


3. 57 


3. 35 






0VARC1 000090 


1.48 


4. 1 


6. 14 


10. 88 


9. 58 


8. 79 






0VARC1 000091 


4. 88 


8. 33 


8. 01 


7. 99 


7. 76 


6. 82 






0VARC1 000092 


2. 83 


6. 81 


4. 18 


4. 68 


6. 25 


4.85 






OVARC1000105 


9. 73 


14. 86 


17. 21 


26. 29 


25. 62 


22. 88 






OVARC1000106 


26. 02 


23. 03 


46. 38 


66. 36 


50. 1 


53.01 






OVARC1000109 


9. 12 


13. 08 


18. 04 


16. 72 


12. 91 


17. 46 






OVARC1000113 


4. 12 


6. 25 


6. 53 


6. 83 


8. 19 


7.65 






0VARC1000114 


2. 14 


3. 44 


5. 77 


5. 94 


5. 86 


4. 98 






0VARC1000133 


2. 53 


4. 96 


6. 36 


4. 05 


4. 97 


2. 95 






OVARC1000137 


6. 14 


10. 05 


13. 51 


13. 3 


18. 59 


14. 39 






0VARC1000139 


14. 75 


20. 77 


83.44 


71. 14 


98. 1 


69. 29 






0VARC1000145 


0. 72 


6. 64 


2. 89 


1. 78 


2. 42 


2 






0VARC1000148 


5. 09 


4. 98 


7. 88 


4. 91 


5.32 








0VARC1000151 


1. 41 


2. 1 1 


2. 4 


3. 58 


4. 08 








0VARC1000157 


10. 99 


14. 16 


17. 51 


21.21 


25.06 


2 76 
* 






OVARC1000162 


1. 22 


4. 4 


2. 5 


2. 93 


2. 49 








0VARC1000168 


1. 98 


8. 46 


6. 2 


8. 01 


9. 61 








OVARC1000169 


32. 03 


45. 07 


49. 48 


70. 63 


69. 6 


89 08 






0VARC1000178 


0.84 


5. 08 


2. 53 


3. 37 


3.18 


2. 78 






0VARC1000182 


0.8 


3.3 


1.42 


2. 02 


1.95 


1.78 






0VARC1000186 


2.51 


3.72 


3.23 


5. 95 


3.27 


4.77 






OVARC1000188 


1.04 


2. 67 


2. 33 


2.48 


2.87 


1.9 
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0VARC1000191 


1. 01 


3.8 


2. 63 


3.12 


2. 85 


2. 54 






0VARC1000198 


2. 09 


3. 59 


4. 32 


5. 62 


5. 12 


5. 06 




5 


0VARC10002Q8 


6. 49 


1 0. 37- 


- -22. 5 


17. 79 


24. 54 


22. 02 






0VARC1 000209 


7. 99 


13. 69 


22. 82 


23. 42 


27. 81 


29. 16 






0VARC1000212 


2. 47 


5. 63 


3. 59 


4. 76 


5. 03 


4. 88 






0VARC1000216 


1. 72 


4. 96 


4. 36 


15. 43 


11. 3 


12. 54 




10 


0VARC1 000240 


2. 98 


3. 53 


8. 13 


5. 39 


5. 46 


4. 87 






0VARC1 000241 


1. 29 


2. 47 


3. 18 


2. 65 


3. 17 


1. 4 






0VARC1 000249 


4. 14 


5.43 


8.17 


5.46 


5 


6. 13 




15 


0VARC1 000254 


33. 15 


39.39 


100.99 


100. 41 


131.42 


100. 89 






0VARC1 000255 


0. 85 


4. 83 


2.51 


2.98 


2.45 


1. 95 






0VARC1 000267 


2. 37 


6.41 


* 6. 71 


6.66 


7. 16 


7. 31 






0VARC1 000275 


79. 02 


93.7 161.08 


199.43 240.76 


175. 96 


* 


20 


OVARG1000287 226.67 


224. 66 


236. 08 


433. 91 


512. 76 


470. 31 


** 




0VARC1 000288 


3.2 


4. 25 


7.38 


6.23 


5.32 


4. 47 






0VARC1 000298 


8. 96 


10. 09 


19.62 


13. 37 


■ 7. 19 


9. 6 




25 


0VARC1 000302 


1. 12 


2.14 


2.13 


2.47 


1.85 


2 






0VARC1 000304 


1.09 


2. 68 


3.23 


5. 02 


3.41 


6 






0VARC1 000307 


2. 95 


6.19 


4. 74 


7. 59 


4.7 


6. 29 






OVARC1 000309 


1.18 


7.16 


3. 22 


3. 24 


2. 85 


2.4 






OVARC1000312 


2. 83 


11.64 


6. 03 


4.17 


5.4 


2.46 






OVARC1000313 


10. 48 


19.25 


14. 81 


9.39 


17.54 


22. 17 






0VARC1 000321 


31.6 


24.05 


47. 79 


30.5 


31.37 


15.43 




35 


0VARC1 000326 


1.52 


2.3 


3.9 


3. 84 


3.17 


2. 79 




0VARC1 000327 


1.52 


3. 28 


4. 24 


3.13 


1.49 


2.46 






0VARC1 000331 


2. 22 


4. 72 


2. 41 


4. 33 


4.45 


4. 58 






0VARC1 000335 


2.3 


5. 84 


4. 02 


2. 72 


5.16 


4. 75 




40 


0VARC1 000347 


1.83 


8. 18 


6. 24 


7. 35 


9.24 


8.44 






0VARC1 000348 


1.61 


10. 62 


3. 73 


2.84 


4. 59 


3. 05 






0VARC1 000363 


3.7 


9.61 


6.51 


7.31 


11.52 


6. 83 




45 


0VARC1 000377 


1.07 


2. 09 


2. 43 


2. 28 


2.51 


2. 45 




0VARC1 000382 


3. 34 


3. 39 


4. 33 


5.07 


2. 52 


1. 03 






0VARC1 000384 


4.2 


5. 42 


8. 35 


5. 32 


4.4 


6. 04 






0VARC1 000401 


0. 62 


3.63 


2. 09 


3.35 


4. 08 


3. 64 




50 


0VARC1 000406 


18. 98 


23.3 


49.12 


57. 09 


74.48 


54. 63 






0VARC1 000407 


1.99 


6. 28 


3. 99 


4.11 


6. 42 


3.16 






0VARC1 000408 


27.5 


38. 45 


70. 39 


74.84 111.17 


71.25 






0VARC1 000410 


6.83 


12. 72 


10. 41 


4. 78 


6. 65 


5.01 




55 


0VARC1 000411 


0. 91 


1.5 


2.6 


3. 49 


3 


2. 22 





1284 



EP 1 074 617 A2 





OVARC10O0414 


1.31 


2. 22 


3.7 


4.5 


3. 78 


3.71 




0VARC1 000420 


1.44 


2. 76 


3. 29 


3.3 


2.59 


2.1 


5 


0VARC1 000421 


1.42 


2. 65 


...3.33 


3. 96 


4.21 


4. 99 




0VARC1 000427 


25. 78 


27.02 


130. 06 


156.9 ; 


215.67 


142.19 




OVARC1 000431 


10. 51 


17. 6 


19.12 


33. 66 


31.78 


25. 78 




OVARC1 000437 


3. 14 


6. 37 


7. 31 


5. 97 


7.63 


6. 36 


10 


OVARC1 000439 


5. 81 


10. 95 


13. 82 


21.81 


23. 01 


21.52 




OVARC 1000440 


2. 56 


3. 74 


5.01 


7.47 


9.31 


7. 08 




0VARC1 000442 


2. 34 


2. 38 


6.81 


6.66 


9.5 


8.12 


15 


0VARC1 000443 


2. 09 


2. 2 


2. 88 


3.29 


3.41 


2. 62 


OVARC 1000461 


1.11 


2. 84 


2. 2 


2. 55 


1. 12 


2.14 




OVARC 1 000465 


3. 27 


5. 01 


! 3.51 


3. 94 


4. 62 


3. 95 




0VARC1 000466 


1. 94 


5. 47 


5. 9 


6. 54 


10. 13 


6.76 


20 


OVARC 1 000467 


1.01 


5. 08 


2.41 


3. 65 


2. 98 


3.78 




0VARC1 000470 


1.13 


5. 81 


3. 03 


3. 18 


4. 02 


3.78 




0VARC1 000473 


1. 81 


1.95 


2. 65 


2.44 


4. 16 


1.39 




0VARC1 000479 


5 (57 


5. 88 


9. 88 


10. 35 


14. 26 


6. 88 


25 


0VARC1 000484 


3 99 


5. 74 


6. 54 


8. 66 


9. 93 


6. 87 




0VARC1 000486 


3. 17 


4.71 


4. 49 


5. 74 


4. 93 


4. 28 




0VARC1 000496 


0. 93 


3. 55 


0. 66 


0. 31 


1.07 


0. 62 




0VARC1 000520 


0 84 


5. 89 


1. 18 


1.32 


2. 27 


2 




0VARC1 000522 


4. 1 


7. 19 


12 


13. 85 


14. 03 


10. 34 




0VARG1 000526 


1. 96 


7. 04 


3. 75 


5. 93 


5. 48 


4. 69 




OVARC 1 000529 


2. 38 


2. 57 


4. 44 


3. 66 


4. 16 


3. 08 


35 


0VARC1 000533 


3. 3 


4. 66 


7. 95 


8. 89 


12. 29 


7. 83 




0VARC1 000543 


0. 84 


2.44 


2. 06 


2.57 


3. 08 


2. 72 




0VARC1 000550 


0. 75 


3. 68 


2.32 


2. 82 


4. 04 


2. 34 


40 


0VARC1 000553 


2. 1 


5. 63 


7.02 


7. 72 


7. 69 


6. 95 




0VARC1 000556 


5. 77 


15. 21 


11. 77 


8. 95 


13.91 


8. 96 




0VARC1 000557 


0. 83 


5. 12 


1.4 


1. 61 


2.29 


1.88 




0VARC1 000561 


3. 48 


7. 38 


9. 26 


13 


17. 66 


15. 09 


45 


0VARC1 000564 


8. 89 


9. 02 


10. 44 


17. 84 


11.31 


16. 69 




0VARC1 000573 


1. 87 


3. 68 


4. 86 


5. 75 


5. 32 


3. 83 




0VARC1 000576 


24. 12 


29. 23 


124. 94 


83. 09 


93. 83 


98.58 


50 


0VARC1 000578 


2. 43 


4. 6 


5. 53 


8. 64 


4. 46 


3. 93 




0VARC1 000581 


0. 34 


3. 28 


1.15 


1.75 


1.27 


1.23 




0VARC1 000586 


22. 54 


28.9 


41. 17 


34. 58 


43.39 


40. 93 




0VARC1 000588 


0. 74 


5. 23 


2. 03 


2. 75 


3.72 


2.05 


55 


0VARC1 000605 


1.98 


2. 62 


2. 88 


4. 47 


4. 23 


3. 87 
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0VARC1 000622 


3. 86 


4. 59 


11. 57 


12. 7 


11. 13 


11.6 




0VARC1 000636 


1. 64 


3. 79 


4. 58 


. 4. 19 


4. 03 


5. 09 


5 


OVARC1000640 


1. 97 


4. 72- 


-3. 93 


4. 21 


3. 67 


3. 09 




0VARC1 000649 


9. 69 


14. 8 


53. 54 


53. 32 


64. 51 


52. 67 




0VAR01 000661 


1. 14 


9. 33 


2. 99 


5. 34 


5. 24 


5.24 




0VARC1 000677 


8. 53 


10. 16 


14. 87 


11. 77 


10. 98 


15. 47 


10 


0VARC1 000678 


1. 21 


4. 49 


2. 71 


3. 28 


4. 17 


3.26 




OVARC1 000679 


2. 86 


3. 25 


4. 09 


5. 29 


5. 16 


6. 25 




0VARC1 000681 


1.47 


1. 55 


3. 2 


2. 41 


2. 22 


1. 71 


15 


0VARC1 000682 


10.09 


11.33 


50. 91 


33. 79 


47. 49 


44. 31 




0VARC1 000689 
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. PLACE1001054 


9. 95 


10. 74 


63.88 


62. 96 


79.44 


66.71 


50 


PLACE1001062 


1.45 


4. 19 


3.71 


3.12 


4. 17 


3. 05 




PLACE1001063 


1.35 


3. 74 


2.2 


4. 06 


3. 65 


2. 74 




PLACE1001076 


0.46 


6.48 


1 


1.86 


2.18 


1.62 




PLACE1001081 


1.53 


7. 95 


3. 33 


3. 65 


5. 24 


4.8 


55 


PLACE1001088 


1.32 


5. 24 


1.22 


1.42 


2. 81 


1.37 
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PLACE1001092 


2.31 


2. 47 


4. 68 


5. 8 


4. 18 


3. 9 




PLACE1001098 


0.93 


2. 62 


4. 53 


5. 49 


4. 05 


3. 17 


5 


PLACE 1£01 100 


1.31 


2.58 


-2. 48 


4. 27 


4. 17 


3. 37 




PLACE! 001 104 


1.95 


4. 09 


4. 54 


3. 39 


3. 42 


4. 47 




PLACE 1001 114 


1.56 


6.54 


4. 33 


5. 17 


3. 78 


3. 27 


10 


PLACE1001118 


2. 52 


5.77 


6. 12 


6. 21 


6. 14 


5. 1 


PLACE1001123 


2. 86 


5.3 


7. 53 


7. 08 


8. 51 


7. 63 




PLACE1001136 


1.58 


4. 39 


5. 13 


5. 29 


5. 95 


5. 85 




PLACE1001144 


6. 27 


5. 67 


13.43 


10. 34 


11 


10. 08 


15 


PLACE1001147 


2.11 


2. 98 


6. 03 


6. 13 


5. 15 


4. 83 




PLACE1001148 


1.72 


1.31 


1.89 


1.76 


2. 39 


2. 31 




PLACE1001159 


0. 86 


2.37 


t „_ 
2.05 


2. 27 


3.73 


1.43 




PLACE1001168 


8. 87 


14. 52 


15.09 


25. 46 


23. 18 


30. 79 




PLACE1001171 


0. 69 


3. 89 


1.23 


2. 53 


1.42 


1.53 




PLACE1001183 


0. 24 


3. 61 


1.81 


1.57 


2. 78 


1.38 




PLACE1001185 


3. 13 


7.43 


3. 76 


5 


6.4 


5.64 


25 


PLACE1001201 


1.77 


2.8 


3. 29 


6. 32 


6. 94 


6. 32 




PLACE1001229 


7.51 


8. 56 


12.64 


15. 24 


11.45 


10.42 




PLACE1001231 


1.83 


2. 73 


3.07 


4. 09 


5.1 


2.3 




PLACE1001238 


1.52 


4. 35 


3. 74 


3. 65 


4. 52 


4. 57 


30 


PLACE1001241 


1.63 


5.58 


2. 92 


5. 73 


8. 13 


7.04 




PLACE1001242 


22.28 


29.54 


30. 28 


46. 43 


48.89 


62. 65 




PLACE1001247 


2. 43 


7.02 


4. 07 


5.03 


5.91 


4. 52 


35 


PLACE1001250 


1.01 


5. 36 


3. 61 


4. 68 


4. 39 


4. 81 


PLACE1001257 


2. 99 


3. 06 


7.06 


7. 89 


9.21 


7. 69 




PLACE1001272 


3. 19 


4. 27 


5. 68 


7. 13 


6.43 


5. 14 




PLACE1001279 


0. 96 


3.12 


2.74 


3.08 


3. 81 


3.29 


40 


PLACE1001280 


1.08 


4. 75 


2.68 


4. 98 


4. 45 


2. 86 




PLACE1001294 


1.91 


7. 23 


6.91 


4. 88 


5. 57 


6. 18 




PLACE1001295 


4. 16 


9. 94 


7.53 


8.55 


11.85 


8. 43 


45 


PLACE1001300 


2. 46 


7.9 


4.31 


4. 65 


14. 73 


4. 95 


PLACE1001304 


3 


8. 27 


10.47 


8.57 


10. 81 


10. 64 




PLACE1001311 


3. 95 


3.34 


5. 67 


6.85 


9. 14 


7. 6 




PLACE1001323 


2.17 


2. 95 


5.12 


5.66 


8.43 


5. 5 


50 


PLACE1001325 


0. 88 


1.95 


3.71 


2.84 


3.56 


3. 27 




PLACE1001340 


5. 18 


6.99 


9.8 


8. 69 


12. 02 


10. 48 




PLACE1001344 


1.52 


3.49 


1.77 


2.34 


2. 06 


1.75 




PLACE1001351 


3. 23 


6. 39 


8. 39 


6.4 


8. 62 


6.1 


55 


PLACE1001366 


1 


4. 49 


4. 02 


4.19 


4.6 


3. 72 
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PLACE1001377 


3. 02 


4. 97 


5. 1 


7. 91 


7. 28 


5.83 




PLACE1 001383 


2. 


31 


4. 13 


3.53 


2. 62 


5.5 


5.72 


5 


PLACE1 001384 


1.81 


3. 23 


•2. 89 


2. 05 


3.43 


3. 15 




PLACE1001387 


1. 


65 


3. 64 


3. 7 


3. 03 


4. 83 


3 




PLACE1001395 


3.72 


6. 64 


6. 54 


7.01 


7.61 


7.73 


10 


PLACE1001399 


3.71 


6. 58 


9.31 


7.37 


8. 61 


9. 22 


PLACE1001401 


0. 


83 


5. 25 


2. 33 


1.55 


1. 76 


0.87 




PLACE1 001407 


11. 


65 


21.8 


24. 47 


22. 63 


18. 09 


26.24 




PLACE1001412 


1.6 


4. 98 


4.53 


4. 08 


4.42 


3.83 


15 


PLACE1001414 


2.3 


3. 02 


5.86 


7. 57 


5. 13 


6. 83 




PLACE1001416 


2. 


99 


4. 71 


3. 29 


5. 62 


4. 04 


7.08 




PLACE1001433 


33. 62 


33. 05 


51.64 


49.1 


58. 33 


55. 88 




PLACE1001440 


1. 


95 


3.99 


3. 96 


3.6 


3.53 


2.1 




PLACE1001456 


1. 


64 


5.5 


4. 26 


4.15 


4. 87 


4. 49 




PLACE1001464 


32. 76 


28. 05 


47.41 


53.22 


68.42 


61.32 




PLACE1001468 


0. 85 


5. 04 


1.17 


1.56 


2.55 


2. 27 


25 


PLACE1001484 


1.31 


4. 85 


2. 96 


4. 25 


5.8 


3.04 




PLACE1001500 


0. 92 


2. 22 


2. 14 


2. 72 


3. 34 


3. 26 




PLACE1001502 


1.36 


3.6 


3.9 


3.54 


5.9 


4. 54 




PLACE1001503 


1.7 


4.58 


6. 72 


7. 47 


8.2 


8. 05 


30 


PLACE1001505 


6. 34 


14. 13 


16.16 


39. 97 


27.14 


46.65 




PUCE1001513 


4. 


09 


10. 82 


8.17 


5. 87 


8. 53 


14. 61 




PUCE1001516 


0. 61 


4. 33 


1.33 


1.71 


3.49 


1.99 




PLACE1001517 


5. 56 


8. 58 


14. 77 


14.14 


14. 96 


14. 28 


35 


PLACE1001523 


12. 83 


14.09 


20.42 


22. 79 


19. 74 


32.9 




PLACE1001526 


5. 


12 


4. 89 


8.42 


9. 51 


9.11 


6. 89 




PLACE1001534 


2. 


12 


5.12 


3.58 


3. 62 


5. 55 


3. 99 


40 


PLACE1001536 


0. 


61 


2.5 


1.52 


2.11 


3.2 


1.9 




PLACE1001545 


17. 


97 


23.9 


38.46 


33. 78 


45.13 


66. 08 




PLACE1001551 


2. 


55 


6. 26 


6.15 


4. 72 


6.59 


6. 71 




PLACE1001564 


1. 


37 


4. 87 


2.88 


4.01 


3. 57 


3.7 


45 


PLACE1001570 


2. 


62 


5. 95 


4.18 


2.19 


3. 82 


4. 32 




PLACE1001571 


2. 


04 


4.51 


6. 07 


5. 69 


6.27 


5.81 




PLACE1001595 


4. 


73 


4.64 


10.04 


11.6 


8. 27 


5. 28 


50 


PLACE1001602 


7. 


23 


8. 39 


18. 65 


20. 38 


18. 68 


19. 71 




PUCE10016O3 


2. 


0.1 


3.83 


5. 37 


6.86 


5.86 


4. 56 




PLACE1001608 


3. 


44 


7. 22 


5.9 


5. 82 


7. 73 


8.7 




PLACE1001610 


3. 


77 


8.4 


8. 22 


9. 26 


9. 49 


9. 85 


55 


PLACE1001611 




94 


7. 34 


3. 65 


2. 28 


3.85 


1.88 
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PLACE1001629 


0.78 


6.77 


2. 24 


3. 62 


3. 36 


3. 52 




PLACE1001632 


1.66 


8.26 


4.04 ' 


4.3 


4.14 


4. 37 


5 


PLACE 1001634 


7.4 


9. 92- 


-39. 12 


23. 85 


32. 41 


18. 38 




PLACE1 001637 


0. 84 


2.16 


1.25 


1.41 


2.4 


1.1 




PLACE1001640 


1.33 


3.27 


4.66 


2. 68 


4. 85 


4. 49 


10 


PLACE1001655 


0. 83 


2. 93 


2.06 


2.82 


2.14 


2. 02 


PLACE1001672 


1.84 


7.04 


4. 01 


3.3 


4. 41 


4. 09 




PLACE1001676 


1.38 


8. 49 


3.54 


4. 63 


4. 77 


3.85 




PLACE1001683 


12.79 


23. 62 


24. 61 


25. 33 


30. 22 


27.13 


15 


PLACE1001691 


3.41 


12.29 


6.72 


9. 03 


8. 96 


9. 83 




PLACE1001692 


1.47 


2.96 


5. 25 


5. 87 


5.6 


5.13 




PLACE1001705 


3.02 


3.75 


*9. 88 


10. 06 


9. 21 


8.32 




PLACE1001716 


1.68 


3 


2.61 


2. 24 


3. 79 


3.58 




PLACE1001720 


1.49 


2. 62 


2.21 


1.56 


2.45 


1.71 




PLACE1001728 


1.43 


6.19 


4. 24 


1.96 


2. 04 


2. 51 




PLAGE1001729 


2.12 


8.13 


4.44 


3.8 


4. 52 


4. 36 


25 


PLACE1001739 


2.61 


9. 55 


4.04 


4. 95 


7.24 


6.16 




PLACE1001740 


0. 92 


5. 36 


2. 09 


1.92 


2.1 


1.69 




PLACE1001745 


1.15 


0. 98 


3. 22 


1.87 


2. 48 


2.31 




PLACE1001746 


1.04 


2. 25 


2. 55 


4.64 


3.4 


2. 82 


30 


PLAGE1001748 


4. 74 


7. 01 


8.18 


8. 19 


6. 58 


5. 96 




PLACE1001753 


2.06 


3. 54 


3. 29 


7.44 


5. 57 


5.82 




PLACE1001756 


5.6 


11.31 


38. 07 


31.78 


44. 99 


35. 99 


35 


PLACE1001760 


6. 54 


12. 23 


12. 85 


16. 36 


16. 96 


16. 66 


PLACE1001767 


11.26 


14. 98 


59.72 


45. 37 


61.46 


45.39 




PLACE1001771 


1.96 


6.64 


4. 03 


4. 32 


5.22 


4. 54 




PLACE1001775 


2. 23 


2. 81 


6.72 


5.1 


3.11 


4. 79 


40 


PUCE1001777 


83. 34 


145.9 


190.82 142.92 


71.27 


59. 69 




PLACE1001781 


1.9 


3. 86 


4. 91 


8. 72 


3. 39 


2.3 




PLACE1001783 


0. 76 


3. 21 


2. 06 


4.84 


2.09 


1.54 


45 


PLACE1001786 


1.77 


6. 61 


2. 72 


3.7 


3.32 


2.6 


PLACE1001788 


5.16 


9. 07 


7.14 


10. 52 


8. 74 


9. 32 




PLACE1001795 


1.92 


4.4 


4. 82 


5. 42 


4.61 


5. 42 




PLACE1001799 


0. 69 


3. 62 


2.11 


1.86 


2. 83 


1.97 


50 


PLACE1001810 


0. 89 


1.52 


1.76 


2. 73 


3.91 


1.73 




PLACE1001817 


5. 53 


6. 12 


10. 88 


10.56 


9.4 


6. 38 




PLACE1001821 


4. 68 


6. 07 


7.11 


8. 37 


9. 92 


4. 99 




PLACE1001836 


0.91 


3.12 


2. 38 


2. 69 


4.12 


2.63 


55 


PLACE1 001844 


1.55 


5.1 


3. 48 


4.42 


4. 36 


4. 09 



1299 



EP 1 074 617 A2 





PLACE1001845 


3. 62 


8. 38 


7. 39 


7. 88 


7. 55 


9. 93 






PLACE1001858 


2. 56 


6. 58 


3. 52 


5. 26 


7. 48 


6. 05 




5 


PLACE 1-001 869 


3. 13 


7. 15- 


- -4. 85 


6. 09 


6.46 


5. 66 






PLACE1001890 


11. 74 


11. 92 


21. 45 


173.44 255.31 


125. 13 






PLACE1 001 897 


9. 19 


13. 85 


16.44 


22. 22 


23. 13 


12. 95 






PLACE1001902 


10. 13 


12. 6 


21.53 


22. 74 


27. 67 


12. 77 




10 


PLACE1001904 


1. 38 


3. 72 


1.51 


2.45 


2. 53 


2. 35 






PLACE1001907 


3. 36 


6. 76 


5.71 


7. 67 


5. 67 


5. 59 






PLACE1001910 


83. 6 


82. 16 


135.34 301.29 


325. 42 


244. 59 


** 


15 


PLACE1001912 


1. 53 


6.6 


3. 36 


5. 54 


5. 48 


4. 85 






PLACE1001918 


17. 31 


22. 95 


30.16 


31. 14 


40. 44 


40. 02 


* 




PLACE1001920 


2. 07 


3. 51 


*5. 43 


11.97 


13.8 


11.4 


** 




PLACE1001928 


3.06 


2. 96 


4. 67 


5. 29 


9.7 


5.31 






PLACE1001930 


1. 17 


3. 92 


2.2 


2.9 


4. 73 


3. 22 






PLACE1001 949 


1. 16 


3. 67 


1.78 


3.84 


4. 24 


3. 18 






PLACE1001 959 


1. 36 


4. 7 


3.16 


2. 63 


' 3. 17 


2. 26 




25 


PLACE1001969 


2. 09 


7. 83 


7. 21 


6. 56 


10. 73 


6. 57 






PLACE1001974 


7. 39 


11. 98 


11.87 


11.43 


16.09 


16. 06 






PLACE1001981 


0. 77 


4. 38 


3. 22 


1.77 


3. 88 


2. 36 






PLACE1001983 


3. 81 


4. 12 


5. 32 


5. 92 


6.16 


5. 72 


* 


30 


PLACE1001989 


2. 34 


4. 15 


5. 02 


4. 37 


5.91 


3. 72 






PLACE1 002004 


3. 07 


4. 06 


8. 05 


9. 22 


9.69 


7. 18 






PLACE1 002008 


8. 4 


11. 76 


17 


23. 36 


22. 19 


22.42 


* 


35 


PLACE1002015 


26. 96 


30. 92 


67. 62 


105.75 


88. 42 


94. 15 


* 


PLACE1 002044 


3. 79 


8. 07 


5. 86 


4.64 


6. 39 


6.4 






PLACE1 002046 


1.78 


5. 68 


1.9 


4.3 


5. 79 


4. 97 






PLACE1 002052 


1.09 


4. 98 


2. 26 


1.38 


2. 41 


2. 32 




40 


PLACE! 002066 


4. 79 


6.3 


8. 29 


10. 24 


10. 77 


9. 93 


* 




PLACE1 002072 


2. 55 


3. 91 


4. 86 


6 


5.48 


6 


* 




PLACE1 002073 


0. 51 


2. 83 


2. 29 


2. 35 


4. 06 


2. 91 






PLACE 1 002080 


1. 81 


6.49 


6. 13 


4.76 


6.82 


5. 72 




45 


PLACE1 002081 


1. 66 


6. 13 


4. 06 


3. 74 


4. 86 


4. 3 






PLACE1 002090 


7. 74 


16. 55 


13. 87 


12. 53 


14.4 


19.41 






PLACE1 002095 


2. 97 


6. 22 


8. 45 


10.01 


10. 18 


11.32 


* 


50 


PLACE1002102 


4. 26 


8. 56 


8. 81 


9. 47 


9. 56 


10. 67 






PLACE1002109 


2. 57 


5. 08 


3.81 


4. 66 


6.17 


6. 32 






PLACE10Q2115 


1.75 


3. 57 


2.48 


2. 78 


4. 26 


2. 59 






PLACE1002119 


15. 65 


15.3 


35. 78 


37. 28 


32. 59 


38. 23 




55 


PLACE1002140 


5. 25 


8. 45 


14. 05 


19. 93 


17.14 


17.19 


* 
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PLAGE1002150 
PLACE1002153 
PLACET0021&7 
PLACE1002163 
PLACE1002168 
PLACE1002170 
PLACE 10021 71 
PLACE1002180 
PLACE1002184 
PLACE1 002200 
PLACE 1002205 
PLACE1002213 
PLACE1002219 
PLACE1 002227 
PLACE1 002253 
PLACE! 002256 
PLACE 1002259 
PLACE1 002285 
PLACE1 002301 
PLACE1 002310 
PLACE1002311 
PLACE1002319 
PLACE1 002329 
PLACE1 002333 
PLACE1 002342 
PLACE1 002343 
PLACE1 002355 
PLACE1 002358 
PLACE1 002359 
PLACE1 002374 
PLACE1 002376 
PLACE1 002379 
PLACE1 002386 
PLACE1 002395 
PLACE1 002399 
PLACE 1002407 
PLACE1 002433 
PLACE 1002437 
PLACE1 002438 



1.54 


8. 26 


1.6 


5.75 


0. 87 


2. 96 


2.13 


4.67 


2.39 


4. 04 


2. 73 


3.53 


3. 09 


6.11 


3.16 


6. 23 


9.2 


15.58 


1.35 


5.67 


3.3 


6.47 


2.2 


4.16 


1.05 


1.91 


0.68 


2. 65 


0.32 


2.67 


1.16 


4. 78 


1.46 


5. 69 


1.16 


10. 74 


9.42 


17.5 


4. 28 


10.16 


1.84 


2. 94 


2. 31 


2. 64 


0.56 


2.54 


1.34 


3.1 


4.19 


9.04 


0.49 


6. 98 


1.31 


9. 39 


1.15 


7. 94 


1.91 


2.17 


29. 69 


28.18 


3. 58 


5.91 


6. 24 


7.66 


0. 86 


5. 32 


3. 69 


9.97 


2. 38 


11.09 


1.09 


5. 22 


1.63 


2. 17 


0. 79 


1.4 


0. 74 


2. 38 



4. 25 3. 23 

2. 58 3. 47 

4. 72 1.76 

4.55 6.21 

4. 42 4. 68 

7. 35 4. 89 

10.02 18.44 

6. 77 4. 63 
18.42 124.63 

2. 38 2. 97 

18.07 17.08 

' 4. 93 5. 52 

2. 23 3. 33 
1.7 1.5 

1.28 1.47 

3. 31 3. 54 
4. 48 3. 22 

2.29 1.55 
14.68 12.7 

9. 86 8. 82 

3. 87 2. 96 

2. 94 3. 21 

2. 5 4. 07 
1.96 1.22 
9. 44 5. 06 
2. 94 2. 08 

2. 36 3. 33 

3. 3 2. 6 

3. 47 4. 7 
54.19 53.9 

7. 86 6. 23 
6.63 10.13 
1.35 1.87 

17.13 16.43 

3. 42 5. 31 

2. 31 2. 3 

2. 97 2, 96 

1.47 1.41 

1.96 1.8 



5.36 4.12 

5. 76 4. 48 
3. 28 3. 73 
8. 81 6. 03 

6. 28 3. 22 

5. 33 3. 74 
14.63 13.93 

8. 54 8. 39 

250.27 333.14 

2. 89 2. 26 
18.38 14.61 

8. 03 6. 03 

3. 53 1 . 96 
3.03 1.67 
0. 76 0. 43 
3. 01 4. 79 
2. 98 2. 31 
2.38 1.24 

10.48 11.7 

7. 87 9. 94 

2. 87 2. 03 

3. 23 3. 92 

3. 58 3. 07 
2.44 2 
8.52 8.17 

1.9 2. 52 

4. 35 2. 63 
2.65 2.13 

3. 91 3. 42 
34. 73 36. 14 

6. 82 6. 56 
9.68 10.9 
2.05 1.51 

20.62 16.16 

10. 38 7. 39 

4. 01 3. 66 
4. 35 3. 66 
3.28 1.35 
2. 43 3. 38 
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PLAGE1 002446 


4. 64 


8.42 


5.95 


10.27 


8. 88 


11.99 






PLAGE 1 002447 


1. 26 


6.06 


2. 05 


3.92 


3.14 


4. 32 




5 


PLAGE 1-002450 


1. 19 


5. 92- 


3. 24 


4. 32 


4. 21 


5. 05 






PLACE1 002462 


0. 81 


4. 02 


2. 94 


3.51 


2.99 


3.13 






PLACE1 002465 


0. 96 


4. 69 


2. 2 


2. 69 


4. 31 


2. 24 






PLACE 1002474 


1.61 


2. 26 


3. 23 


3. 85 


4. 41 


3. 6 




10 


PLACE 1002477 


11.11 


14. 51 


32. 39 


44. 06 


41. 42 


26. 68 






PLACE 1002493 


3. 39 


4. 1 


10. 1 


14. 39 


16. 66 


9.49 






PLACE1 002497 


0. 68 


2. 81 


0. 67 


1.45 


0. 93 


0. 99 




15 


PLACE1 002499 


2. 12 


4. 73 


3 


5. 98 


6. 44 


5. 28 


* 




PLACE 1002500 


2. 61 


6. 52 


7. 36 


7.58 


10. 45 


7. 25 






PLACE1002514 


0. 3 


4. 49 


1. 84 


1. 74 


2. 47 


1. 75 






PLACE1002518 


2. 86 


7. 65 


6.9 


5. 62 


7. 55 


4. 67 






PLACE1 002529 


1. 14 


1. 56 


2. 21 


3. 19 


3.4 


1. 44 






PLACE 1002532 


1. 31 


1. 82 


3. 18 


5. 75 


4. 94 


5. 59 






PLACE1 002536 


3. 59 


3. 75 


3.44 


5. 84 


6.07 


3. 85 




25 


PLACE1 002537 


1. 63 


4. 06 


2. 7 


2. 69 


4. 07 


3. 08 






PLACE 1002539 


1.86 


5. 68 


2. 75 


4. 53 


5. 29 


4. 78 






PLACE1 002547 


6.09 


8. 06 


7.3 


12. 32 


11. 02 


11. 26 


** 




PLACE1 002571 


2.84 


6. 85 


5. 19 


6. 84 


8. 65 


6. 23 




30 


PLACE1 002578 


3. 57 


8. 34 


8. 35 


11.11 


12. 19 


8. 11 






PLACE 1002583 


1. 33 


1. 61 


2. 32 


3. 18 


4. 02 


2. 46 






PLACE 1002591 


0. 82 


1. 62 


2. 34 


3. 25 


4. 43 


1. 92 




35 


PLACE1 002598 


6. 56 


10. 95 


12. 39 


11.93 


9. 04 


7. 74 




PLACE 1002604 


1.73 


3.57 


2. 69 


3. 75 


5. 38 


3. 51 






PLACE1002612 


2.89 


8. 47 


5. 95 


11. 25 


10. 88 


8. 06 






PLACE1 002625 


1.25 


4. 79 


3. 18 


2. 7 


3. 25 


1. 82 




40 


PLACE1 002638 


2. 94 


8. 01 


6. 66 


7. 78 


6. 81 


7, 29 






PLACE1 002655 


1. 39 


6. 51 


5. 57 


7. 19 


7. 62 


6. 46 






PLACE1 002665 


4. 57 


3. 88 


5. 4 


7. 47 


12. 16 


10. 75 


* 




PLACE 1002685 


0. 58 


1.12 


1.3 


0. 67 


2.43 


0. 98 






PLACE1 002692 


7.42 


8. 56 


16. 7 


19. 27 


22. 67 


16. 29 






PLACE1 002714 


1.8 


3 


2. 11 


2.43 


3. 14 


2. 24 






PLACE1 002721 


2. 94 


4. 37 


3. 88 


5. 88 


7. 1 


4. 28 




50 


PLACE1 002722 


0. 92 


5.42 


1.97 


1.37 


3. 28 


1.85 






PLACE1 002726 


1.6 


6.24 


3. 66 


4.6 


5.7 


5. 26 






PLACE1 002756 


1.57 


4.5 


7.04 


5.92 


9.63 


7. 78 






PLACE1 002768 


1.05 


3. 72 


2.16 


2. 1 


2. 34 


1.71 




55 


PLACE1 002772 


0.54 


2.15 


1.32 


2.49 


2. 86 


2.3 
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PLACE1 002775 


4. 33 


4.71 


9.15 


7.05 


7. 08 


8.67 


PLACE1 002780 


185.63 218.72 325.36 272.21 


244. 38 


305. 38 


PLACE 1002782 


0.4 


3.76 


• 1.1 


1.62 


1.69 


1.14 


PLACE1 002794 


1.5 


6.71 


3.27 


2.26 


4. 59 


4. 36 


PLACE1 002795 


1.92 


6.45 


0.81 


2.37 


3. 63 


2. 77 


PLAGE1 002811 


0.6 


1.57 


1.34 


1.9 


1.46 


1.16 


PLACE1002815 


6. 39 


7 


10. 49 


7.24 


3.16 


9. 21 


PLACE1002816 


8.5 


9.72 


9. 05 


7.22 


8.2 


7.97 


PLACE 1002822 


0. 58 


2.51 


2. 06 


2.2 


2. 87 


1.94 


PLACE1 002833 


9.98 


15.11 


16. 78 


15.42 


15. 99 


16. 56 


PLACE1 002834 


3.2 


8.08 


6.57 


6.23 


6. 79 


8. 41 


PLACE1 002835 


0.62 


4.14 


*1.72 


0. 85 


1.83 


1.79 


PLACE1 002839 


1.13 


5. 75 


2. 72 


2. 89 


4. 72 


2.81 


PLACE1 002851 


1.52 


1.87 


1.41 


1.98 


2.15 


2.7 


PLACE1 002853 


4.18 


6. 23 


9.15 


6. 26 


5.6 


7 


PLACE1 002881 


3. 42 


5.2 


11.04 


8. 35 


11.57 


10. 26 


PLACE1 002901 


9. 66 


12.66 


20. 09 


24.14 


25.51 


30. 67 


PLACE1 002904 


0. 89 


7.35 


1.41 


1.98 


1.95 


3. 09 


PLACE 1002905 


1.36 


5.46 


3. 26 


4.04 


4. 46 


3.4 


PLACE1 002908 


1.6 


5.19 


3.18 


3.84 


5. 27 


3.81 


PLACE1 002911 


3.91 


6. 96 


6.9 


4. 66 


7. 89 


6. 75 


PLACE1 002941 


1.57 


2.2 


2.48 


3.94 


2. 02 


2.31 


PLACE1 002950 


9.59 


9.15 


14. 74 


5.31 


8. 02 


14.51 


PLACE1 002955 


47. 83 


40. 69 


72.7 


82.17 


62.5 


84. 64 


PLACE1 002958 


19. 36 


26. 92 


35. 27 


35.6 


35. 35 


59. 02 


PLACE1 002962 


1.03 


4. 03 


2.2 


1.41 


2. 63 


1.67 


PLACE1 002967 


1.34 


4. 83 


3.19 


4. 37 


3. 52 


2.81 


PLACE1 002968 


1.2 


5.14 


2.7 


2. 55 


3. 05 


1.81 


PLACE1 002976 


8. 94 


12. 08 


24. 23 


24.5 


36. 89 


30. 05 


PLACE1 002991 


2. 68 


3.05 


6. 66 


3.49 


4. 56 


3.6 


PLACE1 002993 


2. 72 


3. 86 


5. 52 


8. 21 


6. 92 


5. 56 


PLACE1 002996 


2. 02 


3. 03 


3.43 


5. 54 


3. 52 


3. 01 


PLACE1 003010 


1.91 


3.69 


4. 27 


4. 31 


3. 86 


3. 32 


PLACE1 003025 


2.85 


7.01 


6.1 


8. 57 


11.37 


10.11 


PLACE 1003027 


5.02 


13. 08 


9.31 


8. 55 


12.45 


12.76 


PLACE 1003044 


1.95 


8. 24 


2.61 


3. 64 


4. 16 


2. 74 


PLACE1 003045 


1.41 


7.75 


1.77 


1.88 


2.64 


1.01 


PLACE 1003052 


2.19 


3.16 


5. 74 


4.44 


3.6 


1.99 


PLACE 1003083 


1.59 


3.04 


3. 23 


3. 06 


1.61 


2. 25 
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PLACE 1003085 


3.91 


6.19 


5.6 


9.46 


5.89 


3. 33 


PLACE1 003092 


3. 94 


4. 87 


6. 25 


7 


5.6 


6.17 


PLACE1 003097 


0. 37 


3.06- 


-1.44 


2.12 


1.88 


1.63 


PLACE1003100 


1.65 


7. 1 


4.2 


3.88 


4. 74 


4. 29 


PLACE1003108 


1.26 


10.37 


2.91 


3. 32 


4.44 


2. 39 


PLACE1003115 


11.39 


18.3 


58. 59 


73. 64 


99.24 


69. 1 * 


PLACE1003120 


3. 1 


3. 08 


9. 71 


11.34 


8. 32 


10. 19 


PLACE1003135 


0. 72 


2. 04 


1.09 


1. 56 


2. 89 


1.08 


PLACE1003136 


3. 95 


5. 82 


6.05 


9. 03 


6. 55 


7. 34 


PLAGE1003141 


2. 04 


2.97 


2.1 


1.97 


2. 49 


1.8 


PLACE1003145 


1.21 


4.17 


2. 52 


6. 24 


6.88 


7.67 * 


PLACE! 0031 47 


2. 87 


7.85 


*5.71 


5. 02 


5. 25 


6.28 


PLACE1003153 


0. 54 


7.63 


2.14 


1.66 


3.2 


1.82 


PLACE1003163 


6. 09 


13. 55 


8.19 


8. 39 


14. 09 


12.26 


PLACE1003172 


23. 21 


21.74 


44.19 


47.78 


43.17 


39. 52 


PLACE1003174 


2. 31 


2.49 


3. 75 


4.3 


3.55 


1.68 


PLACE1003176 


0. 47 


2 


1.89 


2. 88 


1.27 


1.46 


PLACE1003181 


1.72 


4.19 


2. 72 


2.5 


2. 76 ' 


2. 36 


PLACE1003184 


0. 76 


3. 92 


1.53 


1.91 


1.49 


2. 06 


PLACE1003190 


2. 39 


9.81 


8. 67 


10. 73 


7.98 


10. 34 


PLACE1 003200 


0. 29 


4. 48 


1.84 


0. 72 


1.92 


1.16 


PLACE1 003205 


3. 94 


7. 07 


9.68 


6.82 


10. 38 


7.2 


PLACE1003209 


1.43 


2.18 


2. 62 


2. 28 


1.82 


2. 89 


PLACE1003214 


0. 83 


1.3 


2 


2.15 


2.44 


1.81 


PLACE1 003229 


2. 08 


2. 78 


2.9 


2. 78 


3.35 


3. 48 


PLACE1 003238 


0.46 


2. 34 


1.24 


1.35 


2 


0.75 


PLACE 1003249 


1.87 


5. 04 


4.7 


7.33 


7.56 


5.89 


PLACE 1003256 


3.47 


7.69 


7.94 


8.82 


7. 68 


6.08 


PLACE1 003258 


1.03 


3.81 


3.48 


2.42 


2.19 


0. 87 


PLACE1 003279 


3.09 


7.19 


9.02 


11.15 


13. 56 


11.58 * 


PLACE 1003294 


0. 95 


1.54 


1.59 


1.57 


1.25 


2.64 


PLACE1 003296 


1.49 


2.6 


2. 45 


2. 59 


3. 11 


2.4 


PLACE1 003297 


7.52 


10.15 


31.88 


23. 01 


23.49 


19.3 


PLACE1 003302 


3. 92 


5.16 


6.99 


5.8 


4. 72 


5. 47 


PLAGE 1003334 


1.51 


4. 41 


1.91 


2.4 


3. 59 


3.09 


PLACE1 003337 


13. 69 


16.3 


29. 83 


28. 53 


34. 27 


25. 76 


PLACE1 003342 


1.05 


4. 07 


1.89 


2.15 


2. 35 


1.97 


PLACE1 003343 


1.07 


4. 98 


1.61 


2. 02 


2. 75 


2.12 


PLACE1 003344 


6. 25 


5. 33 


12. 83 


11.18 


11.35 


11.98 
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PLACE1 003353 


19. 67 


16. 04 


40. 09 


37. 78 


42.55 


40. 26 


PLACE 1003361 


1.82 


3. 64 


3. 72 


5.85 


5.31 


4.6 


PLACE 1003366 


1.45 


4. 3& 


3.63 


3. 22 


3.33 


2. 97 


PLACE1 003369 


2. 75 


4.51 


3.49 


3.29 


3.25 


4. 62 


PLACE1 003372 


2.08 


5.73 


2. 68 


5.45 


4. 72 


3.39 


PLACE1 003373 


2. 85 


7.37 


6. 62 


8.8 


11.81 


9.89 


PLACE1 003375 


1.42 


4.91 


1.92 


2.59 


2. 95 


3.21 


PLACE1 003378 


0. 94 


0. 94 


0. 98 


0.7 


1.66 


1.08 


PLACE 1003383 


0. 87 


1.55 


2.33 


1.59 


3.15 


1.57 


PLACE1 003394 


10. 55 


12.49 


24.08 


11.75 


22.99 


17. 27 


PLACE1 003401 


0. 79 


3.91 


1.34 


1.03 


2.13 


1.04 


PLACE 1003405 


1.5 


3. 97 


! 2.22 


2.54 


2.46 


2. 04 


PLACE1 003407 


2. 39 


6. 06 


5.16 


3.96 


6.3 


4. 02 


PLACE1 003420 


3. 26 


7. 69 


6.19 


6.8 


10.92 


8.7 


PLACE1 003428 


0. 63 


3.3 


2.62 


2. 07 


2.94 


1.96 


PLACE1 003432 


6.14 


5.81 


8.2 


6.64 


7.05 


5. 42 


PLACE1 003438 


0.45 


2. 66 


0. 93 


2.41 


2.34 


1.99 


PLACE1 003452 


1.87 


5. 02 


5.08 


4. 53 


3.43 


3.84 


PLACE1 003454 


2. 49 


5. 59 


7. 34 


7. 31 


6. 95 


5.61 


PLACE1 003455 


2. 58 


4.26 


2.35 


2.97 


3.01 


3.17 


PLACE 1003456 


3.22 


7.74 


8. 62 


6.9 


7.2 


7. 79 


PLACE 1003460 


6. 39 


13.35 


14. 87 


13.02 


16. 76 


12. 86 


PLACE1 003478 


1.15 


1.71 


0. 86 


2.33 


2. 07 


1.24 


PLACE 1003484 


12. 06 


12.21 


45. 33 


28.12 


31.5 


34.2 


PLACE1 003493 


1.61 


4. 72 


4.9 


3.84 


5. 96 


5. 08 


PLACE1 003503 


85. 45 


87. 35 


107. 79 


115.17 


111.85 


172. 81 


PLACE1 003505 


1.99 


6. 77 


4. 78 


7.44 


6. 63 


8. 87 


PLACE1003516 


0, 86 


6.78 


2.7 


2.8 


3. 95 


2. 39 


PLACE1003519 


17. 58 


26. 29 


50. 41 


45.77 


36. 97 


58.75 


PLACE1 003520 


14.18 


25.48 


35. 96 


25. 73 


31.4 


32.19 


PLACE1 003521 


2.71 


3. 64 


4. 93 


5. 97 


4.71 


7.4 


PLACE1 003525 


8.45 


11.81 


45. 05 


33. 94 


43. 71 


36. 88 


PLACE1 003528 


39.18 


44. 68 


136.4 


106.04 


122. 76 


127.22 


PLACE 1003529 


1.46 


4. 26 


3. 29 


2.4 


3.94 


3.83 


PLACE1 003537 


4. 41 


9. 05 


11.05 


11.36 


13.77 


13.3 


PLACE1 003549 


1.1 


5. 02 


4.59 


5. 61 


6. 01 


5.93 


PLACET 003553 


1.6 


5. 89 


3.88 


4. 02 


4.17 


4.23 


PLACE1 003566 


5. 93 


9.8 


17. 51 


13.03 


19. 09 


14. 58 


PLACET 003568 


3.01 


2.71 


5.76 


5. 69 


4.43 


4. 04 
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PLACE1 003573 


0. 98 


2. 43 


1. 19 


2. 16 


1.87 


1.48 






PLACE1 003575 


2.16 


3. 09 


3.44 


3. 34 


3.5 


4. 15 




5 


PLACEW03583 


0.97 


3.45- 


-3.34 


2. 29 


4. 16 


2. 23 






PLACE 1003584 


1.23 


4. 46 


4. 01 


3. 56 


3.8 


2. 65 






PLACE1 003592 


4.4 


8. 48 


9.48 


7.11 


10. 48 


9. 53 






PLACE1 003593 


0. 84 


5. 55 


2.4 


2. 23 


3. 02 


1.55 




10 


PLACE 1003594 


4. 24 


6. 76 


6. 01 


5.78 


6. 68 


7.36 






PLACE1 003596 


13. 77 


11.31 


22. 53 


15.68 


17. 69 


8. 25 






PLACE1 003598 


2. 83 


3. 63 


5. 02 


4. 89 


3.7 


2. 95 




15 


PLACE 1003602 


1.8 


4. 24 


6. 36 


4. 37 


3. 54 


2. 68 






PLACE1 003605 


17.43 


21.72 


45.86 


94. 65 


95.6 


91.55 


** 




PLACE1 003611 


2. 34 


5.18 


*6. 07 


5.65 


7.14 


6 






PLACE1003618 


0. 67 


7. 39 


2.09 


1.58 


2.4 


1.32 




PLACE1 003625 


1.78 


10. 41 


2. 75 


3. 33 


5.48 


2.8 






PLACE1 003626 


8. 77 


15. 99 


17. 14 


10. 87 


14. 46 


13.19 






PLACE1 003630 


1.8 


2. 57 


5.8 


7.05 


4. 67 


5. 86 




25 


PLACE1 003635 


2.15 


1.83 


3.19 


2. 96 


2.82 


2.44 






PLACE1 003638 


1.3 


2. 58 


3 


5.21 


4.19" 


3.13 






PLACE1 003644 


4. 01 


5.7 


7. 25 


7.81 


9.13 


8. 76 


* 




PLACE1 003654 


2. 56 


6. 14 


4.04 


3.54 


6.96 


6.4 




30 


PLACE1 003656 


2.69 


7. 79 


6.12 


6.54 


5.63 


A. 77 






PLACE1 003660 


0. 26 


9. 54 


3.5 


3. 08 


4. 92 


4.11 






PLACE1 003669 


2.43 


9.05 


3.67 


2.59 


4. 26 


3.08 




35 


PLACE1 003670 


5. 37 


5. 7 


9.44 


11.01 


8. 26 


8. 76 




PLACE1 003671 


1.66 


1.22 


3.57 


3.11 


2. 57 


1.57 






PLACE 1003697 


7, 27 


7.99 


9.8 


8.23 


6. 06 


6. 42 






PLACE1 003704 


3.12 


3.97 


5.17 


5. 96 


7. 25 


5.97 


* 


40 


PLACE 1003709 


0. 89 


2.63 


0.8 


1.19 


1.24 


2.44 






PLACE1 003711 


0.74 


5.48 


1.35 


1.87 


1.8 


1.39 






PLACE 1003723 


1.07 


6.99 


4.7 


4.2 


5.31 


4.16 




45 


PLACE1 003724 


3.31 


10. 74 


9.1 


9.11 


11.79 


10.49 




PLACE1 003737 


2.14 


2.21 


4.72 


3.35 


3.1 


3.29 






PLACE1 003738 


1.06 


1.94 


3. 13 


3.96 


3. 92 


3.41 






PLACE1 003742 


2.25 


3.58 


5. 71 


6.81 


6.18 


2. 85 




50 


PLACE1 003744 


6.13 


8.86 


14.6 


16.21 


17.96 


19.13 


* 




PUCE1 003758 


0. 85 


4. 55 


0. 96 


2 


1.46 


1. 16 






PLACE1 003760 


13.44 


18. 68 


27. 23 


31.82 


20. 52 


22.79 






PLACE1 003762 


1.45 


4. 97 


3.7 


3.77 


3. 78 


3.49 




55 


PLACE1 003765 


1.18 


5. 23 


3. 45 


2. 01 


3.1 


2.11 
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PLACE1 003768 
PLACE1 003771 
PLACE} 003772 
PLACE1 003783 
PLACE1 003784 
PLACE1 003788 
PLACE1 003795 
PLACE 1003827 
PLACE1 003833 
PLACE1 003839 
PLACE1 003845 
PLACET 003850 
PLACE1 003852 
PLACE1 003858 
PLACE1 003861 
PLACE1 003864 
PLACE 1003870 
PLACE 1003885 
PLACE 1003886 
PLACE1 003888 
PLACE1 003892 
PLACE1 003900 
PLACE 1003902 
PLACE 1003903 
PLACE1003915 
PLACE1003918 
PLACE 1003923 
PLACE1 003932 
PLACE1 003936 
PLACE1 003966 
PLACE1 003968 
PLACE1004018 
PLACE1 004020 
PLACE1 004028 
PLACE1 004034 
PLACE1 004042 
PLACE1 004078 
PLACE1004103 
PLACE 1004104 



0. 36 


1.14 


1.28' 


1.94 


34.15 


38.19- 


1.48 


3. 02 


0. 69 


3. 92 


0.4 


4. 92 


1.01 


4.1 


13. 83 


20.46 


0. 98 


1.49 


22. 55 


19.18 


6.09 


6. 88 


3.16 


4. 84 


0. 25 


3. 36 


1.34 


4.42 


0. 95 


4.51 


0.94 


5.5 


3.84 


3.4 


1.33 


1.42 


4. 56 


6.01 


0. 75 


3.79 


4. 93 


6.91 


2.27 


5. 92 


1.91 


7.39 
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1 . 43 
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4. 7 
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PLACE1 007743 


1. 38 
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2. 29 


2. 3 


2. 83 


2. 03 


PLACE1 007746 


6. 56 


9. 02 


10. 42 


9. 65 


13. 29 


12. 97 




PLACE1 007753 


0. 53 


4. 48 


1. 71 


1. 35 


2. 86 


1.94 




PLACE1 007769 


1. 31 


4. 31 


3. 5 


3. 27 


4. 51 


4. 58 
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5. 77 


4. 63 


7. 11 


6. 51 


3. 75 


2. 17 




PLACE1 007791 


1. 82 


3. 29 


3. 38 
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3. 69 


2. 87 




PLACE1 007807 


0. 67 


2. 79 


1. 72 
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1.76 


1. 29 
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PLACE1 007810 


0. 39 


4. 45 


2. 63 


4. 11 


4. 08 
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3. 57 
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5. 04 
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4. 62 


6. 3 
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6. 9 


2. 88 


2. 87 


4. 87 


3. 06 
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1.48 
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3 


4. 11 


3. 45 


3.42 


2. 36 
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PLACE1 007846 


0. 99 


3. 26 


1. 64 


2. 02 


2. 73 


1.5 




PLACE1 007848 


1.09 


3. 51 


2. 23 


2. 39 


2. 62 


2. 25 




PLACE1 007852 


2. 26 


7. 88 


3. 82 


2. 94 


4.61 


3. 24 


40 


PLACE1 007858 


3. 65 


11. 57 


5. 81 


61. 71 


80. 46 


57. 09 




PLACE 1007866 


19. 42 
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40. 48 


43 


80. 39 


56. 73 
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7. 9 
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1. 09 
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2. 39 
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7. 49 
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1. 34 


1. 59 


1.94 


1. 93 
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7. 85 


6. 76 


5. 57 


6.53 
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1.53 


1.41 




PLACE1 007908 
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8. 24 
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2. 03 
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1.94 


55 


PLACE1 007950 


6.98 


7.6 


18. 21 


16.17 


19.34 


12. 63 



1323 



EP 1 074 617 A2 



PLACE 1007954 


-0. 03 


2. 45 
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2. 46 


1.57 


1.51 
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2.17 


2. 05 


2.52 
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2.17 
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1.09 
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2.35 
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2.21 


PLACE 1007971 
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5. 92 
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3.09 


1.88 
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4. 59 
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2 


1.65 
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4. 23 
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4. 78 
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1.56 


1.56 


1.48 
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2.98 


1.86 
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0. 59 
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1.48 


2. 38 


2.73 


1.23 


PLACE 10081 05 


0. 95 


1.76 


1.71 


2. 24 


2.71 
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PLACE1008107 


0. 27 


2.33 


0.7 


1.72 


1.44 


1.68 


PLACE1008111 


1.73 


5. 01 


2.12 


4. 57 


5.4 


4.04 


PLACE1008113 


5. 88 


9.24 


12. 48 


16.57 


20. 29 


19. 24 


PLACE1008122 


1.22 


5.54 


2.55 


1.61 


1.57 


1.5 


PLACE1008129 


1.5 


5. 64 


2.8 


2. 43 


5.36 


2.91 


PLACE1008132 


5.51 


4.47 


8.34 


6.61 


11.2 


7. 63 


PLACE1008137 


0. 96 


1.82 


1.02 


2.12 


3.88 


0.8 


PLACE1008174 


0. 77 


3.16 


2.43 


5.12 


4. 39 


2.46 


PLACE1008177 


1.62 


4. 87 


3.09 


3.79 


3. 26 


3. 77 


PLACE1008181 


1.76 


3.87 


1.6 


2. 06 


2. 43 


1.43 


PLACE1008195 


2.66 


6. 08 


2. 97 


4. 34 


4.14 


3.9 


PLACE1008198 


1.06 


5. 56 


2. 52 


2. 55 


3.31 


1.54 


PLACE 1008201 


1.22 


4.45 


3. 58 


5. 92 


7. 69 


5. 64 


PLACE 1008209 


2. 35 


2. 29 


4. 46 


2.51 


5.31 


4.44 


PLACE 1008226 


1.8 


2. 35 


5.25 


4. 72 


5. 68 


7.08 


PLACE1 008227 


0. 77 


2. 67 


3. 02 


2. 38 


4.6 


3.54 


PLACET 008231 


1.26 


3. 85 


1.85 


1.05 


1.83 


0.78 
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1.22 


3. 21 


2.9 


2. 47 


2 


1.72 


PLACE1 008244 


1.01 


4. 69 


1.56 


1.68 


3.2 


1.56 


PLACE 1008249 


0.8 


4. 94 


2. 55 


1.22 


2. 17 


2. 01 


PLACE 1008266 


11.31 


18.61 


43. 04 


60.04 


82. 48 


59. 04 


PLACE1 008273 


1.47 


3.95 


3.81 


3.53 


3.8 


4. 47 
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PLACE1 008275 


1. 59 


3. 67 


2. 17 


2. 62 


2. 57 


2. 34 




PLACE1 008280 


0. 85 


2. 6 


1. 84 


2. 42 


2. 48 


2. 36 


5 


PLACE1008282 


4. 71 


8. 19 


. .6. 89 


7. 27 


9. 02 


6. 38 




PLACE1 008297 


2. 32 


4. 7 


3. 36 


2. 89 


3. 42 


3. 21 




PLACE1 008303 


1.65 


6. 68 


1. 24 


4. 12 


3. 83 


2. 65 




PLAGE1 008309 


0. 43 


6. 52 


0. 82 


1. 77 


1. 5 


1. 29 


10 


PLACE1008315 


5. 3 


5.93 


8.61 


4. 92 


4. 79 


9. 83 




PLACE1 008329 


0. 47 


2. 23 


2. 06 


2. 32 


2. 8 


2. 49 




PLACE 1008330 


0. 72 


4. 06 


3. 16 


2.48 


3. 36 


2. 96 


15 


PLACE1 008331 


0. 84 


5. 01 


2. 1 


4.5 


2. 17 


2. 91 




PLACE1 008351 


4. 34 


8. 66 


7.41 


7.91 


7. 31 


7. 1 




PLACE 1008356 


1.56 


8. 23 


' 1. 93 


2. 86 


4. 16 


3. 35 




PLACE1 008359 


1.57 


4. 11 


2. 89 


2 


2. 97 


2. 94 




PLACE1 008368 


2. 27 


6. 38 


7.43 


5. 72 


7. 33 


6.95 




PLACE1 008369 


0. 57 


2.46 


1.45 


1. 12 


1.59 


1.68 




PLACE1 008392 


0.8 


3.09 


2. 54 


2.44 


3. 22 


3.24 


25 


PLACE1 008394 


2. 08 


4.84 


3. 75 


3.98 


5. 03 


4.76 




PLACE1 008398 


5. 32 


9. 36 


11.44 


11.36 


11. 3 " 


12.33 




PLACE1 008401 


1.19 


7. 06 


3.21 


2. 82 


3. 43 


3. 33 




PLACE1 008402 


3.21 


6. 45 


7.2 


7. 23 


10. 15 


9. 26 


30 


PLACE 1008405 


10.3 


10. 95 


18. 42 


17.17 


18. 82 


20.4 




PLACE1 008409 


1.88 


5. 19 


5.69 


4. 97 


5. 41 


5. 65 




PLACE1 008420 


1.4 


1.87 


1.96 


2. 67 


2. 69 


2. 27 




PLACE1 008424 


0. 88 


2. 69 


2. 54 


1.69 


2. 34 


1. 71 


35 


PLACE1 008426 


0. 98 


2. 58 


1.58 


1.7 


2. 66 


2. 32 




PLACE 1008429 


0. 92 


3. 17 


2. 14 


1.91 


3.4 


1. 84 




PLACE 1008430 


1.63 


4.85 


3.04 


2. 93 


3. 52 


3 


40 


PLACE1 008437 


0. 87 


3.64 


3.01 


2.83 


1.82 


1.57 




PL ACE 1008453 


1. 16 


4. 8 


1.02 


1.64 


2. 06 


1. 17 




PLACE 1008454 


2. 14 


6.46 


9. 23 


5. 46 


9. 02 


5. 92 




PLACE 1008455 


2. 06 


4. 33 


7.2 


5. 26 


6. 68 


4. 87 


45 


PLACE1 008457 


0.51 


2.6 


2. 01 


2. 28 


2.43 


2. 47 




PLACE 1008465 


0.49 


2.41 


1.72 


1.56 


2. 13 


0.48 




PLACE1 008469 


2. 42 


4. 36 


5.32 


5.16 


4. 75 


7. 1 
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PLACE 1008488 


0.81 


5.48 


1.97 


2.44 


2. 03 


1. 8 




PLACE1008519 


1.48 


10. 85 


6.17 


4. 41 


4. 99 


4.51 




PLACE1 008524 


1.04 


11.09 


1.72 


2 


3. 22 


2. 02 




PLACE 1008531 


0. 64 


8. 37 


1.92 


1.33 


2. 05 


1.72 


55 


PLACE 1008532 


2. 12 


3 


5. 51 


5. 66 


4. 72 


4.19 
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PLACE 1008533 


2.01 


4 


4. 07 


5.53 


5.18 


3. 77 




PLACE1 008542 


1.61 


2. 36 


0. 96 


2. 05 


2. 1 


1.72 


5 


PLACE1 008549 


0. 96 


3.06 . 


.0.67 


1.45 


2.1 


1.53 




PLACE1 008560 


1.18 


4. 23 


2.28 


2.29 


3.93 


3. 47 




PLACE1 008567 


0. 87 


7. 26 


1.85 


2. 33 


3.67 


2. 38 




PLACE1 008568 


2.37 


10. 67 


5.49 


2.97 


7.47 


4.21 


PLACE1 008569 


3.94 


10. 32 


6.74 


6. 1 


8.6 


7.6 




PLACE1 008584 


0. 88 


1.4 


1.58 


2.86 


3.38 


1.31 




PLACE1 008585 


4. 96 


4.8 


7.56 


11.08 


4. 84 


3.57 


15 


PLACE 1008603 


5.9 


7.25 


31 


30. 55 


43.67 


29.76 




PLACE1 008621 


0.55 


2. 28 


0. 95 


0. 72 


1.89 


1. 16 




PLACE1 008625 


0.64 


4.01 


1 0.9 


1.18 


1.41 


2.03 




PLACE1 008626 


0. 55 


6. 06 


0.9 


1.03 


0. 83 


0. 95 


20 


PLACE1 008627 


0. 46 


8.32 


1.86 


1.87 


3.34 


2.7 




PLACE1 008629 


3. 22 


9.18 


5.84 


5.44 


6. 75 


4. 41 




PLACE1 008630 


1.68 


3.39 


4. 23 


4. 21 


3.01 


3.51 


25 


PLACE1 008643 


1.31 


0. 93 


1.98 


1.72 


2. 34 


1.94 




PLACE1 008650 


0. 25 


3.05 


1.62 


2.23 


1.63 


1.24 




PLACE 1008657 


1.17 


2. 39 


2.51 


2. 34 


4. 04 


2. 91 




PLACE1 008664 


0.91 


5. 93 


2.37 


2.91 


2.51 


1. 13 


30 


PLACE1 008693 


0. 97 


4. 93 


3. 09 


2. 53 


3. 81 


2.2 




PLACE1 008696 


0. 88 


3. 84 


2. 21 


2.26 


2.11 


1.47 




PLACE1008715 


1.05 


4. 71 


2. 11 


1.34 


2. 65 


2. 65 




PLACET 00871 6 


2. 48 


3. 94 


4. 19 


5.75 


6.9 


7. 07 


35 


PLACE1 008722 


3. 85 


4.34 


7. 37 


7.64 


7.19 


3.45 




PLACE1 008738 


5.17 


9.13 


12.7 


9. 49 


5. 83 


4.8 




PLACE1 008742 


6. 57 


6.87 


14. 66 


14. 94 


15. 06 


12. 41 


40 


PLACE 1008744 


3. 52 


6. 98 


5. 61 


5. 83 


4.55 


2. 74 




PLACE 1 008748 


0. 63 


4. 39 


2. 75 


2.44 


1.67 


1.61 




PLACE1 008757 


0. 99 


4. 74 


4.51 


2. 77 


5. 74 


2.17 




PLACE 1008766 


2.66 


6. 75 


3. 77 


3.51 


6. 47 


4. 06 


45 


PLACE 1008785 


1.39 


1.68 


2.6 


3.26 


3.8 


3. 89 




PLACET 008790 


1.57 


1.8 


2.29 


3.5 


5. 39 


2. 96 




PLACE1 008798 


1.71 


3. 82 


4.45 


6 


5. 93 


3.32 




PLACE 1008807 


1.34 


3.95 


1.61 


2. 54 


2. 62 


1.8 


50 


PLACE 1008808 


1.6 


4. 53 


3.01 


4.24 


3. 69 


5.04 




PLACET 0088 13 


1.38 


4. 85 


1.97 


1.9 


1.95 


2.3 




PLACE1 008836 


1.34 


5.81 


3. 68 


3. 89 


6. 17 


4.1 


55 


PLACET 008851 


1.21 


6. 65 


3. 94 


4. 85 


10.04 


4.54 
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PLACE 1008854 


0. 56 


0. 48 


1.14 


1.16 


1.41 


1.6 


PLACE 1008864 


1.98 


1.92 


2. 96 


2. 73 


2. 65 


2. 49 


PLACE 1008867 


1.2 


6.57 . 


.6. 22 


6. 43 


5.71 


4. 82 


PLACE1 008876 


11.7 


16.5 


27. 29 


26. 74 


20. 94 


23.24 


PLACE 1008887 


1.37 


4.31 


1.44 


3. 26 


2.07 


3. 28 


PLACE1 008902 


1.33 


5. 62 


2. 93 


3.17 


4. 58 


2.06 


PLACE1008911 


4.04 


8. 56 


10. 48 


11.31 


13. 99 


15. 66 


PLACE1008917 


0.6 


4. 53 


2. 72 


1.7 


2.9 


1.71 


PLACE 1008920 


0. 75 


0. 77 


0. 87 


0.61 


1.58 


1.44 


PLACE1 008925 


0. 25 


0.9 


1.04 


0.94 


1.91 


0. 84 


PLACE1 008930 


4.12 


7. 32 


9.83 


5. 11 


10. 36 


7. 17 


PLACE1 008934 


0.9 


3.42 


1 2.9 


2.89 


2. 28 


1.7 


PLACE1 008941 


1.57 


4.14 


2.8 


2. 06 


2.59 


4. 05 


PLACE1 008947 


2.3 


5.41 


5.51 


3.96 


5.84 


5.16 


PLACE 1008984 


1.26 


6.31 


3. 25 


3.1 


3. 93 


3.19 


PLACE1 008985 


0.94 


2.75 


2.74 


2.84 


2.43 


2.7 


PLACE1008994 


0. 27 


1.72 


0. 65 


1. 11 


0. 78 


0. 68 


PLACE1 009020 


0.46 


3.49 


2.42 


2.49 


3.1 


2.16 


PLACE1 009027 


0. 89 


2.7 


1.59 


2.24 


1.75 


2. 09 


PLACE1 009039 


-0.06 


3.31 


3.42 


2.39 


1.59 


1.49 


PLACE 1009045 


1.53 


6.33 


6.05 


23.13 


20. 76 


22.2 ** 


PLACE1 009048 


0. 41 


5. 97 


2.3 


0.61 


1.04 


0. 54 


PLACET 009050 


0. 97 


4.9 


1.68 


1.07 


1.47 


1.55 


PLACE 1009060 


5.61 


8.4 


9. 51 


10. 74 


8. 55 


11.96 


PLACE1 009067 


1.14 


2.8 


2. 03 


1.6 


2. 34 


3.4 


PLACE 1009071 


1.44 


4. 05 


3.9 


3.79 


7. 24 


9. 82 


PLACE 1009090 


1.27 


6. 46 


2. 35 


3.11 


4. 73 


2. 86 


PLACE1 009091 


5. 58 


10. 22 


38.11 


38. 77 


49. 35 


36. 29 


PLACE1 009094 


0. 26 


5. 68 


1.88 


1.67 


5. 04 


1.71 


PLACE1 009099 


1 


5. 52 


3. 47 


3.49 


3.36 


3. 84 


PLACE1 009110 


1.59 


5. 82 


1. 16 


1.68 


4.3 


4. 39 


PLACE1009111 


1.88 


5. 24 


2. 65 


3. 95 


3. 77 


2. 88 


PLACE1009113 


2. 24 


3. 52 


3. 62 


6. 14 


4. 87 


7.29 * 


PLACE1009130 


4.46 


6.8 


7. 84 


6.68 


9. 36 


10. 47 


PLACE10O915O 


0. 88 


3. 54 


1.95 


3. 23 


3.3 


3.01 


PLACE1009155 


1.11 


5. 06 


2. 98 


4. 46 


4.43 


3. 87 


PUCE1009158 


1.06 


5. 77 


1.95 


1.77 


2. 35 


2. 88 


PLACE10O9166 


0. 76 


4.8 


1.53 


1.59 


2. 16 


1.3 


PLACE1 009172 


1.43 


3. 96 


2. 45 


2. 26 


5. 85 


2. 61 
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PLACE1009174 


1.13 


3. 45 


2. 42 


1.67 


3. 02 


2. 38 




PLACE1009183 


1.62 


3. 54 


4. 47 


4.1 


6. 33 


8. 06 


5 


PLACE100918.6 


1.04 


5.07. 


...2.3 


2. 46 


2. 86 


2. 91 




PLACE1009190 


0. 75 


2. 32 


1.44 


1.53 


1.9 


1.65 




PLACE1009196 


0.81 


4.01 


2. 73 


2. 24 


2. 38 


1.99 


10 


PLACE1 009200 


1.01 


4.44 


2. 94 


2. 84 


4. 39 


2. 91 


PLACE1009217 


2. 55 


4.91 


3.43 


4. 46 


7.29 


7. 23 




PLACE 1009230 


1.9 


5. 55 


6. 63 


5. 63 


9.16 


9. 46 




PLACE1 009236 


4.97 


7. 07 


12.6 


8.21 


10. 79 


7.13 
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PLACE1 009246 


11.71 


11.96 


24. 75 


14. 59 


16.36 


9.05 




PLACE1 009265 


6. 95 


7. 82 


14. 01 


15.61 


5. 19 


12.17 




PLACE 1009279 


0.67 


2. 07 


! 2. 46 


1.93 


2. 54 


1.63 


20 


PLACE1 009298 


5.54 


9. 92 


9.52 


10. 21 


11.25 


17.55 


PLACE1 009308 


1.13 


6. 82 


2. 04 


2.48 


2.48 


2. 34 




PLACE1009319 


2.04 


9. 25 


3.15 


2. 92 


3. 54 


2.5 




PLACE1 009328 


1.04 


5. 78 


1.81 


2. 98 


3. 39 


2.17 


25 
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15. 56 


13. 56 


18. 3 


20. 1 
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0.4 


3. 99 
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1. 21 


1. 51 
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10 
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2.45 


3. 52 


4. 8 


5. 55 


4. 36 


3. 66 
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0. 57 
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1. 94 


3. 03 


2. 05 


2. 59 
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3. 77 


5.53 


6. 53 


6. 68 


3.87 


2. 47 


15 


VESEN2000199 


8.94 


13. 26 


21. 75 


19. 58 


24. 45 


24. 12 
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0.5 


4. 97 


2. 78 


3. 03 


3. 1 


1. 6 




VESEN2000204 


0. 48 


12.7 


i „ 

1.02 


0. 98 


1.2 


0. 33 




VESEN2000218 


6. 66 


20. 26 


19.48 


21.37 


20. 75 


18. 86 




VESEN2000230 


0. 84 


7.4 


1.45 


2. 74 


1.7 


2. 41 




VESEN2000272 


2. 29 
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8. 92 


7 


8.31 


5. 88 




VESEN2000299 


1. 99 


2. 97 


3. 2 


3.3 


3.77 


3.31 


25 


VESEN2000323 


4.51 


8. 12 


8. 37 


8.91 


9.5 


9. 36 




VESEN2000327 


3. 16 


5.8 


4. 42 


3. 62 


7. 66 


5. 07 




VESEN2000328 


5.44 


8. 02 


11.88 


8. 73 


15. 35 


14. 36 




VESEN2000330 


6.39 


15. 42 


14.7 


14. 59 


27. 73 


18. 86 


30 


VESEN2000336 


0. 82 


8. 97 


2.54 


3.46 


3. 83 


2. 88 




VESEN2000354 


1.56 


8. 24 


2.48 


1.53 


2.71 


2. 1 




VESEN2000378 


7.17 
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14. 57 


13.23 


11.14 


10.3 




VESEN2000379 


19. 87 


23. 02 


44. 55 


49.13 


42.81 


32.61 
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VESEN2000397 


0. 72 


2. 38 


1.24 


1.36 


2.06 


1.54 




VESEN2000416 


2. 83 


3.88 


4. 41 


5. 74 


5.31 


5.71 




VESEN2000420 


1.08 


3.58 


1. 94 


0. 95 


1.21 


1. 13 
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VESEN2000430 


0.51 


6.68 


1.53 


2. 06 


1.79 


1.8 




VESEN2000448 


0. 51 


6. 87 


1. 73 


2. 12 


2. 69 


1.5 




VESEN2000449 


2. 43 


8. 07 


6. 59 


8. 3 


11.31 


8. 21 




VESEN2000456 


0. 74 


0. 87 


2. 11 


1.54 


1.22 


0. 87 
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4.07 


3.42 


17.42 


13. 67 


22. 82 


14. 47 
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0. 18 


1.75 


1.75 


1.04 


1.21 


1. 13 
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1.73 


3.44 


2. 24 


2.04 


1. 67 


2. 15 
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4.16 


9.02 


14. 64 


13. 54 


16. 27 


12.27 
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0. 48 
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1.98 


1.33 


1.91 


1.68 
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0.83 
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1.34 


1.95 


2.21 


1.43 
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1.79 


4. 06 
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3. 24 


3.85 


2. 47 






Y79AA1 000033 


2. 87 


6 


8.4 


8. 37 


10.17 


5.83 




5 
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1.38 


3.3& 
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4.84 


6.82 


4. 49 
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1.05 
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3. 79 


4. 73 


3.65 


2.06 
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1.69 


5 


4. 09 


3. 88 


4. 51 


2. 82 




10 
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24. 06 


28.99 


52. 25 


82. 48 


101.48 


98. 73 


** 


Y79AA1 000081 


39.47 


49. 78 


73. 62 


113.19 


114. 49 


98. 22 


** 




Y79AA1000127 


4. 08 


4.21 


5.8 


8. 42 


10.03 


7. 39 


* 




Y79AA1000130 


2. 24 


2. 48 


5. 76 


6.61 


8. 1 


8. 03 


* 
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507. 64 


569. 21 


946. 04 


769.75 725.35 


342. 07 
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1.99 


4. 93 


4.21 


5. 63 


4. 75 


5. 38 
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3. 58 


8. 79 


U. 83 


9. 98 


10. 98 


11.04 


* 
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4. 63 


10. 79 


10. 59 


11.02 


11.62 


11 






Y79AA1000150 


18. 39 


22.18 


84. 69 
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78. 89 






Y79AA1000153 


183. 67 
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423.46 442.52 
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2.13 


2. 25 


4.15 


3.52 


• 4. 97 


3.6 
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2. 58 


3. 76 


4.2 


6. 85 


7. 58 


3. 89 






Y79AA1000181 


1.96 


3.92 


4.2 


4.82 


5.66 


3. 79 
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22. 93 


24. 47 


55.57 


91.68 
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83. 22 


** 
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5. 22 


7.51 


9. 82 


14. 95 


16. 24 


12. 62 


* 
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14. 94 


22.18 


33. 76 


50.43 


60. 78 


41.96 


* 
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11.8 


14. 89 


21.69 


49. 21 


58. 01 


68. 86 


** 
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11.04 


14.94 


34. 41 


22. 86 


33. 54 


30. 03 
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5. 95 


4. 52 


7.25 


8. 98 


9.51 


9. 62 


* 
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1.09 


1.49 


2. 02 


2. 07 


2. 88 


2. 59 






Y79AA1 000231 


5.99 


9.04 


15. 81 


14. 63 


23. 77 


17.1 






Y79AA1 000239 


15. 47 


20.55 


25. 65 


18. 95 


24. 01 


22. 11 
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Y79AA1 000258 


2. 64 


5.17 


6.72 


5.87 


4. 95 


5.84 






Y79AA1 000268 


2. 65 


5. 48 


5.09 


4. 33 


5. 76 


4.01 






Y79AA1 000269 


4. 32 


7.88 


7.86 


8 


6. 86 


8. 24 






Y79AA1 000270 


5. 28 


8. 35 


11.58 


13.17 


17. 58 


16. 23 


* 




Y79AA1 000280 


1.74 


4.17 


4.9 


5.29 


3.1 


5. 27 






Y79AA1 000285 


3.44 


4. 21 


5.91 


4. 01 


6. 86 


5. 22 
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0. 75 


3. 06 


4. 85 


4. 32 


4. 23 


4. 45 




50 
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2. 88 


3.91 


5. 06 


9.35 


7.58 


11.25 


* 




Y79AA1000313 


3.11 


9. 02 


9.85 


10.61 


12. 84 


13. 36 






Y79AA1000314 


4. 23 


10.74 


9.19 


6.93 


6. 53 


7.51 






Y79AA1 000328 


4. 65 


10. 05 


2.64 


7. 73 


9. 28 


8. 68 
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1.43 


4. 22 


3. 55 


2. 68 


2. 81 


3.46 
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Y79AA1 000342 


10. 65 


10. 05 


26. 47 


23.7 


19.13 


28. 35 




Y79AA1 000346 


7.61 


8. 17 


7.9 


20. 1 


22. 06 


20.18 


5 


Y79AAIO00347 


6. 94 


7. 96- 


42. 42 


18. 78 


16. 47 


18.48 
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6. 93 


9. 63 


12. 67 


12.31 


11.96 


14. 75 




Y79AA1 000355 


3.17 


8. 28 


8. 94 


8. 84 


13. 55 


8. 77 


10 


Y79AA1 000368 


5. 24 


8. 39 


24.43 


22.48 


35. 67 


22. 55 


Y79AA1 000388 


22.9 


32.66 


62. 37 


94. 17 


128. 35 


109. 08 




Y79AA1 000392 


3.02 


6.81 


3. 76 


3. 42 


2. 73 


3. 78 




Y79AA1 000405 


3.98 


5. 97 


8. 25 


7.14 


8.17 


9. 32 


15 


Y79AA1 000410 


6.01 


7. 87 


15. 72 


13.79 


17. 05 


14. 95 




Y79AA1 000420 


1.54 


4. 78 


3. 13 


3.32 


3. 95 


5.1 




Y79AA1 000423 


1.38 


7. 08 


! 5. 59 


5. 22 


6. 04 


10. 27 




Y79AA1 000426 


3.61 


9.44 


8. 66 


4. 24 


4. 43 


5.22 


20 


Y79AA1 000432 


0.8 


4. 79 


2.16 


1.91 


2. 01 


2. 34 




Y79AA1 000453 


23.94 


30. 67 


47. 79 


39.74 


50. 65 


58. 24 




Y79AA1 000465 


4.12 


6. 02 


6. 65 


4. 77 


■ 4.14 


7. 69 


25 


Y79AA1 000469 


11.59 


9.61 


18.04 


13. 82 


16.21 


17. 18 




Y79AA1 000480 


1.24 


4. 37 


2. 78 


3. 33 


3. 57 


2. 79 




Y79AA1 000502 


5.31 


7.97 


12. 58 


10.49 


11.35 


15. 26 




Y79AA1 000521 


1.24 


4.4 


4.13 


2.51 


3.61 


2.7 


30 


Y79AA1 000534 


3. 22 


8. 13 


8. 92 


11.97 


14. 41 


13.46 




Y79AA1 000538 


3. 58 


6. 95 


8. 79 


9. 52 


12.12 


8.41 




Y79AA1 000539 


12. 76 


14. 96 


53.11 


42.61 


68. 56 


50. 97 


35 


Y79AA1 000540 


1.32 


3. 59 


1.61 


2. 54 


2. 97 


3.21 


Y79AA1 000560 


160. 46 


140. 99 


339. 33 


380.8 


313. 21 


220. 43 




Y79AA1 000574 


1 


2. 92 


1.65 


1.98 


2. 04 


1.59 




Y79AA1 000584 


2.07 


4. 55 


4. 97 


4. 62 


5. 39 


4.04 


40 


Y79AA1 000589 


10. 74 


13. 67 


81.43 


59. 09 


95.35 


68.5 




Y79AA1 000598 


1.43 


7.64 


2.17 


1.85 


3. 88 


3.18 




Y79AA1 000600 


2.7 


10. 02 


7. 93 


13.64 


15. 64 


12. 84 




Y79AA1 000609 


1. 18 


5.16 


1.44 


2. 28 


2. 77 


1.55 


45 


Y79AA1000618 


1.85 


10. 59 


5. 76 


7.4 


9.5 


9.37 




Y79AA1 000627 


1.91 


3. 93 


4. 57 


3. 27 


3. 02 


2. 43 




Y79AA1 000636 


5.16 


5.7 


9.9 


15. 57 


11.52 


5.38 


50 


Y79AA1 000649 


9.45 


10. 97 


12. 73 


18.7 


11.56 


20.54 




Y79AA1 000656 


15. 32 


20. 21 


96. 75 


80.17 


115. 97 


82.61 




Y79AA1 000673 


1.02 


5. 86 


2.14 


1.39 


3.13 


2.4 




Y79AA1 000674 


11.88 


21.96 


78. 28 


59.4 


98. 22 


62. 67 
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Y79AA1 000678 


2.48 


8.91 


3.88 


3. 01 


4.15 


2.45 
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Y79AA1 000682 


17. 99 


53. 99 


93. 7 


102. 53 


110. 87 


118. 22 


Y79AA1 000683 


1. 87 


2. 66 


3.21 


4. 27 


2. 59 


2. 17 


Y79AA1-000697 


21. 76 


27. 52- 


-43. 01 


21. 93 


24. 76 


27. 31 


Y79AA1 000700 


5. 07 


7. 1 


7.08 


7. 51 


6. 93 


9. 97 


Y79AA1 000702 


5. 13 


14. 57 


13. 31 


41. 48 


56. 57 


63. 15 


Y7QAA1 f)flfl7f)4 


1 34 


5 24 


1.14 


1. 5 


2. 1 


1.18 


v7oaai aaa7ae 

I /yAAIUUU/UO 




9. 7 


6. 24 


6. 06 


7. 98 


6. 45 


v7qaaiaaa71 7 

T / jrJK IUUU / I / 


6 18 




9. 42 


9. 73 


11.1 


8. 7 


V7QAA1 AAA790 
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5 61 








34. 81 


34. 31 
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I /yAA lUUU/z't 


6 42 


9 77 
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26. 57 


21. 7 


1 1. 95 
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0 77 


1 24 


0 83 








V7QA A 1 AAA70 A 


2 05 


4 46 


*4 92 


3 57 




2 94 
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0 88 


4 38 


1 77 


2 14 


2 99 


1 56 
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I /yAA IUUU/OU 


4 17 
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20 58 
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20 02 


18. 62 
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T/yAAIUUU/0£ 


1 25 


5 13 


2 33 


2 23 


3 38 
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I /yAA I UUU/ /4 


2 11 


6 23 


4 24 


4 28 


5 79 


4 21 


v7QAAinnn77fi 

T / SNA I UUU / / 0 








2 13 


1 83 


2 11 


V7Q A A 1 AAA777 


4. 36 


84 


9 63 


10 05 


6 99 


6 01 


V7Q A A 1 AAA77Q 

I /yAAlOUU/ /£$ 


1.72 




3 79 


3 87 


4 19 
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V7Q a a 1 aaa7«o 




4 18 


3 72 


3 53 


2 89 


2 96 


V7Q a a 1 AAA7aA 

T /yAA I UUU/ 04 


7 04 


10 01 


7. 78 


13. 87 


15. 58 


14. 26 


Y7QAAinfin7Q4 
T /yAA 1 Uvv/y«f 


0 61 


5 21 


1 . 88 


2. 92 


1. 69 


1 . 23 


V7QA a 1 aaaoaa 

I /yAA I UUUoUU 


1 9 


5 4 








3^39 


V70 a a 1 aaaqao 
T /yAA lUUUoUi 


0 64 


4 18 


1 15 


2 52 


1 77 




V7QA A 1 AAAQAK 


2 29 


4 03 


2 63 


2 43 


2 11 


2. 6 


V7QAA1 AAAQ1 A 


2 73 


3 9 


4 14 


4 98 


7 09 


6. 76 


V7QA AIAAAOO'S 
T /yAA lUUUOZO 


7 91 


9 99 


12 07 
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12 42 


6. 56 
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I /yAAIUUUH^4 
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1 84 


2. 75 
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1. 6 
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7, 27 


6. 71 
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6. 14 
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T / oAA 1 UUUoo 1 




10. 49 


17. 32 


26. 61 


30. 43 


27. 82 


V7QAA1rtnAOO'5 
I /yAAIUUUooO 


2 14 






2? 4 92 


3(> 4 59 


248. 21 


Y7QA A1 AAAflfvA 
T /yAA I UUUoDU 


1 69 
* 


6 g" ^ 


19 2 72 






4 21 


V70AA1 AAAOCC 
I / yAA I UUUCSOO 


3. 49 


6 78 


6 31 


9 28 


6 01 


8. 51 


Y7QAA 1 AAAOftO 
I /yAA IUUUOOZ 




76 


2 44 


3 08 


2 87 




V7QA A1 AAAQ7£ 


7 * 46 


10 04 


17 91 


27 36 


27 61 


25 46 


Y79AA1 000888 


4. 59 


5.07 


28. 1 


24.51 


38. 78 


22. 48 


Y79AA1 000902 


4. 65 


5. 74 


8.44 


12. 18 


12. 32 


7.68 


Y79AA1 000935 


3. 53 


5.99 


6. 69 


8. 28 


10. 07 


9.18 


Y79AA1 000959 


0. 74 


6.29 


4. 35 


6. 71 


5. 77 


6. 07 
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Y79AA1 000962 


1.22 


4. 45 


3. 18 


2. 9 


2. 41 


1. 79 






V70 A A 1 AflAG£0 

I /aAAlUUuaoo 


18.6 


26. 86 


35. 93 


31. 61 


42. 17 


49. 13 




5 


Y79AA1-000966 


18. 52 


19. 25 


58. 1 8 


77. 47 


116. 12 


61 . 1 






Y79AA1 000967 


8. 62 


8. 82 


33. 82 


34. 47 


40. 36 


29. 3 






Y79AA1 000968 


3. 32 


5. 67 


6. 89 


8. 86 


9. 4 


7. 96 


* 




Y79AA1 000969 


0. 91 


3. 18 


3. 04 


2. 66 


2. 91 


1. 41 




10 


Y79AA1 000976 


1. 43 


4. 72 


3. 02 


2. 55 


3. 51 


1. 43 






Y79AA1 000978 


1. 99 


5. 6 


7. 26 


6.9 


10. 54 


5. 56 






Y79AA1 000985 


9. 39 


12. 84 


40. 49 


38. 26 


44.3 


27. 89 




15 


Y79AA1 000989 


21. 59 


22. 49 


46. 19 


51.84 


58. 65 


55. 19 


* 




Y79AA1 000991 


22. 11 


22. 21 


110. 42 


72.46 


96.96 


82. 23 






Y79AA1001013 


59. 2 


62. 64 


140. 9 


174.85 214.13 


201. 9 


* 




Y79AA1001014 


2. 27 


4. 16 


4. 1 


4.8 


5.2 


6. 55 






Y79AA1001019 


3. 37 


5.89 


7. 74 


9. 24 


9. 02 


9. 43 


* 




Y79AA1001020 


5. 37 


7. 82 


9. 43 


12.31 


11. 11 


10. 86 


* 




Y79AA1001023 


0. 83 


6. 11 


2. 29 


1.22 


1.95 


1. 54 




25 


Y79AA1001030 


4. 23 


8. 79 


10. 87 


11.14 


10. 72 


12. 43 






Y79AA1001035 


0. 19 


2. 88 


0. 03 


14.44 


8.19 


17. 16 


* 




Y79AA1001041 


1.78 


2. 46 


2. 36 


2. 93 


2. 45 


2. 78 






Y79AA1001043 


11. 65 


12. 62 


15. 22 


8. 64 


12. 01 


14. 71 




30 


Y79AA1001048 


1. 1 


4. 78 


3. 73 


4. 05 


4. 52 


4. 21 






Y79AA1001056 


4. 56 


7. 82 


11.04 


8. 27 


7.11 


9. 94 






Y79AA1001061 


1. 53 


7. 79 


5. 28 


6.13 


7.46 


6. 66 






Y79AA1001062 


2. 62 


6. 14 


5. 02 


4.44 


6. 01 


4. 67 




35 


Y79AA1001068 


3.46 


6. 39 


7. 29 


6. 61 


8. 69 


7. 05 






Y79AA1001073 


8. 19 


13. 08 


17.46 


24.14 


22. 1 


29. 81 


* 




Y79AA1001077 


7. 1 


7. 08 


17. 15 


14. 69 


14. 74 


17.08 




40 


Y79AA1001078 


3. 11 


8. 34 


11.07 


5.01 


12.15 


12. 92 






Y79AA1001081 


3. 59 


5. 61 


4. 94 


9. 62 


9. 98 


10. 5 


** 




Y79AA1001088 


27. 75 


38. 61 


69. 33 


93. 1 


88. 97 


113. 04 


* 




Y79AA1001089 


4. 64 


7. 8 


11.92 


22.67 


22.6 


27. 73 


** 




Y79AA1001090 


1. 38 


4. 15 


2. 2 


3. 58 


2. 83 


2. 35 






Y79AA1001105 


3. 7 


5. 23 


15. 81 


12. 52 


22. 1 


13. 35 






Y79AA1001142 


8. 53 


13. 38 


15. 85 


14. 28 


11.42 


22. 32 






Y79AA1001145 


2. 22 


4. 68 


5.13 


4. 97 


6. 26 


5. 87 




50 


Y79AA1001162 


2. 27 


2.91 


1.62 


1.62 


4. 56 


4 






Y79AA1001167 


0. 86 


2. 76 


2. 38 


1.12 


2. 35 


0. 77 
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0. 57 


3. 33 


1.14 


2. 02 


1.68 


0. 88 




55 
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1.21 


5.5 


2. 22 


2. 35 


3. 01 
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Y79AA10Q1179 


6. 81 


8. 66 


16. 


73 


22. 82 


22. 64 


20. 07 




Y79AA1001185 


1. 33 


5. 3 


4. 


55 


3. 65 


4. 49 


5. 8 


5 


Y79AA10Q1201 


5. 69 


11.3 


46. 


13 


14. 57 


15.21 


19. 38 




Y79AA1001205 


1. 87 
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Table 353 

Expression of each cDNA in skin-derived fibroblast cells exposed and unexposed to 
ultraviolet light (the table also includes clones that are not described in Examples) 

In the table, UV_0h represents skin-derived fibroblast cells without ultraviolet irradiation; 
UV_4h and UV_24h represent skin-derived fibroblast cells 4 and 24 hours, respectively, after the 
irradiation. The assay was performed in triplicate (n=3) and each result is shown in the column 
of Expl , Exp2, or Exp3 . "t-test 0/4" and "t-test 0/24" represent the results of the test for 
significant difference between the unexposed cells and the cells 4 hours after the irradiation, and 
between the unexposed cells and the cells 24 hours after the irradiation, respectively. The table 
also includes the information on an increase (+) or decrease (-) in the expression level of the 
gene in the exposed cells 4 hours or 24 hours after the ultraviolet light irradiation. The results of 
the test for significant difference are shown in the columns of *p<0.05 and **p<0.01. 
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15.9 
47.47 
3.97 
Z1.55 



GAPDH(Crl) 
gactin(CrZ) 
ADR G LI 000005 
ADRGL100O007 
ADRGL1000009 
ADRGL1000011 
ADRGL1000027 
ADRGL1000058 
ADRGL1000O69 
ADRGL1000077 
ADRGLI000092 
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ADRGL1000136 
ADRGL1000147 
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AORGL1000171 
ADRGL1000181 
BGG111000015 
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BRAWH1 000040 
BRAWH1000050 
BRAIH1O0OOS1 
BRAIH1 000060 
BRAIH1000075 
BRAHH1000081 
BRAWH1000084 219. 
BRA1H 1000095 



Exp.1 Exp. 2 Exp.- 3- 

Tn 

256.82 283.53 414.29 



WW 
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13.26 
2.4 1.68 
84.24 29.04 
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4. 08 
41.45 
43.57 
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4.66 
9. 57 



28.92 
6.92 
22.23 
2.74 
12.1 
18.04 
12.07 
4.82 
4.85 

20.85 33.58 
86.78 63.26 
3.25 3.15 
103.56 87.24 
6.97 6.63 
23.41 12.71 
1.94 140.27 
6.67 5.04 



30.57 
12.97 
37.29 
7,24 
26.05 
16.02 
13.77 
4.8 
7.2 



TOT 

85.7 
8.72 
21.8 
5.6 
76.55 
10.67 
6.34 
55.77 
48.6 
70.27 
11. 64* 
7. 55 
8.28 
5.01 
18.02 
22.91 
74. 82 
11.. 
15.11 
14. 45 
77.71 
43.06 
71.87 
11.92 
57.91 
103.3 
18.43 
94. 88 
131.08 
32.46 
6.77 
7.21 
39. 68 
8.78 
15.82 
13.44 
42.98 
32.45 
29.88 
11.13 
38.12 
13.66 
22. 36 
23.1 
18.61 
S.71 
5.05 
27.15 
107. 91 
8.62 
102. 14 
15 
28.79 
3.27 
6.84 



Exp. 2 Exp. 3 
0.06 1.18 
388.38 117.29 329.8 



Exp.1 Exp. 2 Exp. 3 1 0/4 



13 6.44 
41.54 41.35 
2.65 



18. 35 
4. 02 

95.27 
3.58 
5.76 



TO? 
40.62 
3.32 
13.95 
2.04 



12.63 
2.48 
68.98 72.58 

5. 86 4. 59 

3.87 4.68 
73.06 40.91 54.59 

56.04 29.24 45.47 
58.84 40.95 44.91 

6. 52 5. 38 7 
10.23 10.38 
9.39 13.77 

4.83 6.43 
18.65 11.48 
10.68 12.73 

18.05 36.94 
3. 65 5. 27 

7. 84 9. 62 
9.12 13.53 

51.19 53.47 
30.88 42.51 
11.96 22.6 19.45 
5.79 4.65 4.41 
21.21 34.28 46.33 
77.48 91.38 82.2 
4.88 12.04 10.79 
128.41 120.85 102. 56 
158.03 99.22 95.02 
17.81 11.49 11.22 
6.26 6.74 
3.92 3.81 
15.95 28.36 
3.03 4.07 
9.14 8.43 
2.81 5.92 
30.63 34.86 27. 19 
12.36 20.86 15.06 
23.95 17.14 
5. 96 
20.76 
4.81 
13.7 
11.87 
14.58 14.48 
4.63 4.59 
4.67 2.83 
16.04 13.44 
121.47 88.32 
2.34 1.27 
122.05 99.97 107.12 
3.29 4.01 
20.72 20.86 22.65 
8.21 5.55 1.75 
7.47 5.22 4.62 



3.1 
21.69 
5.03 
14.77 



9.89 
23.6 
4.19 

13.93 

20.09 
8.26 
5.54 
8.77 

12.58 
19.5 

35.11 



6.12 
2.29 
14. 05 
2.47 
9.02 



16. 36 
5. OS 
22. 29 
3.91 
15. 56 
13.62 
10.65 
5. 52 
2.65 
12.14 
92.39 
1.81 



1.49 
189. 18 

— r 

31.64 
3.72 
15. 62 
3.18 
39. 84 
2.92 
4.23 
24.67 
24. 87 
35. 09 
5. 38 
7.3 
7.39 
3.69 
9.96 
10.32 
17.67 
2.72 
7.97 
6.75 
23.41 
16 
12.51 
2.7 
28.86 
85,4 
4.26 
66.52 
70. 52 
6.84 
2.23 
2.51 
14. 96 
2.48 
9.57 
2.64 
11.04 
12.11 
7.62 
3.21 
17.48 
2.55 
10.21 
8.4 
13.45 
2.19 
2.93 
8.98 
77.36 
2. 29 
58.34 
3.52 
19.13 
106.89 
3.81 



0.47 
190.26 157.87 



14.77 



I 
31.5 
1.8 2.91 
6.5 14.45 
0.81 3.5 
22. 31 39.9 
1.14 2.6 



2.59 
4.68 
5.18 
1.77 

11. 18 
15.5 

40.65 
4.69 



16.53 22.63 
15.29 7.23 



28.53 13.37 

91.4 89.21 

3.88 5.78 

26.75 52.39 



3.11 
1.95 

12.43 
1.85 
5.48 
2.63 
4.75 
29.5 

11.39 
2.99 

13.04 
1.06 
9. 28 
6.81 
8.59 
2.04 
2.18 
5. 99 

45.55 
1.14 



9.85 15.04 
121.2 155.45 
0.91 1.79 
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BRAWH1 000096 
BRAWH1 000097 

BR/iwioooroo 

BRAIH1000101 
BRAWH1000104 
BRAHH1000107 
BSAIH1000UO 
BRAIH 1000 111 
BRAWH1000135 
BRAIH1000190 
HEMBA1000005 
HEU8A1000006 
HEM8A1000012 
HEMBA1000020 
HEMBA 1000030 
HEMBA 1000034 
HEMBAI000042 
HEMBA1 000045 
HEMBA 1000046 
HEMBA 1000047 
HEMBA 1000048 
HEMBA1000050 
HEMBA1000D53 
HEMBA1000060 



HEMBA 1 000072 530. 32 
KEMBA1O0OO73 
HEMBA1OOC076 
HEMBA 1000084 
HEMBA 1000087 
HEMBA1 000088 
HEMBA10000S1 
HEMBA1Q00111 
HEMBA1000121 
HEMBA1000128 
HEMBA1000129 
HEMBA1000141 
HEMBA1 000146 
HEMBA10O01S0 



HEMBA10001S6 
HEMBA10001S8 
HEMBA) 0001 68 
KEMBA10O0180 
HEHA1000185 
HEMBA1000188 
HEMBA1000193 
HEMBA1000194 
HEMBAI000201 
HEMBA J0002 13 
HEMBA10002J6 
HEMBA1Q00227 
HEMBA!0O0231 
HEMBA1000237 
HEMBA100O243 
HEMBA1000244 
HEMBA1O00251 
HEMBA1000254 
HEMBA1000264 
HEMBA10OO269 
HEMBA1 000275 



5.38 
32.73 
3.44 
151.17 
3.11 
4.13 
63.35 
17.89 
7.97 
13.15 
35. 95 
9. 78 
142.4 
190.7 
20. 38 
15.22 
22.23 
12.71 
10.19 
4.05 
10.63 
3.15 
5. 98 
10.62 



7.84 
41.35 

HEMBA1000154 717.61 696.56 



2.35 
3. 05 
38.82 
21.39 
18.15 
6.74 
6.94 
12.4 
6. 55 
28.41 



6.14 
35.25 
3.77 
188.03 
5. 16 
9.11 
48.25 
14. 24 
7.93 
11.62 
34.82 
9.8 
148.44 
248.05 
15.29 
17.47 
17.73 
14. 02 
13.7 
7.12 
14.86 
3.21 
3.98 
It. 2 
492.25 
17.12 
23.42 
48. 38 
3.13 
3.73 
23.63 
20.11 
14.06 
4.73 
5.68 
7.4 



10.8 
18.74 
8.01 
3.02 
19.4 
6.28 
7. 66 
31.21 
13.81 
2. 97 
7.62 
2.73 
24.52 
76.81 
13.82 



4.34 

22.4 
6.51 

18.71 
10.5 

14.15 



18.5 
13.45 
6.75 
3.26 
18.48 
5.61 
7.79 
25.82 
8.63 
4. 59 
8.45 
4. 56 
27.31 
74.32 
10.47 
7.04 
4.41 
13.73 
3.56 
6.24 
40. 99 
8.26 
16.98 
12.84 
21.12 



9.95 
38.91 

6". 36 
182.43 
13 
10.29 
85.05 
19.42 
10.18 
18.33 
38.35 
11.36 
163.52 
252 
27.68 
15.15 
35.18, 

2.46 
20. 59 
13.48 
15.51 

10.5 

9.78 
18.18 
767.01 
39.76 
46.09 
54.47 

9.77 
12.72 
75.02 
44.78 
45.72 
14.38 
13.44 

22.8 
15.71 
48.05 
881.96 



5. 23 5.99 

16.1 26.45 

1.33 1.79 

124.31 137.07 

2.27 6.18 

5.8 8.93 

53.28 34.71 

6.38 13.57 

6.35 4.56 
11.13 9.11 
20.64 26.11 

1.4 5.53 

136.28 167.18 

200.63 259.1 

14.24 16.3 

7.36 10.81 



2.18 
2.13 
8. 93 
10.13 
366.98 



24.89 
26.38 
8.16 
7.51 
8.83 
4.62 
22.83 



454.74 531.19 

9.98 4.23 

7.7 2.81 

5.88 4.99 

4.2 2.93 

27.72 15.45 

5.62 6.91 

13.74 5.68 

20.52 12.15 

11.15 8.36 

5.36 2.78 

6.7 6.96 

4. 18 3. 58 

15.72 17.43 

66.84 69.97 

21.77 11.3 

7.59 2.86 



4.22 
7.22 
4. 22 
3.94 



1.63 
5.82 
2.15 
4.73 
21.15 22.57 
7.28 7.37 
19.85 12.71 
3.76 7.11 
13.92 11.11 



12.04 
4. 46 
42.03 
14.32 
3.75 
7.4 
18.05 
2.46 
112.45 
183.87 
11.52 
14.4 
12.68 

I. 39 
7.67 
2.97 
3.23 
2.35 
6.48 

II. 8 
354.83 

19.97 
16.31 
73.34 
0.86 
2.66 
71.96 
26.97 
19.11 
6.25 
6.55 
5.23 
7.46 
23.82 
670.47 
6.43 
4.64 
5.86 
2.73 
13. 55 
3.78 
7.85 
13.24 
7.64 
4.45 
6.62 
2.84 
21.38 
42. 93 
17.41 
4.81 
3.25 
7.35 
2.47 
5.35 
23.38 
8.84 
13.67 
6.81 
18.3 



5.29 
34. 97 

2.06 
156.93 

5.42 

6.91 
42.56 
11.88 

5.18 
12.15 
30.81 



114.91 
9. 52 
1.75 



72.6 
5.16 
1.45 



S.08 
4.87 
13.46 



3.8 1.71 7.12 
92.75 
186.01 

9. 94 

7.69 
19.66 

4.27 
13.72 

2.37 

4.43 

2.36 

2.35 

7. 34 
288.04 

20.8 
22.31 
43T.23 

1.69 

4.68 

24.1 
20.62 
16.09 

3.31 

4.13 

5.19 



21.05 

2.85 2. 17 

12.92 11.87 

0. 81 3. 55 

0.94 3.67 

0.05 2.24 

1.85 5.68 

2.99 9.16 

399.85 194.47 

18.82 12.3 

20. 51 20. 54 

26.25 43.33 
1.37 



28.66 
527.79 
3.69 
5.39 
6.83 
2.69 
13.51 
3.34 
S.99 

S.43 



0.94 
16. 38 
12.93 
9.88 
1.93 
5.51 
3.51 
2.57 



2.56 
30.08 
18.49 
11.04 
2.79 
3.9 



3.2 
6.13 
3.35 
21.29 
44.61 
12.09 
3.47 
2.37 
8.91 
2.98 
3.13 
10.3 
7. 59 
18.74 
3.4 



3.66 
3.09 
15.99 24.53 
542.09 612.33 
3. 2 3. 36 
2.06 3.26 
2.42 4.44 
1.65 3.39 
10.97 19.3 
2. 85 4. 56 
5. 1 6. 65 
11.15 12.72 
4.05 4.24 
1.24 
4. 35 
1.71 



12.5 20.49 

22.46 38.37 

8.84 11.38 

4.91 3.18 
2. 22 
6. 98 
1.73 
1.23 
5.45 



5.35 
3.19 
12.41 
7.78 
21.9 
8.93 

14.48 11.79 19.51 
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HEHBA1000290 
HEMBA1 000296 
HEMBA1 000300 
HEMBA1000302 
HEBBA1OOO303 
HEHBA100Q304 
HEMBA1000307 
HQBA10O0312 
HE1BA1000318 
HEM8A1000327 
HEMBA1000333 
HEJIBA1000338 
HEiBAt 000343 
HEBAI 000349 
HEM8A1 000351 
HEMBA1000355 
HEMBAI000356 
HEH8A1030357 
HEMBA1 000366 
HEMBA1000369 
HEMBA1000370 
HEM8A1000376 
HEMBA1 000387 
HEMBA10OO389 
HENBA1000390 
HEMBA1O0O392 
HEMBA1000396 
HENBA10004I1 
HEMBA10OO418 
HEM8A1000422 
HEIBA1000428 
fflBA1000434 
HEHBA1000442 
HEWA1000443 



HEMBA1000456 
HEIBA1000459 
HEKA1000460 
1OBA1000462 
HEMBA1000464 
HOBA 1000468 
HEMBA1000469 
HEI8A1000477 
HEMBAI000481 
HEHBA10Q0488 
HE1BA1000490 
1OBA1000491 
HEMBA1000498 
HEMBA1000501 
HEMBAt0O0504 
HEMBA 1000505 
HEBA1000507 
KEMBA 1000508 
HEJBA1000518 
HEMBA1000S19 
HEM8A10OO520 
HEBBA1000523 
HEH3A1000531 
HEMBAI000534 



HEM8A1OOOS40 
HEBBA1000542 
HEMBA10Q0545 
HEUA1O0OS47 



5.24 
13.84 
34.39 



20.77 
7. 67 
26.83 
14.81 



14.85 
9.76 
7.48 
16.95 
11.99 
34.47 
16.16 
10.73 
10. 72 
9 

90. 99 
26.37 
16.44 



9.8 
4.32 
10.46 
9.96 
8.49 
6.78 
3.73 
6.03 
56.88 
14.88 
15. 34 
23.55 
25.82 
7.56 
3 

22.54 
17. 38 
63.47 
14.11 
9 

5.32 
14.5 
7.87 
12.54 
6.92 
0.45 
26.91 
3.76 
85.07 
6.49 
11.85 
8.26 
28.94 
14.97 
18.41 
68.21 
10.72 
16.09 



10.06 
20.76 
45.51 
9.9 
13.76 
19.73 

6.72 
36.09 
16.32 
31.73 
8.3 

25.1 
14. 72 

16.3 
26.79 

8.03 
32.24, 
30.37 
15.42 
16.34 
13.78 

0.51 



14.19 
9.18 
13.72 
17.48 
0 

1.25 
4.63 
8.85 
14.31 
7.47 
28.05 
27.74 
28.93 
2.26 
6.06 
6.33 
34.83 
7. 59 
49.05 
8.09 
11.44 
17.42 
24.06 
2.74 
11.75 
7.08 
8. 28 
50.59 
6.48 
141.09 
13.06 



1.73 
12.54 
31.39 
5.14 
4.76 



1.* 
16 
55.86 
30.49 
2C.42 

96. S 
19.53 
26.19 



21.32 
6.25 

13.19 
2.23 



7.48 
39.62 
11.91 
5.17 
4.55 
4.72 
1.99 
0.67 
8.78 
4.59 
5.19 
1.73 
2.13 
5.45 
0.69 
0.25 
2.97 
2.11 
3.08 
1.38 
5.95 



8.34 
10.95 
0.21 
3.41 



19.56 35.1 
3.1 2.42 
13.67 12.74 



3. 55 
4.39 
7. 37 
2. 22 



5.15 
4. 42 

1.25 
3. 17 
8.2 
0.58 
8. 33 
2.1 
3.23 
6.26 
1.35 
15.86 
17.98 



3.68 
1.85 
17.42 
1.07 
5.51 



4.12 
8.06 
15.11 
2. 74 
4.13 



22.03 
5.32 

42.18 
6. 32 
0 

4.73 
24.81 

12.11 
7.05 
105.13 
13.15 
11.54 



7.01 
4.86 
5.04 
9. 74 
14.4 
4.51 
2.59 



6.26 4.22 
1.42 0.29 
9.37 11.46 



8.02 12.43 
126.6 107.62 

9.91 10.84 
11.54 13.04 



3.54 
5.85 
26.91 
3.51 
4.64 
12.2 

I. 61 
18.71 

2.82 
16.48 
2.41 
13.23 
6.58 
3. 79 
11.22 
1.27 
22.27 
14.62 
5.42 
6. 76 
5. 92 
56.72 
22. 74 
16.41 
7.47 
4.91 
3.88 
T.36 
4.56 
3.62 
5.22 
5.95 
2.87 
8.49 
46.56 
10.12 
11.74 
10.12 
13.12 
3. 55 
1.45 
27.65 
11.11 
17.9 
6.34 
6.84 
6.93 
16.82 
6. 04 
2.67 
5.6 
0.77 
38. 18 
3. 59 
47.48 
5.77 
4.15 
9.54 
41.37 
13.25 

II. 49 
49.4 
7.59 
5.83 



2.47 2.22 



5.2 



3.4 



28.62 
1.14 3.24 
2.88 3.92 
13.31 13.14 
1.51 3.67 
13.82 23. 54 



9.96 
6. 96 
4.75 
4.11 
2.17 
3.71 
7.58 
9.15 
3.75 
6.58 
7.22 



7.37 
2.53 
1.64 
18.23 
9.19 
5.55 
3.54 
7.56 
9. 22 



4.14 
2.35 
6.14 
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HEMBA100055! 
HEMBA1000555 
HEM6A1 090557 
HEMBA1000561 
HEMBA1000S63 
HEMBA1000567 
HEMBA1000568 
HEMBA1000569 
FOBAJ000S75 
HE*BA100058« 
HEM8A1000590 
HEMBA1000591 
HEMBA 1000592 
HEMBA1000594 
HEMBA1000604 
HEMBA 1000607 
HEXBA1 000608 
HEMBA1000622 
HEMBA 1000634 
HEMBA1000636 
HEMBA1000S37 
HEMBAfOOOESS 
HEMBA1000657 
HEMBA1000662 
HEMBA1000664 
HEMBA1000671 
HEMBA100DS73 
HEMBA1OO0S75 
HEMBA100Q678 
HEMBA10OO682 
HBIBA100068C 
HEMBA1000702 
HEMBA 1000705 
HEMBA1000713 
HEMBA10O07I8 
HEMBA1000719 
HEMBA10Q0722 
HEMBA1000726 
HEM8A1000727 
HEMBA100Q732 
HEMBA 1000736 
HEM8A100O743 
HEMBA1000745 
HEMBA1000747 
HEMBA1000748 
HEM8A1000749 
HEMBA 1000752 
HEMBA10007S3 
HEMBA 1000757 
HEMBA1000760 
HEMBA1000769 
HEMBA1O0O773 
HEMBA1000774 
HEMBA1000780 
HEMBA1000783 
HEMBA1000791 
HEMBAJ000793 
HEMBA1O0O8O2 
HEMBA1000813 
HEMBA1000817 
HEMBA1O00822 
HEMBA1000827 
HEMBA I 000833 
HEMBA1000835 



31.43 
23.07 
20.2 
6.79 
5.71 
2.91 
8.19 
2.57 
24.44 
7.1 
5.23 
24.12 
30.95 
5.11 
21.62 
59.03 
9.41 
7.92 
52.78 
27.22 
8.86 
30. 73 
14.08 
6.27 
6.29 
30.41 
24.11 
11.22 
5. 24 
34. 57 
21.71 
10.84 
4.6 
10.43 
27.65 
21.36 
10.72 
32.15 
16.97 
8.15 
9.38 
6.76 
7.61 
5.32 
7.08 
18.03 
9.61 
14.73 
11.82 
13.51 
7.76 
3.65 
21.34 
6.15 
8. 54 
29. 92 
30.39 
4.74 
46.62 
12. 55 
6.54 
13.88 
12.7 
118.36 



29.13 
51.65 
22.07 
6.3 
6.02 
1.55 
5.62 
3.31 
15.32 
5.81 
6.06 
22.46 
41.43 
7.29 
17.48 
59 
4.42 
7. 76 
74.71 
28.11 
11.75 
31.69 
9. Z8 
5.79 
6.77 
19.43 
24.74 
13. 93 
8.15 
35. 39 
40.16 
17.35 
3.75 
11 

31.72 
28.6 
14.07 
32.06 
26.82 
9. 73 
7.92 
5.78 
8.54 
4. 72 
6. 97 
20.17 
11.01 
8.44 
6.81 
13.09 
13.89 
4.13 
27. S3 
5.35 
7. 55 
28.02 
19.19 
2.72 
47.69 
12.98 
19.54 
14.84 
15.8 
117.03 



74.52 
28.63 
26.42 
13.7 
9.65 
3.34 
14. 84 
7.08 
39.5 
8.91 
5.7 
26.56 
24.53 
6.57 
22.7 
91.06 
6.41 
16. IS* 
70.68 
25.27 
7.97 
54.9 
10.28 
10.27 
9.71 
27.86 
28.83 
16.24 
11.3 
53.17 
35.85 
25. 73 
8.97 
19.66 
34.47 
18.8 
15.25 
69.89 
19.68 
16.83 
11.45 
11.72 
13.88 
12.62 
13.' 
33.28 
10.43 
14.96 
16.04 
20.98 
13.94 
15.13 
42.71 
9. 22 
8.23 
44. 77 
19. 38 
8.7 
50.56 
16.93 
13.74 
28.11 
16.64 
136. 17 



42.08 
16.75 
16.84 

3.18 
3.7 

2. 35 

8.57 

4.64 
24.17 

7.39 

5. 36 
10. 74 
10.67 

8. 37 
28.09 
71.67 

8.42 

9.11 
39.88 

25.4 

5.21 
27.54 

5.96 

3.02 

5.57 
31.58 
18. 72 
11.61 

5. 35 
14.17 
10.91 

7. 39 

3.21 

5.79 
19.34 
18.63 

12.4 
34. 36 

5.88 

6.74 

7. 38 

5.12 

4.04 

2.69 
6.2 
13. 55 
7 

4. 78 
4.91 
7. 09 
4.47 
0. 99 

22.13 
6. 03 
4.94 

28.48 
8. 64 
3.43 
27.4 
6.72 
4.86 

13.31 
5.65 
175.69 1 



15.85 
1.89 
5.59 
0. 99 
7.03 
2.77 

18.92 
8.88 
6.93 



51.82 
5.12 
9. 27 

65.82 



6.27 
5. 25 
22.01 
18.93 
14. 94 
7.05 



9.41 8.35 
17.98 21.82 



11.41 1 
7.08 

12,77 
7.77 27.92 
5.82 4.46 



10.48 
6.26 
5.68 



5. 39 
22.57 
16. 27 

2.84 



7.54 
20.08 
5.56 



27.97 
21.47 
21.6 
4.27 
4.89 
2.89 
7.88 
2.3 
17.36 
8.33 
4.07 
11.03 
10.57 
5. 32 
13.92 
60.28 
7.92 
9.94 
32.15 
9.12 
4.93 
21.5 
3.93 
2.93 
2.22 
20.58 
21.96 
It 46 
5.02 
13.73 
4.3 
7. 56 
3.08 
11.72 
22.89 
21.77 
7. 24 
36.32 
4.45 
5.57 
9.33 
5.16 
4. 98 
3.85 
8.23 
12.43 
4.8 
5.39 
2.56 
5.68 
9.68 
2.71 
30.47 
2.5 
3.76 
32.85 
13.32 
2.09 
30.89 
2.79 
4.29 
7.68 
3.19 
112.03 



18. 18 
21.24 
11.99 
2.09 
1.86 
1.41 
3.61 
1.18 
14 
2.25 
2.31 
5.76 
11.36 
3.27 
9.43 
42.6 
3.99 
3.81 
24.17 
9.28 
3.34 
18.39 
18.82 
4.16 
2.8 
14.98 
17.14 
6.91 
1.55 
23.76 
11.52 
7.08 
4.72 
6.95 
15. 55 
16.83 
4.41 
22.04 
8.11 
4.8 
6.94 
3.39 
2.87 
2.1 
3.96 
12.59 
4.54 
6. 35 
3.42 
4.5 
6.14 
1.47 
15.88 
2.74 
3.66 
19.21 
16.07 
1.11 
15.81 
1.89 
1.48 
5.83 
1.79 
74.79 



17.63 
16. 53 
15.53 
3.68 
4.27 
2.17 
9.31 
2.24 
17.06 
5.9 
4.39 
13.01 
12.37 
3.89 
17.25 
51.42 
8. 94 
11.14 
25.34 
12.36 
3.68 
24.41 
5.24 
3.38 
4.62 
15.56 
28.31 
7.33 
1.87 
33.18 
5.8 
9.42 
3.61 
13.37 
26.61 
13.89 
3.46 
41.04 
7.29 
5.38 
12.57 
8.47 
5.45 
3.4 
6.55 
18.76 
8.58 
8.17 
2.84 
6.77 
7.78 
3.38 
17. * 
2.78 
3.46 
32.35 
12.64 
2.74 
34. 56 
3.94 
3.36 
12.73 
1.87 
83.7 
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HEMBA 1 000843 
HEMBA1 0008S1 
HEMBA100O8S2 
HEMBA1 000867 
HEMBA1000869 
HEMBA1000870 
HEHBA1000872 
HEMBA1000875 
HEMBA 1000876 
HEMBAI 000907 
HEMBA 1000908 
HEMBAI 000910 
HEMSA1 000918 
HEMBA1000919 
HEMBA 1 000934 
HEMBA 1000935 
HEMBA1000940 
HEMBA 1000942 
HEMBA 1000943 
HEMBA 1000946 
HEMBA1 000960 
HEMBA10O0962 
HEMBA10O0968 
HEM8A1000S71 
HEMBA1000972 
HEMBA1000974 
HEMBA1000975 
HEMBA10O0979 
HEMBA1000981 
HEMSAI000983 
HEMBA1000985 
HEMBA1000986 
HEMBA1OO0991 
HEMBAi 001007 
HEMBA1001008 
HEMBA10O1009 
HEM8A1001014 
HEMBA1001017 
HEMBA1001O19 
HEMBA1001020 
HEMBA1001021 
HEMBA1001022 
HEMBAI 001 024 
HEMBA1001026 
HEMBA100104J 
HEMBA1001051 
HEMBAI 001052 
HEM8A1001059 
HEMBA1001060 
HEMBA1001064 
HEMBA1001071 
HEMBA 1001 077 
HEMBA1001078 
HEMBA1001080 
HEMBA1001084 
HEM8A1001085 
HEMBA10Q108S 
HEMBA1001093 
HEMBA1001094 
HEMBA1001099 
HEM8A1001104 
HEM8A1001109 
HEMBA1001114 
HEHBAI0Q1121 



12.55 
7.99 
16.57 
6.41 
6.66 
16.63 
19 
7.38 
12.29 
4. 99 
7.89 
4.91 
21.04 
4.44 
4.04 
4.4 
8.69 
12.05 
2.61 
5.48 
30.15 
10.91 
9.18 
12.8 
8.17 
17.96 
8.54 
12.05 
31.09 
16.01 
7.28 
13.51 
15.73 
6.2 
5.26 
2.98 
36.78 
7.14 
6.35 
9.13 
4.2 
10.5 
1.82 
3.74 
6.37 
120.57 
6.69 
56.7 
22.93 
7.94 
2.97 
6.95 
13.55 
18.26 
10.12 
12.67 
3.47 
5.99 
3.87 
4.27 
3.23 
55.09 
101.03 
8.11 



15.69 27.26 
8.88 11.08 



16.2 
6.41 
12.13 
12.04 
3.64 
8.05 
31.88 



6.39 
12.11 
20.05 

9.04 



7.99 
57. 32 

12.9 

5.48 
10.99 

9.05 
10.29 

5. 27 
5.2 

6.61 



11.63 
8.35 
5.65 



12.02 
14.13 
2.77 



4.88 
5. 58 
49.61 

160.97 118.61 

7.04 9.73 



10.87 



96.04 



4.87 
7. 34 
4. 73 
6.78 
22.9 
5.78 
It. 86 
12.11 
8.83 
4.91 
15.8 
13.38 
3.64 
2.95 
2.44 
33.05 
9.32 
7.22 
8.19 
3. 87 
9.91 
3.68 
2.99 
4.42 
111.88 
6.15 
96.6 
16.88 
5.61 
8.63 
10. 99 
15.7 
14.28 
11.43 
10. 37 
3.04 
5.52 
1.83 
6.66 
7.66 
54. 26 
64.42 
5.44 



12.36 
3.75 

10.22 

12.17 
6.58 
7.25 
11.2 
4.19 

10.69 
7.88 

10.96 
5.91 

23.52 
2.86 
3.21 
4. 92 
5.94 

11.92 
1.63 
4. 51 

41.58 
9.87 
5. 67 
7.24 
5.58 

19. 86 
4.48 

10.02 

16.96 

12.27 
4.64 
12.5 

13.44 
3.96 
3.18 
3. 53 

32. 39 
5.72 
3.14 
4.18 
3. 59 
9. 22 
2. 95 
4.11 
5.68 

82.79 
5.41 

52.77 

16.28 
6.84 
6. 39 

11.81 

24.22 
9.2 
8. 23 
7.16 
2.22 
4.12 
2.98 
5.88 

21.55 

41.61 

78.99 
4.04 



9. 92 
3.94 
6.68 
12.73 
4.87 
8.9 
8.26 
4.92 
6.67 
10.61 
1.89 
4. 56 

19.82 
3.17 
2.45 
2.1 
4. 28 
8.31 
0. 43 
6.06 

37. 38 
8.15 
5.5 
3.99 
5.96 

19.01 
4.06 

10.56 

23.49 
20.3 
4.99 

15.39 
8.96 
2. 18 
4.1! 
2.07 

34. 29 
6. 57 
5. 53 
5.07 
5. 86 

14.59 
3.77 
4.69 
7.-08 

99. 92 
3.95 
73 

14.69 
7.38 
5.39 

13.69 

16.62 
7.86 
10.4 
7.36 
2.64 
4. 26 
1.32 
4.18 

10. 79 

45.47 
99.5 
4.32 



12.67 
6.33 

11.13 

16.16 
5.66 
6.35 
7.42 
3.96 

12. 67 
8. 24 
2. 83 
8.84 

25.88 
3.08 
2.55 
3.77 
6.33 

14. 27 
1.65 
3. 38 



4. 92 
4.56 
5.46 
13.64 
6.6 



16.5 7.76 

26.22 14.59 

15.26 9.78 

4.05 3.11 

12. 22 6. 19 

12.92 7.37 

2.52 1.45 

4.27 1.46 

2.05 0.9 

37.95 15.24 



!.97 



4.21 
3.87 
8.01 
6.3 
10.15 
2. 92 
3.01 
4.73 



3.26 1.85 

3.82 3.2 
14.25 7.88 
14.01 11.12 

8. 52 S. 91 

9.72 8.19 

4.71 4.47 

4.75 3.73 

1.79 1.61 

3.44 1.48 

5.83 I. SB 
44.91 34.62 
43.15 105.03 

4.43 2.6 
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HEMBA1001122 
HEMBA1001123 
HEMBA1001133 
HEKBA1001137 
HEJKBA1001140 
HEMBA1Q01144 
HEMBA100114S 
HEMBA1001158 
HEMBA1001172 
HEM3A100T 574 
HEMBA1001175 
HEKBA1001182 
HEMBA100U84 
HENBA1001192 
HEMBA 100 1196 
HEMBA100U97 
HEWA1001208 
1CIBA1001213 
HEWA1001214 
HEMBA1001221 
HEWA1001225 
HEMBA1001226 
HEWA1001228 
HEKBA1001229 
HEH8A10O1235 
HEIBA1001238 
HEMBA1001242 
HEIBA1001247 
HEHBA1001253 
HEMBA1O01257 
HEMBA 1001 261 
HEMBA1O01262 
HEU8A100126S 
HEHBA1O01266 
HEMBA1O01269 
HEM8A1001272 
HEMBA1001279 
HEIBA1001281 
H3BA1001286 
HEWA1001289 
HEMBA1001291 
HEMBA1001294 
HEWA1001296 
HEMBA100I297 
HEMBA100129S 
HEWA1001302 
HEB8A1M1303 
HEUA1O01306 
HEWA1001308 
HE1BA1001310 
HEWA1001312 
HE»A1001319 
HHBA1001322 
HEMBA1001323 
HEHA1001326 
(CMBA1001327 
H9BA1OO1330 
HEWA1001348 
HEWA1001350 
HEMBA1O013SI 
HEMBA1O01352 
H3BA1001353 
HEMBA1001358 
HEMBA1001361 



9.39 
17.13 
8. 92 
6.57 
9. 64 
75.62 
228.88 
11.25 
13.23 
4. 77 
25. 64 
253.75 
2. 72 
7.71 
20.51 
377.82 
6.77 
162.45 
10.4 
12. 82 
4.23 
43.15 
5.8 
171.43 
51.44 
19.14 
153.09 
33.3 
159.45 
10.7 
6. 83 



12 
15.44 
22.75 
62.54 
5. 33 
26.1 
43. 22 
42. 39 
4.71 
3S.57 
8. 41 

7. 97 
10. 62 
34.22 
25. 32 
10.97 
14. 82 
44.73 

8. 14 
42.22 
3.83 
10.16 
41.14 
38. 26 
22.04 
29.76 

8. 77 
11.78 
31.73 
16. 11 

239. 33 
74.35 
9.19 



9.29 
17.37 

6.97 

7. 37 

11.4 
79.41 
419. 26 
10. 45 
15.14 

4. 96 
49. 85 
199.19 

5.66 

9.61 
33.03 
621.74 

4.91 
150.13 
IS. 18 
12.25 

4.43 
51.42 

4.52 
141.71 

62.4 
19.72 
161.43 
29.15 

91.8 
11.57 

4.18 

7.56 
18.41 
26.99 
134.76 

4.56 
31.13 
55.66 
33.78 

4.83 
24.72 
15.41 
20.0$ 
19. 22 
39. 68 
40.78 

8. 86 
11.94 
35. 49 

6.04 
39.35 

6.75 
10.91 
36.93 
32.16 

9.71 
31.78 

6.35 
12.52 
33.01 
10.31 
87.11 

56.7 

10.7 



17.71 
24. 47 
12.93 
12.88 
16.66 
130.35 
297. 93 
12.32 
21.25 
13.93 
37.18 
217.61 
6.46 
13.89 
45 
482. 95 
9. 09 
151. 86* 
18. 46 
13.21 
8.6 
64. 65 
8. 07 
227.65 
68.51 
19.8 
160.67 
48.14 
142.61 
12. 78 
8.42 
5.09 
25 
30. 66 
5. 56 
13.33 
42. 25 
55. 89 
59. 69 
S. 28 
38. 55 
16. 09 
12.99 
19.19 
53.21 
38.96 
13.92 
17. 26 
88. 39 
8.8 
44. 87 
12. 77 
17. 38 
47.79 
36.43 
15.11 
64.11 
12.87 
19.81 
83.64 
24. 58 
196.31 
93 
19.27 



6.58 

15. 29 
3.69 
4.24 

10.87 
64.7 

34.88 
5.71 
10.8 
3.36 
5. 53 
213. 83 
2.92 
5.11 

22.81 
613. 89 
4.11 
224.78 
6.51 
2.1 
1.43 

33. 28 
5.69 
215.79 

46.01 

10.86 
152.69 

21.32 
116.02 
5. 67 
7.74 
4.62 
9.71 

16.84 
0.22 
2. 87 

28.49 

31.39 

41.4$ 
3.13 

19. 37 
9.8 
5. 33 
4.41 

25. 14 

17.94 
4. 53 
5.51 

29.14 
2.67 

10.33 
3 

3. 57 
17. 38 

4. 89 

7. 86 
34. 57 

5.62 



30.75 
21.23 
11.26 



5.73 
11.78 
4.11 
4.79 
12.26 
57.88 
83.53 
7.87 
9.67 
4.72 
36.99 
179. 06 
7.84 
4. 84 
18.19 
355. 35 
4.25 
129. 48 
7.45 
6.95 
2.73 
48.87 
4.51 
153.09 
34.3 
15.88 
145.07 
32.34 
138.28 
10.33 
2.14 
4.49 
8.97 
17.03 
1.58 
3.94 
33.02 
34.2 
36.64 
4.27 
18.57 
8. OS 
6.56 
7.4 
29.23 
26.15 
5.04 
7. 45 
49.52 
3.81 
40.14 
5.03 
7.15 
18.24 
17.62 
12.59 
26.99 
7.19 
3.89 
14.04 
5.27 
66. 77 
34.67 
10. 32 



6.53 
13.71 
4. 57 
2.86 
10.82 
71.91 
106.81 
10.11 
9.91 
5.71 
18.9 
196.11 
3.84 
2.98 
24.13 
492.48 
4.69 
188.61 
6.56 
5.45 
4.08 
38.83 
3.32 
225.88 
36.55 
9.5 
151.85 
22.28 
127.87 
4.37 
4.76 
6.27 
12. 14 
12.35 
0.07 
3.83 
28.73 
26.87 
48.02 
3.23 
13.13 
6. 28 
3.52 
5.61 
20.66 
22.11 
4.42 
6.38 
28 
3.08 
18. 42 
13.5 
4.09 
15.31 
29.01 
16.77 
26.81 
5.23 
6.89 
17.67 
4.13 
70.17 
61.64 
15.03 



8.45 
43.23 
28.23 



6.53 
166.5 
2.54 
2.49 
7.47 
223.5 
3.47 
135.18 
4. 99 
2. 31 
2.02 
29.67 
3. 32 
105.81 
26.36 
15.04 
99.19 
34.27 
95. 67 
9.19 
3.41 
3.32 
13.41 
18.86 
24.28 
3.1 
22. S3 
21.08 
50.11 
3.56 
19. 39 
18.25 
5.19 
6.49 
39.68 
18.04 
4.71 
3.83 
40.25 
5.37 
38.81 
4.72 
5. 93 
13.85 
7. 49 
4.84 
34.76 
5.41 
7.45 
14.45 
8.48 
148.92 
20.12 
5.66 



2.9 3.3 

2.06 3.89 

8.07 5.83 
38.4$ 52.04 
79.02 93.39 

4.55 5.45 

8.89 11.23 

3. 53 3. 57 

8.52 5.43 

128.3 113.47 

1.64 3.55 

2. 97 4. 44 

12.08 16.7 

509.73 494.09 

2. 44 4. 54 



97.08 
3.77 
0.75 



115. 
6.34 
2.8 
2.52 

18.32 24.38 
1.37 1.24 

85.9 109.68 

20.23 22.59 
10.36 16.33 
75.76 86.89 
20.52 27.05 
74.41 74.86 

6.06 4.62 

1.78 5.45 

1.44 

14.3 11.72 

10.28 14.84 

23.59 16.64 

1.67 1.95 

17.36 24.84 

11.24 15.62 
34.66 41.6 

1.6 3.12 

15.96 11.69 

5.05 15.73 
2.03 4.63 
1.83 3.17 

22.86 32.79 
11.91 7.95 
4.03 7.45 
6.28 
28.31 
3.64 
18.56 



2.59 
10.42 

3.64 

4. 12 
20.01 

4.95 

5.17 
12.88 

3.75 
56.48 39.11 

9.88 14.9 

3.47 4.41 



1371 
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HEHBAtOOt364 
HEIBA1001375 
HEM8A10013T7 
HEUBA1001383 
HOI8A1001387 
HEKBA1Q01388 
HEKBA10C1390 
HEMBA1001391 
HEHBA1001398 
HEMBA1001405 
HEMBA1001406 
HENBA1Q014Q7 
HBBA1001411 
HEMBA1001413 
HEM3AI001414 
HEMBA1001415 
HEMBA1001416 
HEMBA10D1432 
HEMBA1001433 
HEM8A1001435 
HEHBA1001442 
HEKBA1001446 
HEHBA1 001450 
HEWA1001454 
HEMBA1001455 
HEMBA100145S 
HEHBA1001461 
HEH8A100U62 
HOBA1001463 
HEMBA1001469 
HEMBA100I473 
HEMBA1001477 
HEMBA1 001478 
HEiBA1001480 
HEKBA1001483 
H0BA1 001490 
HSBA1001495 
HE1BA1 001497 
HEMBA1001510 
HEMBA1001515 
HEMBA1D01517 
HEHBA1001S22 
HBBA1001526 
HEMBA1001533 
HBBA1001547 
H8BA10C1552 
HEWA1001553 
HEMBA10015S7 
HEMBA1Q01563 
HEMBA1001566 
H0HBA1OO1569 
HEKBA1001570 
HEHBA1001S79 
HEMBA1 00 1581 
HQBA10C1S82 
1€»A10015S5 
HEM6A1001589 
HEMBA100159S 
JSBA1001B04 
HBBA1O016O8 
HBBA1001615 
KEMBA1001620 
HOBA1001621 
HEB8A100163S 



s.ss 

10. 82 
30. 09 
3.91 
4.6 
3. 38 
16.82 
2.64 
7.95 
12.88 
1.07 
26.07 
12.19 
3. 96 
10.32 
108. 07 
S. 94 



3.3 
5.11 
448.61 
5.84 
3.77 
87. 92 
32.58 
4.27 
13.66 
30.98 
9. 43 
1.15 
23.94 
7.37 
143. 72 
3. 38 
12.29 
20. 97 
14.01 
29.87 
50. 34 
6.77 
4.96 
8.97 
12.78 
8.05 
10.67 
5.91 
2.97 
11.17 
7. 49 
6.8 
4.27 
9.15 
10.89 
95. 92 
4. 11 
12. 19 
6.81 
7.95 
152.72 
23.66 
43. 55 
5. 42 
30.69 
8.82 
3.29 



5.71 
8.04 
30.45 
6.12 
4.17 
12.99 
20. 96 
5.63 
9 

15.37 
1.48 
42.46 
10. 95 
7.52 
10. 99 
112.24 
4.6 
3.49 
5.55 
559. 24 
10. 08 
5.34 
103.44 
33.13 
6.3 
26.28 
26.88 
9.05 



4.7 
42.87 
9.89 
139.98 
2.99 
13.63 
27.37 
20.37 
31.18 
63.13 
7.43 
2.98 
7.98 
16.29 
10. 86 
13.52 
8.31 
4.72 
10.19 
2.45 
2.01 
3.01 
15.35 
22.06 
121. 26 
4.25 
16.67 
4.99 
8.96 
179.08 
24.89 
20.96 
4.63 
48.66 
12.26 
3.32 



8.25 
9.96 
47:44 
10.35 
9.82 
10.77 
41.58 
S. 55 
20.79 
29.38 
6.07 
89.39 
23.78 
13.68 
22.49 
218.31 
7.89 
7.34 
7.48 
661.15 
7.28 
6.49 
150.5 
59.47 
7.42 
34.13 
43.29 
11.64 
4. 74 
64. 76 



11. ! 
283.29 
11.83 
23.93 
23.32 
28.13 
55.68 
114.17 
13.73 
9.2 
15.08 
21.22 
20.31 
23.12 
10.54 

5.75 
22.05 
11.09 
15.37 

8.62 
27.87 
19. 57 
222.36 

7.71 
20.04 

13.1 
19.02 
178.84 
37.02 
66.71 

6.98 
53.49 
20.39 

8.82 



5.34 
6.56 

34.01 
4.08 
4.35 
8.84 
20.9 
6.35 

14.55 

17.27 
4.64 
34.3 

12.34 
7.68 

13.09 
283.58 
5.06 
4.93 
5. 92 
777.73 
7.83 
8.2 
232.41 

19. 79 
3.13 

12.19 

63.45 
4.2 
4.99 

64.17 
4. 59 

91.65 
2.63 
4.88 

22.22 

15.26 

75. 52 
128.19 
8.69 
1.95 



8.32 6.23 
6.52 8.S5 
31.38 34.79 



13.96 11.27 
20.32 29.35 



10.11 
15.08 
2.23 



4.57 
10.1 
16.39 
2.45 



28.94 28.07 
16.6 



9.01 



12.91 
4.74 

11.95 

139.52 200.62 

3.57 4.15 

5.95 7.57 

7. 1 6. 22 
679.52 650.29 

12.04 8.46 
4.64 

124.8 175.34 

12.7 25.66 

5.27 4.96 

9.69 14.19 

32.06 36.73 

7.04 S.63 

6.6 4.02 

33.38 52.34 
3.3 

145.02 139.05 

2.55 3.35 

9.2 12.63 
18.94 28.05 
17.45 15.48 
52.85 69.44 

117.69 1 37. 5 



6.1 
10.39 
6.19 
12.09 
8.17 
6.36 
10. 98 
3.83 
5.55 
2.13 
11.41 
12. 99 
134.48 
3.25 
15.87 
7.76 
7.86 
145.86 
23.72 
67.7 
6.61 
25.04 
18.14 
2.2 



8.1 
4 

6.94 
13.01 
10.35 
16.84 



5.56 
12.27 
4.84 
6.29 



9. 57 
2.49 
11.05 
5.27 
6. 53 
3.6 3.87 
11.78 14.08 
13.03 16.53 
102.06 70.96 
2.45 2.33 
10.82 11.89 
5 7.16 
6.17 
142.24 141.98 
21.32 19.26 
43.63 57.55 
4.72 4.09 
17.81 22.67 
12.47 10.32 
2.68 3.13 



4.19 
3.93 
26.34 
3.04 



3.4 
9.09 
13.42 
3.84 
26.15 
13.01 
4.77 
7.42 
S4.4 
3.74 
4. 22 
4.04 
640. 12 
5.85 
3.45 
89.47 
18.88 
6.16 
9.18 
26.62 
4:19 
4.68 
14.36 
2.71 
125.85 
2.27 
3.97 
14.33 
22.44 
21.73 
43.07 
5. 34 
1.96 
7.39 
10.54 
6.93 
9.42 
6.23 
2.68 
5.91 
3.14 
4.15 



2.87 3.41 

6. 03 4. 02 

19.08 22.43 

1.16 2.13 

2.3 4.29 

2.79 4.79 

17.7 27.56 

1.38 3.14 

3. 86 9. 96 

7.68 15.76 

0.53 2.8 

15.14 21.96 

4.8 11.91 

2. 46 3. 91 

9.57 11.87 

74.64 97.27 

1.73 3.21 

3. 23 2. 6 

2.29 5.52 

377.73 869.06 

1.96 2.4 



2.72 
10.01 
13.02 



2.2 
8.02 
9.14 
25.6 
0.91 

13. 98 
4.04 
7.81 
126.66 

IS. 97 

24. 58 
3.11 
7.35 

10.67 
2.05 



4. 75 7. 32 

6.16 11.58 

2. 5 7. 38 

1 5.09 
7.82 10.68 
6.97 8.01 

2 6.53 
1.62 3.88 
5.27 11.03 
4.13 3.81 

43.38 73.16 



83.83 110.77 

14.33 15.78 

18.07 23.43 

2.02 10.18 

9.47 10.42 

8.68 14.11 

0.94 1.44 
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HEMBA1001635 
HEHBA1QQ1S40 
HEMBA 100 1847 
HEUBA10016S1 
HEMBA1001855 
HEMBA1001658 
HEMBA1001S61 
HEJffiA10O1665 
HEKBA10Q1670 
HEUBA1001672 
HEM3A1001673 
HEHBA1001675 
HEHBA1001676 
HEHBA100I678 408. 
HEMBA100I680 17, 
HEMBA1001681 4 
HEKBAI 001684 9 
HEMBA1001695 
HEMBA10017O2 
HEMBA10O1709 
HEMBA1001711 
HEHBA1001712 
HEH8A1001714 
HEMBA1001717 
HBIBA1001718 
HEMBA1001723 
HEM8A1001731 
HEHBA1001734 
HEJBA1001736 
HEM6A1001741 
HEMBA1Q01744 
NEMBA1001745 
HBBA1001746 
KEH8A10Q1761 
HEMBA1001762 
HEHBAI0017S1 
HEIIBA1001784 
HEMBA1001791 
HEMBA1001794 
HEWA1001800 
HEH8A10018O3 
HEMBA1001804 
HEM6A1001808 
HEMBA1001809 
HEMBA1001811 
HEMBA1001815 
HE1BA1001816 
HEJBA1001819 
HEMBA10Q1S2O 
HEMBA1001822 
HSIBA1001824 
HEHBA1001835 
HBBA1001844 
HEI8A1001847 
HEHBA1O01849 
HEWA1001850 
HBAA1001861 
HHBA1001862 
HBBA1W1S64 
HEIBA1001866 
HEMBA1001869 
HEMBA10Q1871 
HBBA1 001876 
HEWA1001878 



3.01 
29.8 
5.45 
40.26 
10.17 
5.48 
1.92 
5.27 
14. 59 
5.67 
67.5 



21.34 12.68 
2.27 3.66 



9.98 
6.3 
4.21 
2.14 
4.46 
17.3 : 
5.44 
12.02 
6.01 
4.38 
2.72 
3.48 
7. 38 
15.06 
3.63 
6.61 
10 
4.09 
12.27 
15.21 
7.14 
5.49 
20.29 
3.21 
13.17 
10.28 
1.39 
10.03 
4.85 
12.35 
15.52 
6.04 
1.8 
10 
5.2 
9.56 
8.02 
5.48 
6.93 
16.31 
2.36 
13.85 
2.79 
5.87 
12.96 
3.56 
4.6 



460.84 545.99 

21.9 34.13 

7.09 7.6! 

10.79 18.71 

10.78 12.21 

4.98 12.28 

4.26 13.24 



9.14 14.78 

17.09 25.61 

3.42 4.47 

31.74 17.1 

3.87 7.65 

7.28 17.71 

19.53 27.66 



8.8 14.72 27.92 



2.63 2.16 

23.27 24.57 

4.05 6.97 

64.68 55.88 

6.79 14.34 

3.21 27.79 

1.72 2.22 



3.17 
10.01 

4.38 
79.52 
11.92 

9.03 9.2 
212.4 385.11 

4.77 16.15 



2.96 
11.18 
5.16 
76.6 
12.54 



4.19 
5. 52 
4.59 
2.87 
2. 55 
4.65 
4.68 
3.87 

10.04 
6.91 
3.89 
2.09 
4.34 

12.76 



4.17 
11.55 
2. 95 



2.77 
27.06 
10.29 
14. 76 
15.84 

8.04 



5.38 
5. 03 
18.6 
4.07 



11.53 
23.68 
4.54 
5.16 



6.03 
7.17 
5.86 
3.73 
2.4 
5.15 
4.43 
6.98 

12.58 
7.4 
3.74 
2.33 
3.76 

10. 32 



1.96 
21.36 
2.61 
51.2 
13.87 
21.94 
1.93 
2.46 
7.78 
2.99 
62.66 
11.44 
9.7 
245.37 
9.85 
3.95 
3.85 
5.01 
2.48 
2.49 
6.37 



6.4 
3. 51 
1.98 
3.13 
13.2 

31.53 
4.88 
3.45 

11. S3 
4. 97 
9.07 
7.74 

32.45 
6.87 

17.58 
5.03 

17.41 
6.76 
1.86 
19.9 
4.31 

16.04 

17.05 

17.69 
3.45 

12.64 
5. 78 
6.11 
9.57 
4.88 
7.2! 

20.58 
3.99 

16.11 
4.4 
6.62 

23.14 
3.49 
4.33 

10.62 



34.37 
5.21 

30. 59 
15 

17.32 
2.04 
2.94 

13.23 
5.11 

79.54 
8. 96 
5.97 
243.82 
5.24 
5.56 
8.63 
6.15 
2.67 
3 

2.22 
6.13 
4.35 
8.97 
6.45 
3.82 
2.59 
3.75 
4.98 

19.64 
3.08 
2.53 
7.31 
4. 55 
10.3 

12. 65 
4.84 
4.96 

18.71 
5.14 
14 
5.06 
0. 98 

10.22 
3.6 

11.75 

15.48 
7.85 
1.98 

12. 36 
4.67 
3.44 
5.22 
3.96 
7.8 

11.51 
2 

10.11 
3.29 
3,42 
5.91 
3.21 
3.76 
6.43 



2.43 
24.57 
2.15 
17.33 
5.01 
4.91 
0.71 
1.87 
9.01 
2.78 
46.76 
6. 24 
3.49 
358. 42 
7.39 
3.95 
7.5 
3.07 



1.2 
6.76 
2.84 
6.51 

10.68 
3.75 
0.63 
6.85 
0. 98 
4. 66 
6.54 
3.19 
8.87 
7.47 
1.11 
2.6 
2.25 
4.81 

10.06 
1.17 
4.15 
4.37 



2.09 

21.57 
4.19 

15.12 
12.4 
4.4 
3.46 
2.02 

14. 55 
4.53 

80.49 

12.74 
7.17 
324. 52 
4.29 
9. 27 
7.69 
8. 56 
1.76 
2. 49 
3.22 
7.4 
2.27 
8.75 
4. 35 
1.25 
1.73 
2.79 
5.27 

21.03 
1.67 
1.77 

10.54 
3.77 
7.64 

10. 68 
5.94 
6.54 

12.87 
4.39 

14.18 
9.33 
0.86 

12.88 
5.25 

11.06 
15.2 
9.93 
2.02 

15.78 
4.7 
3.04 
4.99 
3. 69 

10.07 

10.97 
3.64 

10.67 
6.43 
S.52 

12.62 
2.75 
6.11 
4.82 
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Table 361 



HEMBA1001879 23.8 24. S7 36.17 



HEMBA1001884 22.79 25.41 
" 3.21 

5.79 13.13 

HEMBA1001890 12.55 17. 2 16.26 
13.4 18.92 
9.32 14.65 
9.43 25.81 
13.84 17.03 18.88 
84.18 136.96 1 04.54 
8.8 18.15 15.1 
63.5 67.85 178.77 



HEMBA1001896 
HEMBA1001899 
HEMBA 1001 904 
HEMBA1001910 
HEMBA1001911 
HEMBA1001912 
HEMBA1001913 



HEMBA1001918 
HEMBA1001921 
HEM8A100193I 
HEMBA1001939 
HEMBA1001940 
HEMBA1001942 
HEMBA1001944 
HEMBA1001945 
HEMBA1001950 35.24 36.06 



HEMBA1001951 
HEMBA1001958 

HEHBA1001960 11.92 
HEMBA1001962 

HEMBA1001964 11.99 

HEMBA1001967 33.16 



8.62 
9.63 
17.69 



39.57 

10.8$f 4.21 
8.79 
7. 93 
9. 94 
9.07 



3.06 



9. 82 
16.23 
11.5 



HEMBAI001915 9.95 12.39 24.42 



11.2 
22.25 
14.23 



12.5 
12. 62 
21.38 
15.17 
21.45* 



HEMBA10O1979 
HEMBA1001987 
HEMBA1001991 
HEMBA1002003 
HENBAt 002005 
HEMBA I 002008 
HEMBA1002018 
HEMBA1 002022 
HEMBA1 002029 
HEMBA] 002030 
HENBA100203S 
HEMBA 1002037 
HEMBA 1002038 
HEMBA 1002039 
HEMBA1002042 
HEMBA1 002043 
HEMBA1002048 



39.37 38. 17 52.67 
3.68 3.88 9.13 
13.79 24.84 
10.82 11.31 28.75 
28.18 
31.(1 63.39 
6.61 
7.7 



6.77 
6.84 
4.14 
3.19 



2.8 



3.64 

21.43 25.67 43.64 

15.2 19.08 

4.58 11.59 

29.07 36.45 75.11 

19.99 24.25 30.34 

11.06 12.89 19.22 

3.07 17.04 

95.17 141.19 140.82 

11.96 19.11 18.49 

6. 42 7.41 13.49 

3.25 8.61 11.52 

13.24 16.58 22.47 

25.65 31.58 36.46 



8.31 



12.53 



HEMBA 1002049 431. 22 564.03 8S8.02 



HEMSA1002053 
HEMBA1 002055 
HEMBA1002056 
HEM8A1002061 
HEMBA! 002080 
HEMBA1002084 
HEMBA 1002085 
HEMBA1002092 
HEMBA1002098 
HEMBA1O021QO 
HEMBA1002101 
HEMBA10O21O2 
HHBA1002105 
HBKA1002107 
HEIIBA10O2113 
HEMBA 10021 19 
HEMBA10O212S 
HEMBA1002131 



66.35 61.58 114.43 
19. 16 20.77 33. 11 
6.55 
4.19 



8.96 20.11 
3.85 10.52 



5. 26 
3.02 
2.59 
7.01 
3.68 
16.94 
8.74 16.29 15.2 
13.69 10.18 19.02 
12.62 14.09 31.93 
7.54 
7.15 



4. 18 



7.4 21.27 



7.17 
26.96 
5. 62 



14.68 



2612 1876.5 3959.7 



27.25 30.71 21. 12 
18.36 21.7 20. 15 
4.2 
5.21 
7.84 

9.97 13.19 
9.12 
8.49 15.82 
10.76 16.22 

60.48 92.99 36.82 

11.38 13.1 11.76 
91.97 76.48 71.89 
17.53 14.5 

8.11 6.81 

8.57 8.25 
7.16 7.58 
1.25 16.55 
9.87 

8.22 35.32 
21.25 14.66 

9.58 9.66 

22.39 20.56 
44.58 33.39 

1.87 2.36 
7.91 13.38 11.06 
9.3 13.76 
9.47 13.95 
22.3 13.19 
3.38 4.61 
5.03 3.79 
1.78 2.7 

2.58 2.51 
22.86 20.88 16.44 
14.05 18.61 13.62 

3.51 5.86 20.49 
52.83 42.93 48.33 
10.7 17.32 16.65 

8.24 7.3 

2.25 5.11 
59.83 84.82 

6.44 9.02 
2.37 5.91 
6.6 6.65 

5.13 6.87 

5.14 12.63 
234.02 525.06 482.28 
104.42 98.85 104.79 

16.8 17.16 
2.93 4.72 
3.45 
8.34 
3.47 
5.24 

14.49 14.47 

3.59 8.82 
11.56 6.49 
14.79 12.76 11.05 

4.71 4.56 
3.71 9.62 
10.18 12.18 
7.63 8.56 
38.03 31. 14 26.41 
11.65 3.83 5.15 
1306.5 2879.6 1519.6 



8.09 
7.86 
6.86 
5.08 
12.2 10.55 
31.27 
13.47 
6.81 
21.76 



6.79 
3.32 
1.18 
1.13 



5.76 
2.16 

73.74 
6.74 
2.48 
6.58 
6.08 

17.17 



18.92 
24.74 
3.99 
5.32 
5.34 
7.37 
4.74 
7.42 
15.72 



5. 28 

8.41 

4. 84 

7. 02 
17. 28 

4. 56 
6.7 
31.55 

41.69 23.81 45.03 

2.36 1.43 

7. 97 3. 56 

10.95 7.24 

12.21 4.77 

29 10.21 

4. 27 2. 37 

4.73 5.25 

2.19 1.73 

4. 14 2. 93 

24.76 11.27 

20.77 11.98 
4.43 1.81 

30.25 25.12 55.78 

10.55 13.15 11.59 

8 6.82 

4.64 3.69 

61.45 42.2 

4.63 

3.27 

7. 97 

5.01 
11.27 



22.38 
2.52 
2.45 
3.27 
5. 96 



5.77 
9.53 
10. 73 



0.92 
5.7 
4.97 
7.31 
17.01 
8.02 
4. 52 



I. 37 
0. 75 
5.72 

12.56 

304.41 585.23 233.29 
56.5 40.65 69.44 

II. 5 IS. 77 
2.16 



15.07 



2.37 
6.09 
2.69 
3.65 

14.19 
9.31 
8. 34 

16.17 
3. 77 
4.21 
2.67 



.98 



93 

2.35 

31.91 16.47 
2.02 2.4 
1255.8 1936.4 1651.4 
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HEMBA1002U3 
HEMBA1002U9 
HEMBA1002I4I 
HEMBA1002144 
HEMBA1O0Z147 
HEMBA1002150 
HEMBA1002151 
HEMBA10021S3 
HEMBA1002156 
HEMBA10D21E0 
HEMBA100216I 
HEMBA1002162 
HEMBA1002163 
HEMSA1002164 
HEMBA1002166 
HEMBA1002167 
HEMBA1002173 
HEMBA1002177 
HEMBA1002178 
HEMBA 1002 179 
HEMBA1002185 
HEMBA 1002 188 
HEMBA10O2189 
HEM8A1002191 
HEMBA1002192 
HEMBA1002195 
HEMBA1002196 
HEMBA1002199 
HEMBA 1002204 
HEM8A1 002208 
HBBAI002212 
HEMBAI002215 
HEMBA1002217 
HEMBA 1002220 
HEMBA1002226 
HBKBA1 002227 
HEMBA1002229 
HEMBA1002237 
HEMBA1002239 
HEMBA1002241 
HEMBA1002253 
HEM8A10022S7 
HEMBA10O2259 
HEMBA1002262 
HEMBA 1 002265 
HEMBA1 002267 
HEMBA 1 002270 
HEMBA 1002286 
HEMBA1 002290 
HEMBA1 002302 
HEMBA1O023O4 
HEMBA1O02307 
HEMBA1002316 
HEMBA1002319 
HEM8A1 002320 
HEMBA1002321 
HEMBA1002328 
HEMBA10O2333 
HEM8A1002337 
HEMBA10O2339 
HEMBA1002341 
KEMBA1002348 
HEMBA1002349 
HEMBA10023S3 



29.03 
tl.59 
3.72 
2.85 
10.27 
1.33 
£.03 
0.77 
2.08 
56.44 
44.7 
89.88 
40.99 
5.75 
15.02 
11.24 
2.74 
3.19 
3.07 



4.9 
24.67 
5.88 
69.59 
4.08 
5. 95 
4.46 
11.48 
17.19 
12.36 
4.42 
8. 54 
3.77 
3.21 
40.07 
3.86 
29.2 
33.53 
5. 24 
4.63 
106. 58 
12.22 
7.54 
13.S 
15.09 
14.18 
27.(8 
S.74 
3.26 
13. 88 
2. 59 
28.75 
11.61 
59.64 
5.85 
S. IS 
26.14 
3.49 
14. 03 
74.1 
7. 99 
10.07 
59.9 
3.79 
16.84 



107.6 
28.04 

5.77 10.S5| 5.21 
4. 94 
11.25 
2.46 
5. 99 
3.46 
5.6 
108.2 
61.65 
313.25 
79.2 
8.04 
20. 34 
10.71 
7.8 
9. 46 
4. 35 
6.66 
14.08 
2.97 
233.85 
6.05 
7.01 



6.42 

15.44 23.81 

1.23 3.53 

4.63 11.41 

2.83 4.03 

3.91 4.83 
32.19 84.15 
21.27 41.93 

103.46 226.68 

33.35 79.59 

8.38 13.54 

15.38 25.99 

16. 13 23.3 

4.74 7.08 

7.92 6.73 
3.14 5.24 
4.72 9.91 

32.27 51.89 

6.14 7.11 



7 11.91 
6.6 10.03 
14.42 16.69 



7.25 13.43 
2.53 7.61 



17.53 33.87 

90.11 104.64 

5.95 12.61 

14.65 15.74 

42.49 67.67 

4.77 8.57 

19.17 38.76 



70.61 84.67 

21.84 20.31 

5.75 3.18 

2.2 5.21 

8.38 13.35 
2.28 2.8 
5.56 6.68 
4.19 3.78 
4.46 2.69 

70.78 79.86 

56.83 51.89 

143.99 221.76 

53.49 69. 59 

3.83 5.52 

17.99 15.76 

13.78 13.32 

4. 98 8. 25 

13.68 11.32 

5. 65 4. 54 

4.93 4.53 

21.43 18.77 

4.39 3. 33 
141.07 152.77 

7 4.24 



6.4 

14. 62 
8.12 

18.54 
2.76 
5.8 
3.82 

I. 86 
33.44 

5.94 
21.26 
12.99 
6.25 
2. 56 
191.32 
2.71 
4.58 
14. 68 
18. 72 
12.15 
10.16 
3.57 
1.32 
17.54 
1.67 
47. 37 
16.8 
100. 13 
6.62 
4.43 
15. 36 
1.53 
10. 39 
39.01 

II. 75 
8.32 

22.81 



13.06 
3.61 
9.16 
4.93 
3. 26 
26.5 
6.13 



29.03 
32.1 
3.83 
1.49 
8.76 
1.93 
5. 34 
2.71 
2.87 
43.2 
26.74 
91.22 
30. 86 
3.45 
15 



5.15 
3.26 

15.91 
2.94 

17.53 



6.89 8.79 
39.26 47.94 



2.62 
8.38 
2.27 

75.89 
3.01 
4.64 
6.4 
7.65 
4.22 
6.95 
1.67 
8.07 
3.19 
2.77 

27.12 
6.11 
9.06 

10.92 
5.27 
2.39 

95.67 
3.87 
4.9 

17.99 
9.03 
8.23 
8.51 
3.06 
2.49 
8.98 
2.S9 

32.89 
7.63 

40.44 
4.45 
2.72 

25.74 
1.67 

14.85 

65.51 
3.81 
4.57 

42.75 
3.1 

31.34 



14.5 
12.89 
1.34 
2.58 
6.54 
0.73 
2.78 
1.39 
0.76 
16.4 
12. 83 
73. 96 
22.17 
2.03 
11.24 
7.17 
0.11 
0.89 
1.64 
2.86 
11.95 
4. 54 
«.73 
1.76 
2.39 
2.77 
1.78 



2.17 
6.31 
2.31 
1.7 

21.87 
1.94 

21.04 

21.02 
3.9 
1.83 

52. 74 
2.J9 
4.18 

11.27 
9.95 

10.18 
9.81 
1.88 
0.44 
7.54 
2.03 

19.02 
7.75 

34.11 
4.18 
1.07 

14.29 
1.15 
12.2 

46.31 
2.17 
2.09 

47.55 
1.47 

14.04 



5.31 
2.66 
9.55 
2.03 
4.91 
3.61 
2.49 
44.96 
24.21 
98.59 
36.21 
3.62 
18.28 
15.43 
6.96 
5.89 
3.18 
3.55 
12.92 
2.68 
66.24 
4.2 
5.33 
4.74 
5.06 
8.91 
12.67 
2.81 
7.72 
3.82 
3.42 
26.71 
2.28 
35.76 
13.32 
7.13 
5.54 
66.24 
2.33 
3.85 
18.91 
14.69 
13.41 
8.8 
3.1 
3.13 
11.64 
2.91 
22.8 
11.14 
39.43 
4.84 
1.82 
26.13 
3.51 
18.17 
39.48 
4.39 
3.76 
14.2 
1.4 
19.17 
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HEMBA 1002356 
HEMBA1 002357 
HEIffiAl 002360 
HEMBA1 002363 
HEMBA1 002365 
HEHBA1002370 
HEMBA1002374 
HEMBA1002376 
HEMBA1 002377 
HEMBA 1002380 
HEMBA1 002381 
HEMBA 1002384 
HEMBA1 002389 
HEMBA 1 002396 
HEMBA 1002402 
HEMBA1002417 
KEMBA1002419 
HEMBA 1 002420 
KEMBA1002421 
KENBAt 002423 
HBIBA1 002424 
HEMBA1 002426 
HEMBA1002430 
HEMBAI002439 
HBIBA1 002441 
HEMBA10024S4 
HEMBA 1002458 
HEHBA1002460 
HEMBA1002462 
HEBBA1002465 
HEMBA1002469 
HEMBA1O02475 
HEMBA1002477 
HEMBA1002480 
HEMBA1002481 
HEMBA1002486 
HEMBA1002490 
HEMBA1 002495 
HEMBA1 002498 
HEMBA1 002501 
HEMBA1002503 
HBBA1 002504 



HEMBA10O2513 
KEMBA1002515 
HEMBA1002524 
HEMBA1002538 
HEMBA1002542 
HEMBA1002544 
HEM8A1002546 
HEMBA1002547 
HEMBA1 002550 
HEMBA1002SS1 
HEMBA1002552 
HEMBA1 002555 
HEMBA1 002558 
HEMBA1Q02561 
HEMBA10Q2562 
HEMBA1O02568 196.94 
HEMBA1002S69 23.5 
HEMBA1002570 
HEMBA1002574 
HEHBA1002583 
HEMBA1002587 



5. 52 
7.18 
7.21 
5.13 
2.68 
7.98 
3.93 
9. 59 
10.33 
4.05 
8.47 
11.42 
12.69 
11.74 
16.84 
5.76 
19. 24 
18.39 
22.61 
10.97 
7.39 
3.4 
16.88 
6.85 
12.57 
18.76 
17.05 
4.29 
18.46 
S.68 
4.8 
14.5 
3.04 
3.73 
14.96 
32.89 
43.66 
3.78 
7.77 
1.3 
11.32 
5.06 
9.71 
22.59 
2.52 
4.86 
14.29 
80.29 
16.49 
3. 95 
49.15 
21.39 
2.51 
22.2 
12.09 
5.12 



42.3 70.07 
13.1 13.45 

14.99 31.54 

6.56 15.23 

6.37 6.27 

3.2 4.12 

8.73 12.15 

7.64 11.22 

9.89 16.96 

16.4 28.08 
9.29 15.58 

11.56 16.49 
20.29 29.05 
16.26 27.27 
16.83 21.99 
19.38 28.25 

8. 38 11.36, 

23.07 51.09 

32.76 48.68 

32.68 44.05 

10.88 26.72 

16.83 33.68 

2.99 7.25 

14.68 38.41 
11.02 

18.57 41.83 
29.12 42.05 
22.65 60. 16 

4.96 6.67 

17. 14 33.42 
18.77 

4.95 7.67 

19.14 47.19 

4.91 11.31 

5.8 10.36 

20.73 36.85 

43.68 75.36 

58.23 82.55 

6.46 9.54 

5.26 15.06 

3.76 4.26 



6.35 
9. 32 
15.43 
29.58 



15.09 
4.01 
17.71 
33.08 
6.81 
8.27 13.28 
22.48 34.17 
71.81 142.33 
22.78 27. 12 
4.98 8.23 
78.71 90.52 
26.41 43.07 
S. 57 9. 92 
20.07 42.05 
15.97 19.47 
5.08 10.95 
16.11 24.74 
317.85 248.99 
41. 31 56. 08 
40.14 52.73 
26.29 36.64 
6.71 16.38 
4.41 12.22 



29.6 
6.21 

16.74 
7.32 
3.06 
1.48 
4.74 
5.3 
5.63 

14.11 
7.37 
7.99 
5.75 
7.41 

13.15 

14.12 
2.24 

25.34 

28.36 
7.09 
15.1 

10.19 

I. 05 
5.15 
8.08 

19.84 
23.99 
30.55 
4.04 
10.69 
7.83 
3. S3 
10.6 
4.99 
6.68 
17.9 
48.87 
111.1 
6.71 
10.61 

II. 14 
5.12 
3.71 



29.36 
11.96 
12.78 
10.07 



5.08 
7.09 
13.73 



11.6 
19.66 

5.24 

5. 54 
23. 25 
191.63 
14.78 

6.73 



2.51 
23.19 
12.44 

9.59 
19.26 
300.72 
12.56 
26.65 
14.11 

5.31 

7.72 



5.01 
12.09 

6.54 
16.12 
29.98 
31.36 

2.82 

9.15 

8.55 

3.61 
19.29 

4.91 

9.38 
13.84 
29.68 
32.51 

5. 27 

8.44 

4.16 

7.76 

7.02 

8. 94 
17.58 

5.07 

6.86 
22.99 
103.72 1 
15. 43 

9.06 
20. 92 

15.98 

4. 26 
22.23 
11.51 

4.94 
26.78 
297.51 J 
22.81 
25.92 
18. 09 
5. 66 

5. S3 



25.6 


38.93 


22.92 


26.48 






5.72 


6.55 


2.43 


6.78 






10.39 


10.06 


6.73 


9. 23 






12.95 


6. 94 


4.08 


5.41 






2.92 


4.54 


1.5 


1.04 




- - 


1.16 


1.82 


1.08 


0. 59 


* * 


- - 


4.18 


4.71 


3.04 


5.14 


* * 


- - 


2.77 


3.34 


1 


2.5 






6.15 


6.12 


1.21 


4.87 


t 


- 


11.4 


15.31 


7.9 


14. 99 






6.25 


6. 86 


1.71 


6.19 






10.32 


10.3 


5. 34 


12.08 






8.45 


8.49 


15.83 


6.08 






6.56 


5.14 


3.17 


3.81 




- 


7. 11 


8. 38 


8. 96 


10. 5 






10.71 


18.74 


11.52 


12.94 






1.91 


3.6 


1.74 


2. 93 


t * 




18.31 


20. 11 


12.19 


18. 92 






25 


28. 96 


7.94 


14.32 






5.55 


4. 56 


5.5 


6.54 


* t 


_ _ 


9.61 


12.1 


6.14 


11.48 






11.23 


14.09 


9. 36 


9. 51 






3.49 


1.89 


3.82 


1.55 






6. 57 


10. 43 


3.04 


5.71 






5. 94 


8. 36 


4. 52 


6.62 






15.91 


15. 68 


8. 28 


16.15 






19.78 


21.68 


9.8 


15. 93 






38.17 


25. 74 


12.29 


25.18 






5. 54 


6.09 


4. 59 


1.34 






14. 44 


4.41 


4.25 


2.08 






8. 09 


9.48 


5.81 


8.29 






2.82 


2.16 


0. 66 


3. 66 


t 


_ 


17.91 


11.51 


6.53 


9. 54 






2.26 


3. 45 


1.28 


2.5 






9.35 


6. 55 


0. 82 


5. 73 






17.9 


9.8 


9. 17 


15. 34 






38. 22 


19. 18 


16.64 


20.65 






41.26 


76. 83 


29.1 


14. 88 






12.7 


10. 64 


3. 53 


6.2 






10.8 


6. 86 


2.76 


7.39 






3.06 


2. 94 


0. 74 


2. 46 






6.01 


3. 02 


1.3 


4.4 


t 




17 


4. 27 


2. 18 


3.39 






8.42 


3.65 


5.7 


5.29 


t 




7. 29 


3.31 


4.58 


5.25 




_ 


5. 47 


3.51 


2.04 


6.31 






8. 78 


7.76 


3.44 


3.36 






20.23 


26.21 


13.64 


24.16 






120.69 


75.35 


42.62 


73.64 






17.06 


9. 62 


3.52 


9.44 


* 


- 


6.15 


8.5 


2. 36 


7.03 






26.29 


11.49 


22.91 


24.84 




- - 


20. 86 


15.81 


13.41 


19.29 






4.71 


1.72 


3.19 


4.1 






22.76 


15.94 


12.91 


13.98 






11.85 


16.99 


12.78 


19.34 






7.59 


3.52 


2.9 


5.93 






27. 85 


11.51 


7. 07 


19.83 






250.18 


199. 37 


60.64 


136.04 






12.46 


7.29 


13.02 


18.03 






32.98 


19.03 


21.81 


22.76 






18.3 


12.06 


11.37 


15. S 






5.07 


2.73 


4.44 


3.12 






9.6! 


4.6 


2.49 


5.42 
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HEMBA1 002590 
HEHBA1002592 
HEMBA1O02S95 
HEHBA1 002609 
HEMBA 10026 17 
HEMBA1002619 
HEHBA1 002621 
HEIBA1 002624 
HE1BA1 002628 
HEHBA1 002629 
HEHBA1 002632 
HEKBA1 002645 
HElfflAI 002651 
HEMBA1 002652 
HEMBA1Q02659 
HEMBA1Q02661 
HEMBA1 002666 
HEMBA1 002667 
HEHBA1 002673 
HEMBA1 002678 
HEMBA1 002679 
HEWA1 002688 
HEMBA1 002696 
HE»A1 002703 
HEIBA1 002706 
HEHBA1002712 
HEWA100271S 
HEHBA1002716 
HEHBA1002718 
HEIBA1002728 

HEMBA1002730 

HEHBA1002734 

HEMBA1002742 

HEMBA1 002748 

HEMBA1002748 

HEHBA1002750 

HEM3A1002755 

HEJIBA1002759 

HEMBA1002763 

HE1BA1002767 

HEIBA 1002768 

HEMBA1002769 17.19 

HEMBA1002770 2.13 

HEMBA1002777 6.28 

HEHBA1002779 4.32 

HEMBA100278O 18.15 

HEMBA1 002790 44.22 

HEB8A1 002794 

HEM8A1C02798 

HEMBA 1002801 

HEMBA1002810 

HEHBA1002816 

HEJBA1002818 

HE1CA100282O 

HEMBA1002S26 

HEMBA1002833 

HEHBA1002850 

HEUAI002862 

HEHBA10O2863 

HEMBA1002867 

HEIIBA 1 002876 

HEMBA 1002886 38.07 

HEMBA1 002896 373.7 

HEKBA 100291 3 5.91 



5.95 
24.56 
18.13 
10.62 
4.27 
2.85 
8. 59 
27.35 
9.91 
17.6 
12.9 
10.16 
13.26 
38. 73 
9. 03 
5.06 
4.98 
66.26 
10.24 
13.62 
13.69 
5.6 
59.06 
7.17 
6.13 
11.08 
7.25 
10. 24 
5.54 
12.44 
18.89 
18.2 
3.87 
22.55 
9.65 
4.66 
6.97 
16.7 
47.58 
8.72 
5.52 



7.76 
58.19 
3.51 
3.05 
33.54 
13.01 
27.01 
19.2 
63.25 
32.24 
2.91 
5.54 
12. 64 
33.33 



11.3 17.91 

35.63 62. 38 

24. 94 28. r 

12.63 20.23 

5.73 7.4 
2.62 7.5 
8. 17 23.61 

35.73 38.2 

18.29 22.67 

28.89 36.07 

25.94 21.19 

17.89 28.87 

18.44 26.72 

48.42 65.53 

11.88 19. 
3.99 9.25 

2.76 10.31 

92. 17 95.25 

11.61 24.1 
19.3 33.62 

14.71 16.04 
5.12 9.48 

73.44 43.41 

12.58 16.11 
6.22 16.32 

15.22 21.38 

9.24 15.63 
5.79 8.57 
9.62 8.18 

14.25 13.51 

21.85 36.97 

30.15 26.54 

2.34 11.09 

32.65 52.23 

15.62 22.1 
4.65 9.25 

7.74 9.25 
17.27 27.62 
57.94 56.78 
14.41 17.03 

5.94 12.79 

27.21 15.86 

4.12 10.85 

5.97 

3.05 9.05 

7.73 29.43 

50.48 73.09 

9.01 14.22 
53 86.62 

8.44 16.4 
9.57 15.53 

55.39 45.57 
14.09 20.64 
29.21 56.88 

24.63 59.75 
54.77 137.72 
50.44 1 06.97 

4.02 13.2 
4.99 10.17 

16.67 40.23 

40.68 56.24 

46.59 100.23 
87.77 442.56 
13.06 17.5 



3.86 
31.85 
•20.67 
14.42 
1.57 
3.1 
10.11 
18.75 
1.48 
15.14 
10.8 
12.29 
15.43 
46.16 
8.75 
2.67 
1.02 
40.2 
10.91 
20.45 
4.7 



32.21 
7.07 
2.59 
7.53 
3.34 
7.72 
5.1 
6.78 
19.48 
25.61 
2.03 
26.89 
9.53 
7.27 
6.37 
16.79 
54.23 
5.04 
2.88 
8. 55 
3.83 
5. 84 
3.43 
3.93 
31.77 
4.88 
94.91 
3.59 
8. 92 
5.42 
7.78 
35.9 
28.13 
30.62 
13.72 
2.77 
2.83 
22.98 
16.95 
134.31 
153.27 
7.91 



9.68 7.63 

31. 39 28.3 

22.43 16.85 

14.63 14.25 

2. 4 3. 96 
2.95 3.67 
9.98 16.3 

33.76 30.42 
9.73 

20.64 15.47 
16.54 18.64 
14.08 14.33 

10.74 15.26 
37.25 33.78 
10.05 12.88 

2.42 2.71 

2.15 2.47 

49.75 38.54 
20.39 11.76 

17.4 13.57 

9.65 9.85 

5.44 5.04 

38.96 30.65 
6.09 

4.89 3.24 

9.92 6.72 

13.15 4.85 

6.63 11.75 

4.05 3.87 
9.73 5.54 

14.69 13.56 

18.78 20.96 
2.86 2.81 



25.86 
12.94 

4.67 

7.77 
11.68 
36.74 38.37 
11.17 4.96 

4.3 
10.93 

4.73 

6.03 

3.09 
22.04 



22. 2 
6.47 
4.79 
4.16 



76.86 71.68 

4.66 6.72 

5.81 6.43 

16.08 37.06 

6.78 5.49 

30.38 30.6 

24.2 21.9 

26.06 40.67 

14.84 20.17 

4.61 2.19 

5.36 5.71 

17. 46 

25.21 41.71 

130.1 87.32 

289.24 233.48 

16.67 18.64 
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HEMBA1002921 
HEMBA1 002924 
HEMBA1 002934 
HEK8A1002935 
HEMSA 1002937 
HEBBA1O02939 
HEM3A1002944 
HEMBA1O02951 
HEMBA1002954 
HEMBA1 002962 
KEMBA1 002968 
HEMBA1002970 
HEMBA1 002971 
HEMBA1 002973 
HEKBA1 002978 
HEMBA1 002981 
HEMBA1002S85 
HEMBA1O02986 
HEMBA1002988 
HEMBA1 002992 



HEMBA1002997 107.63 
HEMBA1 002999 53.34 



10.08 
16.52 

7.43 
44. 38 

2.13 
6.4 

6.74 

2.29 
17.42 



17.69 26.78 
23.06 

7.93 15.24 

58.85 52.49 

5.21 6.49 



8. 79 
7.03 
3.97 
46. 35 
19.1 
9.61 
7.62 
117.94 
1.09 



9.23 
7.31 
3.34 
19.4 



HEMBA 1003004 
HEMBA 1 003006 
HEMBA 1003008 
HEMBA 1003021 
HEMBA 1003027 
HEMBA 1 003029 
HEMBA1003031 
HEMBA! 003032 
HEMBA10O3033 
HEKBA1 003034 
HEMBA 1 003035 
HEMBA1 003037 
HEMBA1003041 
HEMBA 1003046 
HEMBA1 003047 
HEMBA1 003048 
HEMBA 1 003064 
HEMBA1 003067 
HEMBA1003071 
HENBA1003Q72 
HEMBA 1003076 
HEMBA1003077 
HEMBA1003078 
HEMBA1003079 
HEMBA10O3O83 
HEMBA1003086 
HEMBA1003090 
HEMBA 1003094 
HEMBA1 003096 
1 003098 
HEMBA100310! 
HEMBA10O31O9 
HEHBA1003114 
HEMBA1003117 



3.64 
4.28 
27.15 
5.81 
18.79 
19.01 
23.27 
10.51 
3.28 
32. 22 
6.89 
3.15 
5.81 
3. 59 
2.76 
7.72 
7.42 



1.09 
12.43 

3.94 

65.62 65.66 

22.88 32.02 

14.49 12.56 

7.65 10.48 

141.29 115.79 

4.19 2.41 

12.45 10.76 

10.06 11.88 

8.89 7.73 

114.87 183.64 

68.01 72.24 

4.33 7.42 
5.05 

36. 55 38. 8 

12.5 13.45 

26.5 31.66 

29.05 31.26 

32.76 35.52 

18.48 23.57 

3.5 9.21 

43.17 44.46 

6.34 9.49 



3.5 
4.3 
22.65 
10.41 
57.77 
5.9 
2.67 
17.29 
66.37 
27.88 
7.62 
5.15 
51.24 
55.72 
21.19 
16.2 
4.55 

HEMBA1003120 26.44 



HEMBA1003129 
HEMBA1003133 
HEMBA1003136 

HEMSA1003142 14.56 

HEKBA1003148 16.81 

HEKSA1003151 8.82 



13.18 
18.25 
16.39 



8.43 
6.88 
7.67 
7.28 

9.91 17.38 

7.15 11.39 

4.14 10.69 

6.5 8.99 

30.56 72.67 
7.13 12.54 

42.56 

3.99 8.44 

1.28 11.95 

19.57 26.48 

81.42 75.05 
31. 13 33.36 
15.14 35.58 

5.97 7.99 
56.94 

62.33 39.5 

29. 16 38.82 

22.18 27.85 

5.29 16.23 
23.65 42.74 
14.01 38.23 
22.53 34.22 
19.51 25.59 
16.27 15.48 
26.84 29.42 

10.43 18.65 



4. 57 
17.55 
8.33 
15.89 
6.16 
6.39 
7.18 
3.26 
12.87 
11.77 
4.99 
9.45 
55.83 
18.54 
9.49 
7.25 

;oo. 57 

1.9 
6.53 
10.23 
5.51 
177.35 
37. 39 
2.58 
1.79 
26.92 
11.13 
21.25 
23.38 
18.12 
10.46 
2.56 
25.3 
7.01 
6.95 
6.46 
2.55 
2.24 
5.16 
6.45 
1.88 
2.07 
40. 85 
12.87 
15.22 
5.05 

I. 19 
12.28 
81.77 
17.15 
19.46 

4.67 
44.19 
28.21 
18.38 

II. 32 
3.16 

11.15 
23.62 
24. 55 
18.11 
9.65 
16.45 
5.42 



Table 365 

11.52 17.13 

21.5) 18.51 

19.71 10.41 

32.69 26.1 



3.25 
7.51 
6.53 



2.49 
3.18 
7.34 
3.99 

16.6S 13.48 
11.02 6.43 
4.92 6. 17 
5. 39 4. 2 
32.32 29.43 
14.79 14.79 
10.35 10.49 
7.54 7.91 
91.73 67.47 
4.92 2.49 
13.58 5.88 
8.86 4.79 
.4.55 4.85 
156.59 181.54 
47.67 41.25 
3.67 3.65 
6. 77 4.D5 
32.63 23.56 
6.12 5.84 
18.71 19.18 
17.83 18.43 
20.06 19.05 
10.87 8.93 
2.99 3.45 
23.69 20.88 
5.99 4.57 



3.97 
3.39 
6.98 



5.47 
1.44 
16.41 
61.06 



10.57 6.89 8.36 
16.69 6.29 12.01 

9.2 4.34 7.83 

15.32 13.88 12.84 * 

3.22 1.79 2.68 

2.69 1.8 1.53 

7.96 2.7 9.59 
3 1.79 2.41 

13.76 7.82 14.9 

11.04 6.23 10.79 

4. 89 4. 54 3. 33 

3.04 1.94 3.66 

18.21 22.18 16.03 

14.19 10.32 16.42 

8.97 6.63 9.32 
5.93 4.75 £.33 

36.07 32.99 67.86 * 

2.41 1.95 2.68 

8.35 4.66 5.88 

4.31 25.89 6.31 
3.59 3.01 4.66 

82.75 91.36 112.69 

62.98 43.59 63.81 * 

3 1.57 3.06 

4.37 2.61 3.52 

33.58 25. 15 30.26 

7.32 6.94 6.02 
18.11 14.87 19.02 
16.34 15.3 19.09 
22.57 22.89 27.58 < 
13.71 10.94 13.4 

2.32 2.32 3.69 

30.34 23.98 27.83 < 
6.73 1.95 2.1 

1.17 2.19 4.48 
3.65 3.49 6.68 
1.99 1 3.62 

1.7 2.72 4.34 

7.18 5.24 6.81 
4.01 3.53 5.26 
1.84 2.09 2.56 
3.49 0.09 2.65 < 

17.64 22.4 33.19 

5.56 3.38 7.99 

9.06 21.41 25.7 

3.19 1.13 4 
1.26 1.15 2.5 

17.96 11.77 14.23 

45.88 45.17 41.59 
13.44 24.06 7.13 

6.94 6.32 13.5 

2.44 1.23 5.06 

49.21 42.96 49.32 

19.35 33.07 15.18 

17.89 17.36 21.07 
15.03 12.24 12.98 

3.55 1.47 2.05 

13.62 6.31 12.11 

9 7.3 18.68 

21.94 16. 17 21.16 

14.64 13.22 14.96 

8.14 5.26 6.82 i 

21.43 11.51 11.59 

10.89 7.34 8.14 
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HEMBA10Q3152 
HEMBA1003157 
HEMBA1003166 
HEMBA1003171 
HEMBA1003175 
HEMBA1003179 
HEMBA1003186 
KEMBA10031S6 
HEHBA1003197 
HEMBA10Q3199 
HEMBA1003202 
HEM8A1 003204 
HEUBA1 003210 
HEMBA1003212 
HEM6A1003218 
HEMBA1 003220 
HEMBA1 003222 
HEMBA1 003225 
HEMBA1 003229 
HEM8A1 003230 
HEM8A100323S 
HSBA1 003236 
HEHBA1 003250 
HEMBA1 003252 
HEMBA1 003257 
HEMBA1003268 
HEMBA1 003273 
HEMBA1003276 
HEMBA1003277 
HEMBA 1003278 
HEMBA1003280 
HEMBA1 003281 
HEM8A1003284 
HEJBA1 003286 
HEMBA1 003291 
HEMBA 1 003294 
HBBA1 003296 
HEMBA1003304 
HEMBA1O033O6 
HEIBA1003309 
HEMBA10033I4 
HEMBA10Q3315 
HBBA1 003322 
HEMBA1003326 
HEMBA1003327 



HENBA1003328 105.65 



HEM8A1O0333O 
HEMBA1003348 
HEMBA1003369 
HEMBA1 003370 
HEMBA1 003373 
HEMBA1 003376 
HEMBA1003380 
HEMBA1003384 
HEMBA] 003387 
HEMBA1003392 
HEMBA1003395 
HEMBA 1 003399 
HEHJA1 003400 
HEM8A1003402 
HEMBA1003403 
HBBA1003408 
HBBA1003412 



IHEMBA1003417 21.02 



4.25 
16.47 
6.07 
4.76 
9.06 
11.74 
32.34 
4. 93 
11.79 
23.1 
23.9 
4.47 
26.93 
25.47 
4.32 
35.02 
6.38 

I. 99 
4.11 

19 
6.36 
28.57 
3.88 
10.38 
4.81 
4.15 

II. 8 
149.48 

46.25 
4.71 
129.77 
66.35 
4.17 
19.63 
72.44 
2.81 
44.35 
9.89 
13.02 
1.78 
2.38 
4.7 
21.51 
6. 02 
7.54 



6.01 
3.04 
4.61 
3.59 
11.8 
3. 97 
1.93 

26.49 

16.13 
2. 68 
2.69 

20.63 
3.56 

38. 86 
4.18 

25.83 
5.21 



6.9 16.54 
20.65 36.14 
8.14 1 5.-45 
6.01 1.83 
9.36 15.39 
19.14 23.08 
34.21 53.13 
5.75 11.29 
16.34 26.33 
49.93 40.51 
28.7 33.49 
10.56 14.07 
30.85 39.03 
38.89 40.06 
4.85 11.19 
49.9 56.61 
11.47 27.57 
5.89 11.4 
5.35 10.53 
22.89 41.66 
6.82 18.89 

38.02 51.11 
5.03 10.29 

11.26 18.86 

5.23 14.11 
9.87 10.08 

16.03 28.72 
149.2 143.91 
23.14 67.56 

4.24 12.6 
109.77 149.42 

33.44 113.06 
19.37 13.16 
12. 62 36.72 
65.02 121.3 
2.31 
42.6 76.86 
11.83 11.34 
19.68 19.63 
3.09 6.44 
3.32 2.13 
9 9.09 
21. 29 36.71 
5.69 11.31 
6.06 15.43 
106.38 147.91 

12.33 12.91 
4.46 6.33 
6.54 9.12 
5.98 8.58 

17.95 18.19 
3.38 4.86 
2.67 

38.34 57.87 
19.1 24.1 
3. 97 8. 74 
3.42 9.32 
29.8 52.54 
S.S8 6.33 
90.8 85.59 
3.19 7.45 

33.63 38.04 

6.25 13.71 
35.52 34.24 



3.43 
14.57 
- 9. 26 
0.22 
5. 94 
11.43 
30.02 
1.52 
10.88 
25.63 
4.92 
5.38 
16.12 
19.34 
2.63 
20. 36 
6.14 
3.67 
5.06 
21.05 
3.6 



9.18 
15.21 
7.78 



3.29 
10.51 
15.07 
64.58 
22.07 
4.3 
22.66 
20. 36 
7.85 
8.93 
168.07 
6.68 
89. 38 
8.37 
24. 93 
4.38 
4. 26 
4.13 
38. 62 
6. 59 
8.47 
165. 04 
7.65 
4.48 
7.83 
5.67 
5.05 
3.82 
1.31 
29.22 
17.73 
2.76 
1.54 
29.45 
3.88 
22.8 
2.51 
42.18 
2.82 
13.8 



3.49 
12.8 
7.15 
0.95 
5.41 4.09 
19.69 16.88 
30.6 23.62 
4. 36 
17.37 11.43 
28.94 20.25 
13.85 16.67 
6.97 3.66 
18.97 10.78 
20.63 15.78 
4.58 
27.56 20.54 
9. 88 5. 85 
2.98 
6.91 5.05 
18.18 18.78 
5.78 3.31 
24.92 17.63 
4.49 3.35 
9.53 8.62 
4.4 2.15 
3.68 3.28 
19.11 17.4 
44.3 74.17 
19.01 38.9 
4.28 2.48 
45.72 



31.97 38. 12 

6.12 2.69 

14.12 12.7 

81.81 87.09 

2.5 2.72 

53.17 64.95 

7.94 10.02 

17.19 18.48 

2.65 4.86 



4.38 
2.95 
23.41 
5.79 
7.53 
127.51 111.83 
8.96 7.41 



3.35 
4.64 
31.81 
5.51 



9.58 
6.84 
3.43 



29.1 27.24 

14.37 13.92 
4.49 2.32 
4.93 3.86 

22.45 24.07 

4.46 4.23 
36.87 47.3 

2.47 2.16 

33.38 41.52 
5 4.22 

14.17 10.79 



6.82 

18.89 

6.88 
4.99 

8.31 

15.24 

32.72 
2.88 

13.65 

30.98 
6.88 
4.1 

20. 75 

34.72 
3.74 

37.25 
9.63 
2.78 
3.62 
15.9 
5.14 

25.41 
3.78 
8.03 
4.08 
8.7 

12.91 
103.36 

14.72 
2.75 

29.75 

40. 97 
7.14 
52.4 

38.11 
2.16 
32.4 
7.8 

10.47 
2.49 
2.15 
2.23 

14.65 
2.11 
4.99 
74.7 
6.19 
5.11 
5.15 
2.86 
3.82 
1.54 
0.83 

18. 27 
9. 34 
2.44 
3.02 

12.86 
1.87 

19.41 
1.4 
23.7 
2.53 
5.28 



2.37 
10.25 
7.14 
4.74 
6.76 



5.54 

11.13 

27.67 23.79 

1.66 1.27 

9.71 13.56 

8.01 23.38 

7.46 15.28 

2.93 5.45 

18.2 19.07 

24.84 21.07 
6.58 

33. 59 30. 02 

5.71 6.41 



1.36 



1.82 



3.37 4.28 

9.68 15.54 
2. 94 2. 76 

23 19.94 
2.8 3.87 
4.87 
0.86 2.62 
2.22 2.32 

12.48 21.18 

79.83 39.01 
11.37 3.34 
2.48 1.06 

44.29 19.43 

35.41 13.12 
1.71 3.34 

15.77 36.62 

45.46 43.73 
1.36 1.58 

28.59 38. 37 
7.09 8.26 

8.08 13.83 
0.95 2.26 
1.3 2.04 
3.29 3.07 

15.44 16.23 
1.05 2.65 
4.52 3.75 

76.39 78.34 
2.7 6.56 
0.11 2.09 
1.7 5.2 



5.19 
6.22 
0.79 
1.72 



17.42 21.24 

7.52 11.3 
0.39 3.04 
1.02 
13.2 21.21 
2.25 1.87 

16.83 28.09 
2.51 3.27 
19.86 28.4 

1.53 2.45 
6.88 9.43 
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HEMBA1003418 
HEMBA1003420 
HEMBA10034H 
HEMBA1 003433 
HEM8A1003440 
HEMBA1003442 
HEM8A1003447 
HEMBA 1003453 
HEMBA1003461 
HEMBA1003463 
HEMBA100346S 
HEMBA1003480 
HEHBA1003485 
HEKBA1003487 
HEMBAt 003492 
HEMBA1003494 
HEMBA 1 003497 
HEMBA1 003503 
HEMBA 1 003511 
HEMBA1003528 
HEMBA1003530 
HEWA1003531 
HEMBA1003S32 
HEMBA1003S38 



9.46 

15.13 
3.65 
12.41 
22.95 
12.86 
27. 49 
4. 92 
31.42 
20.03 
4. 42 
8.18 
8.87 
40.56 
47.07 
8. 97 
27.59 
17. 58 
10.13 
10.75 
6.02 
12.73 
13.65 
10.23 



10.25 16.29 

21.37 34.54 

4. 02 7: 55 

15.45 35.09 

34. 38 33.51 

16.85 24.45 

33. 89 33.23 

6.64 13.34 

55.4 52.29 

30.11 90.85 



HEMBA1003545 4.35 
HEMBA1O03546 6. 53 
HEM8A1003S48 2.71 
HEMBA1003553 4 
HEMBA1003SSS 
HEMBA 1 003556 
HEMBA1003560 
HEMBA10O3565 
HEMBA1003568 
HENBA1003S69 
HENBA1003S71 
HEMBA1003579 
HEMBA1003S80 
HEMBA1003581 
KEMBA1003591 
HEMBA1003595 
HEMBA1003597 
HEMBA 1003598 
HEXBA1O036OO 
HEM8A1003602 
HEMBA1003604 
HENBA1O03610 
HEM8A1003615 
HEMBA1003617 
HEMBA1003620 
HEMBA1O03621 
HEMBA 1003622 
HENBA1003630 
HEHBA1O03637 
HEMBA 1003640 
HEMBA1 003645 
HEMBAt 003646 
HEM8A1003647 
HEMBA1003656 
HEMBA1003662 
HEMBA1 003666 
HEM8A1 003667 
HEM8A1003670 
HEM8A10O3674 



8.02 
5 

11.54 
12.47 
167.82 
19.02 
8.12 
22.13 
18.63 
4. 54 
9.77 
11.6 
34.44 
2.25 
21.91 
5.44 
4.52 
13.16 
14.12 
2.15 
1.75 
12.05 
7.66 
43.11 
920.66 
62.65 
15. 97 
6.76 
68. 54 
41.62 
9.43 
8.44 
27 
16.71 
3.06 



HEMBA 1003677 3.62 



6.66 
9.01 
6.95 
64.18 

69.63 47.91 

13.82 17.09 

34.3 36.93 
24. 95 

12.6 23.58 

13.6 9.55 

6.59 12.41 

22.2 30.65 

14.91 22.65 

12.68 27.62 

9.29 13.49 

3.47 17.38 
6.58 8.78 
4.81 7.29 

14.32 16.54 
8.35 8.92 

14.47 20.06 

6.48 14.4 
373.84 257.14 

23.29 63.64 
11.43 9.83 

20.38 39.63 
22.77 31.1 

7.44 11.51 

30. 24 25. 57 

18.67 39.48 

63.26 65.19 
2.74 

26.66 48.26 

4.97 13.36 
2.99 9.05 

15.85 27.61 
19.51 37.31 
10.76 12.38 

4.53 12.78 

16. 03 37.29 
S.59 

47. 17 86.26 

472.86 680.3 

69.86 125.99 
22. 75 34. 7 

13.27 28.86 
91.82 142.01 
46.94 78.5 

10.68 20.41 
8.9 21.02 

32.49 46.33 
15. 12 35.71 
3.93 11.38 
4.3 9.92 



13.88 
8.98 
3.03 
18.37 
20.78 
11.09 
17.4 
4.01 
25.16 
47.21 
7.8 
7.58 
4.15 
34.53 
15.87 
5.4 
14.93 
0. 82 
12.03 
5. 22 
4.68 
9.86 



3.53 
7.4 
2.85 
8. 38 
4.78 
82.85 
40.15 
5.26 
17. 94 
30.35 
2.94 
6.75 
13.28 
37.08 
2.41 
21.72 
4.53 
3.91 
10.3 



S.32 

1.63 

1.34 
21.96 

3.27 
32.33 
365. 52 
45. 58 

19.9 
11.35 
91.35 
39.66 
19,54 
18.11 

29.7 
10.11 
12.14 

2.94 



11.67 
7.12 
3.24 
16.85 
28.45 
13.33 
23.73 
5.69 
39.67 
1.41 
5.17 
7.38 
3.42 
33.37 
60.7S 
7.03 
24.2 

I. 26 

II. 2 
4.34 
4.85 

14.37 
21.22 
13.63 
6.86 
8.26 
9.19 
3.84 
9.1 
4.91 
13.16 
7.63 
193.26 
29.03 
10. 52 
15.09 
20 
2.83 
16. 55 
20.4 
35.21 
2.07 
21.86 
6.21 
3.29 
9.81 
15.31 
5.11 
3. 78 
16. 06 
5.47 
46.01 
904.5 
48.68 
17. 55 
10.28 
74. 78 
28.08 
13.98 
19.64 



7.88 
8.99 
2.46 
15.26 
21.36 
10.29 
18.49 
5.13 
29.85 
0.3 
6.44 
7.85 
4.03 
41.02 
43. 
7.86 
20.37 
0.04 
10.45 
S.54 
4.75 
9.03 
7.2 
10.34 
S.I 
12.59 
3.14 
2.73 
7.1 
3.37 
7.52 
5.19 
96.08 
28.36 
5. 78 
12. 56 
21.57 
4.01 
5. 72 
12.94 
30.06 
1.24 
19.48 



1.13 
19.12 



411.7 
42 
14.87 

4.41 
80.66 
37.31 
13.03 
14.87 
34.43 
14.79 

5.61 



6.52 
3.93 

I. 29 
10.85 
23.78 
12.08 

24 
2.36 

35.26 

30.58 
3.4 

10. 22 
5.45 

45.43 

54.01 
9.14 

27.68 
6.53 
9.65 
2.88 
5. 24 

13.96 
8. 43 
9.68 
7.44 
2. 96 
6.24 
2.82 
7.78 
2.9 
7.48 
7.77 

64.68 
20 
8. 95 

17. 53 

12.72 
3.4 

II. 87 
13. 52 
23.33 

1.39 
19.9 
3.61 
2.58 

10. 32 

25. 53 
4.87 
1.5 

10.98 
6.97 

29.63 
621.11 

65.31 
21.4 
12.2 

83.06 



7.48 

4. 32 8. 36 

1.12 2.83 

5.12 17.58 

22.34 28.46 

9.47 11.31 
17.15 19.81 

4.48 3.86 
26.74 37,73 
24.08 33.93 

2.84 
6.26 



1.61 



3. 1 



18J 
9.65 
11.75 
25.82 
10.97 
4.08 
4.03 



44.42 46.48 
24.37 34.94 
5.83 9. 54 
19.83 25.35 
10.32 21.23 
8.73 14.36 
3.04 2.97 
2.55 3.96 
8.06 18.14 
8. 83 
5. 53 8. 3 
2. 65 6. 35 
S.15 4.61 
4. 03 2. 98 
2.01 2.64 
7.09 7.03 
2.25 2.94 
5.19 
3.47 

26.85 13.07 
16.6 26.95 
5.27 5.01 

15.68 17.94 
8.11 
1.33 
5.17 9.69 

5.6 8.35 
8.38 16.41 

0.6 1.38 

18.86 27.46 
3.19 

3.04 
8.07 
9.53 
2.23 
0.68 
5.36 14.36 
4.55 2.99 
21.05 20.55 
976.32 238.58 
45.48 45.21 
9.64 
5.62 10.03 
37.92 60.33 
12.53 17.55 
4.93 
6.74 12.93 
21.77 25.87 
18.94 10.06 
1.48 5.42 
0.72 1.84 



8.77 
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1S.S9 
2.36 
27.44 
26.36 
6.49 
8. 56 
8.11 
6.44 

; 14.81 

42.45 
6.21 
3.95 
4. 28 
12.13 
30.17 
3. 45 
9.01 
9. 87 
14.27 
19.21 
14.01 
38.51 
6.19 
2.33 
24. 68 
35. 77 
28.51 



HEMBA1003679 
HEMBA1 003680 
HEM8A1 003684 
HEMBA1003690 
HEMBA1003692 
HEMBA1O037O2 
HEMBA1003711 
HEMBA1003714 
MEMBA1003715 
HEMBA1003717 
HEMBA1003720 
HEMBA1 003725 
HEMBA1 003728 
HEMBA1Q03729 
HEMBA1 003732 
HEMBA1003733 
HEMBA1003742 
HEM8A1003743 
HEMBA1003758 
HEMBA1003760 
HEMBA1003764 
HEHBA1003769 
HEMBA1003773 
HEMBA 1003783 
HEMBA1 003784 
HEMBA1 003794 
KEMBA1 003799 
HEMBA1 003803 

HEMBA1 003804 

HEMBA 1003805 

HEMBA) 003807 

HEMBA 10038 10 

HEMBA1003827 

HEMBA1003836 

HEMBA1 003838 

HEMBAI003843 

HEMBA 1003846 

HEMBA 1 003856 

HEMBA1003857 

HEMBA 1003864 

HEMBA 1003866 

HEMBA1 003868 

HEMBA1003879 

HEMBA1003880 

HEMBA1003884 

HEMBA1003885 

HEMBA1003887 

HEMBA1003890 

HEMBA 1003893 

HEMBA1 003896 

HEMBA 1003902 

HEMBA1 003904 

HEMBA I 003908 

HEMBA1003926 

HEMBA1003937 

HEMBA100393S 

HEMBA1003940 

HEMBA1003941 

HEMBA1003942 

HEMBA1003945 59.01 

HEMBA1O03949 12.02 

HEMBA1003950 27.53 

HEMBA10039S3 ~ 

HEMBAI0039S8 



12.17 
15.63 
12.24 

4.78 
10.51 

4.91 
48.74 
23.09 
18.74 
31.17 

3.66 
24.35 
15.55 

3.42 
54.55 
26.75 

3.51 
15.83 

8.92 

5.77 



6.76 
31.48 
3.19 



10.33 
4.65 



25.43 34.72 

I. 32 3.39 
32.04 37:17 
32.22 54. 74 
10.11 9.34 

9.3 12.43 
10.45 15.16 
11.03 12.83 
13.59 14.56 
55.77 82.27 
6.28 13.24 
3.77 7.26 
12.26 8.88 
13.18 16.13 
53.31 40.17 
4.52 4.35 
9. 99 10. 98 
14.77 20.42 
20.31 26.23 
17.1 29.51 
17.88 25.76 
54.43 53.66 
9.28 8.37 
2.73 7. 18 
20.11 23.17 
59.53 74. 
43.08 44.43 
7.98 12.5 
15. 5 24.58 
21.11 29.95 
15.49 18.72 
6.92 11.21 
13.97 18.38 
7.17 10.85 
66.87 76.01 

39.55 55.11 

19.56 28.45 
48.34 48.82 

4.84 10.52 
38.16 29.59 
24.7 24.92 
4.24 4.55 
71.41 99.07 

40.67 50.47 
2.7 10.4 

16.07 23.65 
10.53 15.63 

11.6 13.5 
2.24 6.97 

13.74 38.07 
5.71 13.87 

55.7 67.32 
42.25 49.6 

56.96 89.19 

14.68 20.38 
3.02 10.99 

II. 65 10.45 
46.87 93.42 

4.4 9.44 

80.97 80.84 
16.53 20.22 
47.63 43.7 
12.12 25.01 

6.88 15.41 



23.29 23.03 

2.39 1.66 

24.58 1 5.64 

28.94 29.04 

7.04 5.15 

12.4 14.68 

11.96 9.29 

Z.S7 13.46 

12.43 13.78 

41.74 41.39 

9.93 12.72 

6.08 3.65 

10.99 2.88 

8.92 13.67 

33.85 38.01 

2.89 6.7 



13.37 

30.93 34.09 

4.69 7.62 

6 7.98 

22.69 20.46 

32.36 32.73 
24.39 25.46 

2.71 3.98 

5.01 10.25 

13.7 15.15 

15.37 14.25 
4.53 9.91 

12. 97 

4.73 

40.91 58.53 

24.97 26.61 

26.4 19.75 

28.74 30.87 
2.38 4.43 

24.03 32.07 

21.6 24.17 
5.4 4.56 

52.85 60.23 

32. 31 30. 57 

2.34 3.19 

9.67 12.61 

3.65 12.51 

3.76 5.14 

3.71 6.34 

17. 77 20.7 

4. 58 5. 68 
43. 67 30. 73 
27.37 22.9 
56.48 59.31 
10.43 17.34 

1.88 5.36 

4.59 10.56 

56.75 59.75 
4.64 4.07 

37.7 37.04 
10.36 8.89 
25. 53 28. 11 

8.15 9.43 

6.73 7.93 



14.07 


32.67 


15.26 


20. 68 






4.26 


2 


1.23 


1.59 






21.48 


12.03 


9. 61 


13. 69 


* ** 




32.33 


34.36 


26.69 


39. 53 






6.04 


7.51 


6. 23 








13. 17 


6. 17 


5. 02 


7 KO 






6.3 


7.03 


5. 46 


T 01 






9.98 


7.86 


7. 19 


0 K7 






10.5 


10. 14 


8. 94 


12. 29 


* 




40.14 


43.46 


40.44 


41.87 






5.69 


6.86 


5. 05 


6. 12 






3.36 


2.76 


2.23 


2. 52 






4.38 


6.4 


1.69 


3.67 






11.13 


18.08 


6. 56 


14.8 






30.07 


19.05 


11.75 


17.73 






2.94 


3.18 


1.76 


2.64 


* 




5.69 


9.3 


5.6 


9.68 






11.37 


9.02 


7.5 


9.36 






13.01 


12.22 


13.09 


13.08 






12.36 


3.4 


6.9 


5.12 


* 




16.53 


15.36 


15.5 


19.31 






32.37 


42.08 


31.8 


46.8 


* 




4. 92 


2.95 


1.6 


4.58 


* 




9.31 


5.24 


2.04 


3. 66 






14.65 


16.36 


8.3 


11.94 


* 




29.52 


23.99 


30. 47 


35.64 






22.11 


20. 76 


21.74 


26.31 


* * 


* 


5.61 


1.91 


2. 94 


2. 14 


* 




5.91 


7.51 


11.06 


8.61 






11.89 


15.1 


12.06 


15. 76 






10.11 


18.36 


12.3 


19.08 






7.45 


6.79 


2.53 


4.42 






8.61 


18.16 


7. 58 


9.11 






6.53 


3.27 


4.61 


5.48 






48. 34 


31.6 


26.6 


30. 51 


* 




27.21 


27.17 


12.95 


30.84 






21.25 


14.77 


12.94 


15.9 






25. 87 


49.83 


42.07 


42.91 






1.85 


3.66 


2.4 


2.28 






18.61 


15.17 


4.79 


6.89 


* 




13. B8 


22.15 


14. 95 


14.16 






2.52 


1.88 


2.32 


3.07 


* 




59.91 


38.15 


32.08 


50.85 






23.71 


28.74 


17.94 


31.69 






1.65 


5.36 


1.65 


2.02 






9.91 


13.22 


10.04 


13.72 


* 




2.64 


7.43 


4.94 


3.2 






4. 65 


4. 38 


2.51 


3.42 


* 




3.91 


2.06 


0.55 


2.76 






14.83 


10. 45 


11 


13.75 






4.39 


3.52 


2.56 


5.08 






35.35 


31.08 


26.57 


32.22 


* 




19.91 


28.26 


21.38 


25. 22 






44 


48.79 


37.72 


50.8< 






12.15 


14, 47 


8. 13 


15. 59 






0.25 


1. 12 


0.35 


2. 25 






sls6 


9.9 


2.16 


3.94 






51.31 


23.68 


24.05 


38.11 






4.72 


1.S5 


Z.ll 


3.24 






46.98 


37.87 


33.83 


28. 54 


* ** 




9.69 


11.57 


6.85 


10.8 






14.15 


20.64 


11.67 


12.95 


* 




6.53 


13.65 


9.93 


7.91 






3.72 


5.9 


3.43 


4.74 
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HEMBA1003959 
HEMBA1003960 
HEM8A1003966 
HQKBA1O03S67 
HEHBA1O03968 
HEKBA1003S74 
HEHBA1003976 
HEMBA1 003977 
HEMBA1O03978 
HEMBA1O03981 
HEMBA1O03982 
HEMBA1003985 
HHBA1003987 
HHBA1003989 
HEMBA1 004000 
HEUBA1 004006 
HEM8A1 004007 
HEMBA1004Q10 
HEHBA10Q4011 
HEMBA1004012 
HEMBA1 00401 5 
HEMBA10040Z4 
HEMBA1004029 
HEHBA1 004038 
HEMBA1004042 
HEIBA1004045 
HEMBA1O04048 
HEMBA1004049 
HEMBA1004051 
HEMBA1O040S3 
HEMBA10040SS 
HEHBA1O040S6 
HEMBA1O04060 
HEMBA1O04061 
HEICA1O04067 
HEHBA1004071 



HEIBA10O4074 126.78 177.45 131.41 



HEHBA1004078 j 
HEK8A100408S 
HEMBA1O04O86 
(CHBA1004097 



14.89 19.53 30.66 

6.1 5.3) 11.07 
4. 32 4. 36 6. 33 

11.38 13.34 19.36 
52.83 102.28 87.2 
4.37 4.4 7.25 

15. 15 20. 18 27.02 

8.76 9.42 22.28 

9.01 16.51 20.07 
68.06 77.17 117.23 

13.31 18.21 

8.14 15.01 

10.14 14.01 20.78 

10.11 15.44 20.52 

2.93 4.96 11.45 
18.54 20.18 42.2 

19.65 39.73 40.21 
67.05 91.68 2.41 

10.54 11.89 17.43 

22. 3 36.75 
3.69 8.92 

8.25 20.14 

5.65 11.19 

38.16 65.02 
2.38 5.48 

20.4 33.53 50.23 

37.85 38.8 52.99 

21.46 22.41 47.43 

9.9 8.46 21.25 

15.29 25.2 37.82 
5.25 11.05 5.64 

2.41 5.85 10.01 

6.43 8.34 15.71 

7.43 8.52 15.21 

8.97 11,51 14.78 
2.92 2.4 5.93 



7.59 



20.42 
4. 26 
7.24 
3. 05 

30.88 
0.37 



20.55 20.84 34.63 

20.65 31.8 30.03 

2.06 3.76 5.23 

1.94 3.31 1.59 

HEM8A1004100 14.77 24.96 29.01 

HEMBA1004103 7.32 13.02 15.94 

HEMBA1004110 19.03 26.3 37.33 
24.42 
10. 47 
6. 32 
11.62 



HB6A1004111 
HENBA1004124 
HEMBA1004130 
HEMA1004131 
HEMBA1004132 
HEMBA1004133 
HEKBA1004138 
HEHBA1004143 
HEHBA1004I46 
HEHBA1004148 
HEMBA1004149 



41.97 41.29 

10.61 15.29 

9.S 13.12 

15.68 22.49 

1.7 3.66 8.07 

(1.09 100.97 106.22 

8.15 8.84 9.84 

6. 39 11.32 13.28 
12.23 19.23 

5.02 6.85 14.92 

13.01 27.48 21.59 



HEMBA1004150 162.3 225.69 242.62 

54. 9S 73.81 77.08 

27.89 39.95 75.25 

HEUBA1004168| 27.29 41.16 48.5 

HEMBA1004199 11.53 17.04 30.46 

HEMBA1004200 10.21 15.6 23. 

27.51 39.39 51.7 

18.3 30.46 37. 11 

W3BA1004203 11.35 16.48 25.18] 



18.5 15.34 

8.55 9.98 

4.53 3.74 

11.07 6.9 

14.25 26.41 

2.02 4.53 

12.74 18.84 

9.64 11.17 

10.86 6.71 



62.61 
3.94 
6.55 
6.87 
5.53 
2.25 

18.19 



7.46 
17.23 
3.73 
S. 96 



3.2 

4.09 

0.74 

18.09 23.34 

0.32 1.77 

28.78 29.43 

50.26 40.74 

24.15 22.42 

12.84 10.63 

19.98 13.35 



12. 43 
6.62 
1.94 
6.77 
16.31 
1.13 
11.73 
3.97 
7.75 
47.41 
6.14 
6.74 
5. 37 
4. 86 
1.76 
15.33 
17.41 
0. 35 
5.81 
8.75 
2.56 
4. 29 
1.58 
18.57 
1.14 
29.29 
37. 18 
24.41 
10.43 



0.16 
3.45 
14.49 
11.54 
16. 09 
4.14 



229.36 160.88 

28.09 31.27 

32.27 21.47 
2.03 3.33 

I. 13 4.7 
20.87 18.7 
12.18 10.65 
22.14 20. 14 
22.57 21.56 

II. 7 10.51 
7.07 7.66 
12.3 15.58 
2.75 4.82 

48.94 25.58 

8.72 S.3I 

4. 24 5. 74 

16.14 12.69 

7.36 6.63 

12.24 21.36 

246.24 265.36 

67.59 61.25 

53.13 38 

30.28 31.63 
12.77 16.45 
12.76 12.18 
29.35 27.61 
17.92 20.38 
12.27 10.37 



13.! 

2. 37 
6 

13.29 
11.3 
3.09 
89.6 
21.15 
13.85 
2. 95 
3.06 
13.96 
9.17 
20. 02 
20.91 
11.56 
3.98 
10.2 
2.5 
18.64 
5.94 
4.33 
10.61 
8.78 
25.46 
201.29 
43.45 
41.78 
25.87 
14.72 
11.22 
28.88 
16.33 
8.08 



19.48 
4.38 
2.49 
8.93 
15.76 
3.82 
18. 38 
8.14 
11.84 
51.47 
3.92 
5.12 
6.58 
8.66 
2.52 
18.84 
38.95 
50.08 
5.72 
11.84 

I. 97 
7.49 
2. 55 
34.1 
0.62 

14. 02 
34. 52 
19.84 
12.39 
21.18 
9. It 
4.07 
14.41 
5.83 
7.43 
3.1 
187. 87 
16.53 

II. 87 
2.57 
2.83 

10.94 
7.19 

18.64 

28.72 
7.45 

10.02 
7.69 



0.85 
5.9 
11.36 
2.56 



7. 02 
8. 96 
5.03 
2.54 



2.11 
7.19 
9.02 
0.89 
14. 83 
5.18 
5.73 



5.29 
6.5 
4.07 
0.75 
12.3 

21.37 27.19 

44.9 72.79 

5.31 4.01 

7.16 6.96 

I. 37 3.1 
2.93 4.36 
0.21 0.47 

18.52 13.77 

0 0.22 

II. 2 16.1 
20.41 13.02 
20.47 15.98 

7. 87 8. 34 

11.93 18.89 

3.17 5.22 



2.14 
6.72 
5.22 
9.07 
2.2 



0.71 

5. 93 

3.71 

5.81 

0.97 

113.1 134.85 

16.06 27.35 

12.81 9.59 

0.6 1.89 

1.2 1.23 

12.24 15.57 

6.37 7.49 

15.91 19.14 

16.68 19.6 



5.8 
11.83 
4.18 
4.63 
14.04 
2.34 
6.33 
161.22 
53.14 
27.04 
20.87 
15.81 
9.51 
24.64 
20.83 
12.69 



6.39 
6.52 
8.91 
1.43 

36.24 
4.48 
4.09 

14.11 
5.06 



9.02 
8.94 
12.88 
6.28 
13.37 
5.03 
3.58 
16.75 
6.01 



6.45 12.24 

151.68 209.57 

36.47 45.98 

21.48 32.66 
19.25 
10.26 14.34 

9.03 10.57 

21.71 24.17 

15.59 21.86 

8.41 9.37 
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HEMBA1004207 
HEMBA1004210 
HEM8A1004225 
HEMBA1 004227 
HEMBA1 004235 
HEMBA1004237 
HEMBA1004238 
HEM8A1 004241 
HEMBA1 004242 
HEMBA 1004243 
HEMBA 1004246 
HEMBA1 004247 
HEMBA 1004248 
HEMBA10042S0 
HEMBA10042S2 
HEMBA 1 004260 
HEHBA1 004264 
HEMBA1 004267 
HEMBA 1004272 
HEMBA1004274 
HEMBA1 004275 
HEMBA 1 004276 
HEMBA1 004279 
HEHBA1 004284 
HEMBA1 004286 
HEMBA 1 004289 
HEMBA 1 004293 
HEMBA 1 004295 
HEMBA 1 004302 
HEMBA1 004306 
KEMBA100431 
HEMBA1004314 
HEMBA1004321 
HEMBA1 004323 
HEMBA1004327 
HEMBA1 004329 
HEMBA] 004330 
HEMBA1004334 
HEMBA1 004335 
HEMBA1004345 
HEMBA1 004344 
HEM8A1 004347 
HEMBA1 004349 
HEMBA1004352 
HEMBA 1 004353 
HEMBA1004354 
HEMBA1004356 
HHBA1M4360 
HEMBA1O04366 
HEMBA1 004372 
HEMBA1 004377 
HEMBA1O04389 
HEMBA1 004391 
HEMBA1004393 
HEMBA 10043 94 
HBBAI004396 



5.53 



9.76 
3.71 
4.86 
14.31 
7.23 
3.8 
6.92 



17.92 
18.16 
10.5 
5.04 



7.18 
8.99 
15.08 

5.13 5 14.56 
55.87 67.36 100.86 
63.06 67.44 67.86 
5.4 9.74 19.37 
58.53 94. 19 86.84 
95.96 94.64 132.52 
7.18 9.59 11 
3.92 5.45 6.92 

36.08 39.65 23.46 
60.7 102.92 
6.46 7.1 

13.49 
7.97 
4.92 
26.05 30.36 
8.73 

4.23 13.32 
5.28 11.01 
53.98 104.51 88.12 
3.9 4.4 1 
15.6 17.68 32.1 

1.1 4.52 5.35 
4.33 10.31 14.89 

14.22 23. 33 31.53 
S.99 9.65 12.39 
27.72 69.78 57.78 
22.59 41.69 39.11 
8.29 12 23.23 

17.03 23.79 39.64 
2.16 4.06 8.11 
4.43 3.01 0.68 

3.2 5.57 7.13 

47.09 53.32 108.52 
7.28 14.18 16.85 

6.86 

3.49 11. 65 
7.07 13.59 
15.53 22.36 
17.07 21.37 
22.2 39.78 
31.05 54.47 
65.35 90.37 111.41 

31.04 48.91 55.4$ 
36.8 69.45 87.9 

21.37 39.1 60.88 
3.36 19.8 13.89 

25.71 35.24 61.82 
57.43 64.54 125.12 
26.6 23.69 56.36 
15.02 20.13 38.52 
6.23 8.43 14.77 
6. 59 9.68 22.73 
6.98 7.79 21.04 

25.42 37.64 61.19 
12.61 20.04 37.41 

33.43 47.3 70.7 
11.75 12.41 34.08 

11.38 11.1 25.62 
4. 53 4. 23 9. 92 

12.02 23.81 31.06 
18.31 24.79 46.54 



6.28 
2.77 
4.79 
S.88 
8.48 
[9.03 
30. 35 



5.06 



6.93 
8.24 
1.96 9.21 
6.73 5.83 
60.82 63.74 
54.44 56.68 
3.19 7.79 
45.42 61.25 
129.29 124.32 
5.01 7.55 
3.64 1.73 
13.27 21.43 
40.08 49.28 
5.92 8.57 



5.3 

2.84 

3.34 
19.35 

3.95 

4. 59 

3.44 
40.54 

1.47 
11.85 

1.91 

4.93 
19.23 14.77 

6.69 4.97 
35. 38 30.81 
30.27 34.77 

5.76 9.79 
14.71 20.95 



9. 75 
5.85 

16.25 
3.4 
3.82 
3.27 
57.2 
4.01 

15.45 
3.11 
9.21 



4.27 
7.88 
5.85 
3.8 
64.98 
54.92 
5.08 
30.71 
88. 47 
7.79 
7.61 
17.87 
54.01 
3.92 
5. 39 
1.75 



5.07 
1.67 
3.55 
tO. 54 
11.69 



17.07 23.84 

23.2 27.22 
40.12 57.25 

29.8 26.92 

42.77 38.63 

24.3 25.32 
9.13 8.25 

27.78 27.66 
52. 77 52. 36 

35.4 23.53 
17.1 15.91 

10.01 2.68 

7.13 7.36 

5.3 10.85 

35.6 34.11 

22.75 14.99 

34.73 36.57 



5.93 6.74 
19.67 29.44 



47.57 

I. 18 
12. 29 

0 

6.85 
12. 78 

4. 03 
31.86 
20. 17 

3.74 
13.02 

I. 12 
1.6 

2.03 
40.88 
7.74 
3.23 
0.75 
2.11 
7.32 
7.58 

II. 42 
18.91 
44.69 
23.18 
30.42 
19.97 

3. 58 
28.9 
39. 76 
18. 76 
14. 
5.81 
4. 87 
6.63 
30. 34 
14.73 
32.16 
15. 

II. 07 
8. 36 
19.7 

18.04 



6.27 
8.78 
1.74 
3.56 

56.93 

61.37 
4.55 
41.3 

86.26 
4.07 
2.23 
8.15 

55.12 
3.52 
8.18 
6.82 
4.03 

15.22 



4. 62 
40.16 
2.34 
19.44 
3.7 
5.43 
18.77 
6:51 
31.74 
21.64 
7.73 
20.7 
2.54 
2.71 
3.61 
71.49 
11.04 
5.33 
1.36 
5.23 
16.14 
5.26 
16.44 
26.94 
62.88 
26.7 
48. 78 
35.28 
5.88 
23.52 
63.76 
21.22 
20.59 
6.08 
8.86 
4.46 
50. 39 
15.19 
33.47 
9. 96 
10.66 
4.52 
15.12 
25.64 



2.78 
4.25 
2.95 
2.92 

44.28 

42.55 
3.62 

31.18 

40.26 
6.19 
1.7 
9.3 
49.8 
3.06 
4.43 
1.55 
2.37 

15.98 
1.81 
2.11 
3.75 

23.52 
1.51 

11.68 



25.34 
11.35 
4.58 
16.59 
0 

1.11 
2.13 
47.58 
9.62 
2.42 
0.2 
1.8 
4.47 
6.18 
11.72 
20.35 
49.41 
16 
31.27 
18.19 
3.78 
16. 32 
39.09 
13.66 
16.16 
4.76 
2.4 



8.9 
3.01 
7.87 
49. 38 
5.66 
8.93 
1.83 
1.97 
20.33 
2.67 
5.66 
4. 56 
29.44 
2.01 
15.92 
2. 34 
9.27 
15.6 
6.32 
24.05 
18.3 
8.56 
24.72 
3.38 
0. 96 
4.27 
48.41 
5. 53 
4.72 



9.3 
25.45 
9. 26 
8.23 
0.98 
10. 66 
13.85 



2 

5.75 
6.61 
12.85 
16.17 
19.47 
51.19 
25 
34. 28 
17.1 
6.29 
31,11 
45.41 
17. 27 
16.69 
4. 24 
3. 32 
4.78 
33.72 
13.54 
21.56 
12.21 
8.04 
3.02 
15.31 
21.08 
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HEMBA1 004446 
HEMBA1 004451 
HEMBA1 004452 
HEMBA1 004454 
HEMBA 1004460 
HEMBA100446 
HEMBA1 004468 
HEMBA1004479 
HEMBA1 004482 
HEMBA 1 004491 
HEMBA 1004499 
HEMBA1 004502 
HEMBA1004505 
HEMBA1004506 
HEMBA1 004507 
HEMBA1 004509 
HEMBA1004523 
HEMBA 1004528 
HEMBA1 004534 
HEMBA1004536 
HEMBA1004538 
HEKBA1 004542 
HEMBA1 004552 
HEMBA1 004554 
HEMBA1004558 
HEMBA1004560 
HEMBA 1004564 
HEMBA100456S 
HEMBA 1004573 
HEMBA 1004576 
HEMBA1 004577 



HEMBA 1 004596 
HEMBA 1004604 
HEM8A1004607 
HEMBA1 00461 1 
HEMBA1004617 
HEMBA1004622 
HEMBA1 004626 
HEMBA1004E29 
HEMBA100463 
HEMBA1004632 
HEMBA100463J 
HEMBA 10046 3 6 
HEMBA 10046 3 7 
HEMBA1004638 
HEMBA1004645 
HEMBA1004656 
HEMBA10046S7 
HEMBA1 004666 
HEMBA 1 004669 
HEMBA 1 004670 
HEMBA1004672 
HEMBA 1 004689 
HEMBA] 004690 
HEMBA1004693 
HEMBA1004697 
HEMBA1004702 
HEM8A1004704 
HEM8A1 004705 
HEMBA1004706 
HEM8A1004709 
HEMBA1 00471 
HEMBA1004723 



47.91 
7.95 
21.61 
3.23 
9.82 
5.97 
7.22 
5.37 
7.67 
7.91 
28.69 
9. 98 
10.31 
21. J 
2.41 
16.14 
10.51 
15.22 
6.18 
9.62 
7.28 
3.25 
8.19 
12.36 
4.66 
9.73 
3.56 
4.48 
18.09 
3. 54 
4.65 
284.44 
11.58 
44.74 
6.05 
12.1 
5.16 
5.67 
13.02 
73.82 
24.68 
38.98 
16.64 
10.33 
17.07 
41.39 
33.89 
8.65 
18.27 
9.31 
6.26 
7. 49 
18.06 
8.71 
54.63 
107.99 
17.82 
4.12 
8. 53 
4.44 
17.24 
162. 08 
8.81 



6.2 
8. 85 
10.06 
4.65 
11.95 
17.94 
8.68 
17.48 
3.98 
3.98 
17.62 
7.83 
5.61 
249. 12 
13.47 
50.81 
7. 49 
9. 56 
6.28 
7.39 
21.22 
82.05 
42.63 
38.11 
14. 75 
12.11 
21.26 
65.54 
50.4 
8.21 
17.29 
10.17 
8.23 
5. 42 
37.4 
10.59 
51.62 
90.54 
20.4 
4.28 
8.58 
4.15 
19.06 
157.26 
12.37 



4.89 
86.71 
12.93 
36.91 

9. 05 
18.26 
11.49 
11.32 
11.74 

13.9 
21.91 
44.53 
16.72 
16.69 

30.3 

3.1! 
35.11 
19.75 
30. 37 
10.88 
16.21 
13. 56 

8.61 
16.92 
21.39 
10.86 
27.36 
12.25 
12.03 
32.93 
16.24 
14. 36 
425.92 
19. 78 
86.88 
14.69 
20.48 
10. 24 



15 
41.46 
86.06 
52. 95 
53. 52 
24.41 
26.18 
52.09 
74.75 
80.19 
14.8 
28.67 
13.58 
12.51 
13.8 
36.02 
14.84 
109.86 
174. 23 
33.62 
3.95 
10.66 
10.51 
37.36 
293.47 
23.58 



2.99 
31.61 
8.01 
22.76 
6. 23 
13.46 
13. 09 
4.91 
7. 23 
11.84 
14.4 
24. 39 
11.78 
10.45 
21.45 
4.33 
23. 55 
9.57 
16.94 
7. 97 
10. 28 
7. 76 
4. 79 
9.57 
13.09 
4. 85 
16.06 
2.36 
4.58 
24.33 
7. 08 
5. 07 
413. 25 
11.02 
51.65 
9. 25 
8.02 
4.13 
4.2 
19. 54 
51.43 
37.34 
17. 86 
11.5 
5. 02 
19.97 
36.73 
35. 73 
8.85 
14.15 



Table 371 

6.41 1.96 

23.94 40.91 
5.07 6.5 

21.2 22.64 
2.51 4.45 

12.46 12.25 
9.63 



8.0! 

3.06 
11.35 
10. 84 
21.51 



5.31 
6. 32 
13.85 
3.74 
81.26 
129.1 
24.43 
3.01 
4.87 
3.36 
23.46 
260. 03 
15.07 



9.21 
5. 24 
7.74 
11.41 

.... 21.75 

9.95 10.23 

12.56 11.51 

19.73 18. 

6.97 5. 1_ 

14.39 18.02 

16.03 13.29 

14.03 18.54 

5.18 6.58 

7. 48 8. 38 

7.83 8.12 

5 6.2 

13.98 10.14 

11.7 13.96 

5.89 4.95 

14.28 12.2 
4. 04 2. 92 
4.29 4.64 

34.17 25.83 

11.02 14.75 

7.86 5.89 

261.05 315.49 

11.29 12.05 
56.7 51.72 

6.9 7.29 

10.16 8.41 

6.32 4.27 

9.2 4.95 

21.07 18.99 

26.56 IS. 5 

39.22 29. 39 

40.68 39.12 

12.22 12.63 

9.26 11.39 

27.34 24.5 

58.32 57.87 

46.51 37.77 
5.01 
16.19 
6.32 
4.65 
5.91 
14.84 
5.26 

86.47 81.99 

114.25 71.85 

14.82 19.64 

2.64 2.5 

5.69 4.53 

3.58 2.66 

18.59 23.59 

204.86 251.04 

18 14.65 



3. 37 
29.4 
4.65 

20. £6 
3. 96 

11.75 
4.93 
5.84 
4.77 
9.41 

12. 99 

15.45 

12.78 
11.7 

29.74 
3.86 

17.09 
6.5 
14.2 
4.33 
4.46 
4.06 
4.33 
9 

9.64 
2.86 
13.33 
1. OS 
2.63 



0.17 .... 

25.22 31.73 

4.16 4.59 

13.58 20.72 

!.8S 1.76 

5.13 11.97 
3. 14 
3.77 
2. 99 



5.27 
4. 35 
3.49 
7.99 



6.84 .... 

9.9 12.88 

9.07 14.65 

4.69 8.35 

4.59 ... 

17.59 32.44 

1.09 3.24 



4.87 
6.69 
3.64 



17 
9.75 
6.37 
139. 33 
9. 52 
48.7 
6.72 
9.52 
7.06 
4.59 
20.74 
10.72 
26.96 
15.84 
6.1 
12.44 
24.76 
35.72 
45.77 



11.73 
5.8 
7.13 
7. 14 

13.32 



-3.25 
4.75 

0.53 

4.19 10.81 

9.22 10.83 
5.27 

10.15 10.66 

2.38 2.63 

3.89 4.83 

11.99 13.66 

3.87 4.69 

2 4.74 

269.7 335.01 

8.82 11.26 

32.51 56.83 

4.7 9.16 

5.32 9.98 

2.49 4.07 

S.59 4.31 

13.12 14.82 

28. 9 42. 6 

22.05 34.67 

33.55 35.48 

4.97 7.02 

6.08 12.85 

14.24 22.8 

21.96 40.06 

32.71 37.95 
2. 34 

11.89 17.32 

3.37 4.51 

1.93 2.73 

3.42 6.19 

5.45 12.39 

1.25 4.02 

35.68 58.9 

67.21 100.42 

13.79 12. S3 

1.84 1.67 

3.35 5.23 

1.58 2.61 

10.66 14.19 

104.82 96.04 

4.03 7.35 
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HEHBA100472S 
HEMBA1004730 
HEMBA1 004733 
HEMBA1004734 
KEICA1004736 
HEM8A1004748 
HEMBA1004749 
HEM8A1Q04751 
HEHBA1004752 
HEM8A1Q04753 
HEM8A1Q047S5 
HEMBA1 004756 
HDBA1 004758 
HDffiA! 004783 
HEHBA1004768 
HEMBA1 004770 
HEHBA1 004771 
HEHBA 1004775 
HEMBA1 004775 
HEWA1004778 
HEHBA1 004784 
HEMBA100478S 
HEHBA1O04789 
HEHBA1004795 
HEMBA1004797 
HEMBA1004803 
HEMBA1004806 
HEMBA1 004807 
HEMSA1004816 
HEWA1 004820 
HENBA1 004833 
HEMBA1 004847 
HEMBA1004850 
HEMBA1 004863 
HEMBA1 004864 
HEHBA1 004865 
HEHBA1 004880 
HQffiAl 004882 
HEBBA1 004885 
KEMBA1 004889 
HEMBA1 004900 
HEMBA1 004909 
HEM8A1004918 
HEH8A1 004923 
HEMBA1 004929 
HEMES A1 004930 
HEH8A1004933 
HEMSA1004934 
MEMBA1004937 
HEHBA1004943 
HEMBA1004944 
HEMBA1004946 
HEMBA1004952 
HEM8A1004954 
KEMBA1 004956 
HEMBA1004960 
HEM8AI004971 
HEHBA1004972 
HEM8A1004973 
HE»A1004977 
HEH3A1004978 
HBRA10049M 



8.16 
9.5 
4.35 
S.35 
16.7 
7.15 
24. 36 
2.98 
114. 05 
63.77 
14. 23 
8 

28. 52 
5. 65 
3.64 
3. 52 
9.14 
4.31 
24.15 
7.73 
24.44 
13. 67 
4.14 
7. 33 
7.1 



9.51 14.17 

30.77 15.01 

1.94 6.'1T 

4.56 8.84 

24.9 39.79 

9.02 16.19 

23.03 33.63 

5.64 15.55 

106.99 178.16 

72.42 98.61 

13.71 21.59 



11.97 14.28 
11.4 24.39 



3.47 
8.08 
2.15 
4.23 
3.81 



S.6 

3.19 
4. 03 
15.48 
7.37 
4.21 
3.02 
4.4 
17.31 
17.46 
113.3 
8.83 
141.61 
7.94 
35.77 
52.96 
14.18 
6.03 
9. 64 
3.15 
4.7 
48.9 
3. 85 
12. 55 
6.33 
19. 58 
12.19 
5.52 
65.41 1 
3.34 
18.1 
17.31 
122.03 
3.44 
14 
11.61 
6.76 
6.24 
27.66 



68.94 72.11 
28.89 47.7 

11.51 11.62 

9.58 10.37 

20.49 28.34 

2.37 10.09 



15.56 
13.33 
7.01 



4.3 
4.59 
7.83 
2.54 



13.72 
3.29 12.02 
23.54 19.27 
13.73 15.71 
2.66 4.24 



14.48 
8.19 
7. 93 
6.88 
5.63 
6.27 



11.17 
124.12 
7.93 



i. 52 
4.85 
6.31 
5.26 
6 

7.54 
12.23 11.52 
5.9 8.04 
4.65 7.78 
6.32 4.58 
21.23 15.33 
15.36 13.18 
f 148.79 88.87 
9.73 8.92 
131.9 123.22 
7.41 11.08 
51.03 25.98 
21.61 27.4 



16.89 
4.43 
8.35 
3.03 
4.33 



5.15 10.1 
21 

26.71 28.24 

238.04 172.22 

2.83 7.72 

10.09 24.08 

9.75 18.48 

8.63 15.4 

8 15.9 

31.4 50.17 



11.25 
3.46 
13.9 
3.95 
7.94 
52.38 60.44 
5.31 3.47 
16.02 10.93 

2.75 3.28 
17.17 17.7 

11.5 9.34 
2.28 4.07 
125.56 130.49 

3.76 7.59 
23.94 15.38 

5.08 6.02 
44.53 137.98 
3.58 1.82 



10.99 
9. 66 
3. 58 
4.68 



12.46 
8.96 

I. 31 
3.65 
7.89 
3.48 
4.61 
4.03 

86.46 
46.76 
10.29 
12.14 
19.64 
17.67 
4.44 
3.31 
6.17 
3.68 
16.67 
3. 24 
15.1 
13.71 
5.12 
7.53 
5:24 
7.52 
4.11 
7.16 
6.26 
10.' 
9. 77 
8.66 
7.77 
16.21 
16.06 
115.94 
10.05 
118.49 
9.32 
30.7 
15.4 
13.43 
3.67 
10.52 
3.22 
6.01 
49.38 
5.34 
15.03 
2.19 
IS. 72 

II. 54 
4.82 

124.27 
6.47 

19. 28 
5.94 

72.83 
6.46 
9.85 
8.27 
6.19 
7.61 

27.63 



9.22 
5.69 
3.15 
7.89 
15. 58 
6.72 
5.83 
5.96 
30. 58 
41.95 
10.53 
11.47 
31.58 
15.26 
3.13 
3.4 
4.13 
4.57 
11.79 
6.23 
33.56 
15.09 
10.75 
6.22 
4.01 
6.11 
3.33 
2.01 
5.63 
9.12 
5.85 
8.67 
3.54 
14.88 
19.67 
64.71 
5.47 
123.09 
5.37 
17.41 
7.06 
12.38 
3.79 
5.58 
2.76 
5.83 
52.85 
6.35 
11.34 
4.11 
15.62 
7.67 
1.95 
79.29 
4. 82 
12.99 
4. 63 
61.38 
2.6 
6.91 
8. 68 
5.4$ 
5.71 
26.75 
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HEMBA 1004995 
HEMBA1005004 
HEMBA1005008 
HEMBA1 005009 
HEMBA1005019 
HEMBA 1005021 
HEHBA1 005029 
HEMBA1005035 
HEM8A10O5O36 
HEMBA1005039 
mm 005047 
HEMBA1 005050 
HEMBA10O5O52 
HEMBA1005066 
HEMBA1005067 
HEMBA 1005070 
HEMBA 1005075 
HEMBA1 005078 
HEMBA1005079 
HEM8A1005083 
HEM8A100S084 
HEMBA 1005088 
HEMBA1 005089 
HEMBA1 005090 
HEMBA1 005096 
HEMBA1005101 
HEKBA1005107 
HEMBA100S113 
HEMBA1005123 
HEMBA1005133 
HEMBA1005135 
HEMBA1005145 
HEMBA 1005 149 378. 
HEMBA100515Z 
HEMBA1005159 
HEMBA1005172 
HEMBA100518S 
HEMBA1005186 
HEMBA1005195 
HEMBA1 005201 
HEMBA 1005202 
HEMBA1 005204 
HEMBA 1 005206 
HEMBA1005219 
HEMBA1 005223 
HEMBA1 005229 
HEMBA1 005230 
HEMBA1005232 
HEMBA1005238 
HEMBA1005241 
HEHBA1005244 
HEMBA1005246 
HEMBA100525I 
HEMBA1005252 
HEMBA1 005267 
HEMBA1 005274 
HEMBA1 005275 
HEMBA1O05288 
HEMBA1005293 
HEMBA1O0S296 
HEMBA 1005301 
HEMBA 1005304 
HEMBA 1005305 
II 



13.04 8.58 

4. 77 S. 36 

57.09 40.78 

1057.6 723.08 

4.41 3.37 

20.78 39.68 

70.74 90.66 

18.47 18.85 

6. 46 8. 45 
30.97 34.92 

8.28 10.14 

3.68 2.17 

4.16 12.91 

10.67 14.99 

4.44 5.11 
52.72 S4.64 

3.83 4.62 

9.47 16.56 

31.02 35.09 
S.87 5.26 

14.72 21.03 

4.46 4.67 

4.71 9.88 

25.03 17.55 
5.89 3.91 

39.08 41.35 

40 41.43 

113.11 107.38 

10.25 18.19 

17.82 23.43 

5. 59 8. 93 

4.53 2.71 

9! 317.95 

6.82 9.2 

7.43 8 

7.45 10.34 
22.87 28.13 

8.26 12.01 

21.0! 45.46 

30.23 25.81 
5.59 
16.46 
23.26 
46.02 

6.35 5.89 

6.79 9.67 

211.84 132.19 

5.02 3.23 

4.01 4.87 

4.78 4.02 

7.96 6. 13 

144.3 160.26 

11.91 8.98 

12.15 18.12 

41.28 35.46 

146.06 122.53 

50.96 52.4 

36. 19 33.62 

11.95 9.22 

17.02 8.96 

7.64 4.4 

3.18 4.74 

4.23 5.99 

11.53 9.17 



7.98 
12.78 

6.89 
33.86 



10,13 
6.34 
98.86 
1508 
12.38 
34.72 

114.47 
35.14 
12.94 
39.63 
13.81 
10.81 
14.13 
36.8 
10.87 

132.49 
7.08 
13.83 
45. 38 
12.68 
25.93 
12.93 
14.88 
31.81 
4.65 
50.86 
50. 54 

156.04 
27.19 
41.02 
15.2 
8.45 

317.16 
10.54 
10.73 
13.12 
43.59 
22.97 
54.34 
53.48 
9.58 
28.18 
27.27 
64.57 
13.54 
19.26 

314.59 



14.8 
353.25 
32.78 

37.6 
59. 97 
200. 33 

71.8 
70.75 
34.15 
24.16 
12.18 

9.81 
12.03 
14. 37 



7.12 
4.11 

67. 53 
888.08 
2.48 
6.67 
109.76 
26.8 
4.31 

34. 24 
4.91 
2.45 
4.05 

11.75 
2.4 

164.51 
4.3 
7.13 

24.46 
2.37 
7.18 

I. 85 
4.89 

18.25 
4.65 
29.48 
29.82 
92.91 
10. 94 
14. 36 
4.63 
5.36 
22.18 
4.39 
4.97 
4.47 
20.68 
7.71 
19.83 
38.66 
3.99 

II. 48 
4.57 

13.22 
0.44 
5.01 
37. 27 
4. 94 
12.05 
4.12 
5.66 
249 
5.64 
17.48 
65.43 
113.76 
62.52 
88.7 
19.57 
11.91 
6.44 
5.51 
S.04 
12.69 



Table 373 

8. 06 6. 92 

3. 26 3. 94 

69.03 54.32 

1346.5 1172.9 

5.05 3. 17 

27.86 14.2 

103.35 90.04 

19.92 22.3 



7.1 
27.86 
5.09 
2.33 

8.34 22.08 

15.95 10.56 

4.78 3.11 

146. 19 162. 23 
4.86 



2.73 3.68 

3.94 3.84 

23. 5 39.71 

1256.5 763.02 

5.8 3.17 

11.45 16.23 

59.53 40.06 

9.64 15.48 

3.99 2.47 



9.41 



6.06 
14.13 
2.95 



12. 93 
2.77 
2.32 
6.52 
12.8 
2.95 

48.46 
4.12 
4.44 



5.31 
5.52 

21.46 
961.92 
5.15 
4. 97 

53.52 

14. 58 
4.91 

16. 92 
2.31 



33.29 
2.52 
6.27 



32. 37 21.21 
3.82 1.83 
10.99 5.75 
1.87 
0.92 
6.32 



5.18 
2. 39 

33.26 32.78 

41.74 30.86 

106.26 47.64 



14 



4.35 4.23 
181 208.94 
1.79 



6.07 
4.62 
2S.1 
9.71 

21.77 



14.05 
14.1 

SS.15 
2.75 
5.11 



4.27 
3.03 
6.64 
171.68 181.26 
10.3 10.41 
16.35 13.11 
48.12 53.65 
78.58 123.13 
44.67 45.43 
68.37 56.26 
13.03 24.04 
12.63 



7.08 
5.89 
5.33 
6.17 



27.83 

4.52 1.48 

3.05 2.29 

102.53 216.46 

3.59 2.97 

4.16 3.29 

4.3 1.57 

27.6 18.57 

6.15 2.19 

11.91 3.42 
18.26 15.51 

6.81 2.2 

14.37 10.45 

8.86 8.11 

33.33 34.4 

3.73 1.82 

4.75 0.82 

104.99 40.98 

3.42 2.21 

2.73 1.86 

2.77 1.9 

3.63 3.58 

165.76 91.77 

18.87 11.34 

14.26 8.12 

34.92 15.48 
106.12 96.92 

64.52 35.24 

25.84 20.1 

13.57 18.82 

5.55 16.37 

6.66 3.04 

6. 35 2. 58 

6.54 0.53 

10.14 6.62 



55.3 • 

4.18 

3. 76 
24.67 ■■ 

4.73 

6.49 

2. 53 

1.92 
11.92 

2.94 
29.58 
33.12 1 
78.36 

9.01 
25.23 

2.68 

4.35 
124. 98 

2.92 

1.57 

2.99 
18.78 

5.11 
10.22 
22. 99 

7.96 
14. 76 

3. 99 
11.24 

1.78 

2.59 

12.2 

2.54 

3.31 

3.08 

2.47 
157.68 
4.1 
11.62 
29.09 
123.47 
52.2! 
22.79 
7.5 
7.9 

4. 73 

2.92 

2.54 

9.41 
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(CUBA 10053 13 
HBIBA1005314 
HBIBA10053K 
KBBA1005317 
HEMBA1 0Q53IS 
HEMBA1 005324 
HEMBA1 005331 
HEMBAl 005337 
HEMBA1 005338 
KEMBA 1005344 
HEKBA1 005353 
HEMBA1 005359 
KEMBA100S3S2 
HEMBA10053S4 
HEMBA1 005367 
KEMBAI 005372 
%MBAtQ0S374 
HBBA1 005379 
HEWA1 005382 
HEMBA 1005384 
HEMBA 1005386 
HEMBA1 005389 
HEMBA1005394 
HEJKA1005403 
HEMBA1 005408 
HEHBA1 005410 
HEMBA1 005411 
HEHBA1 005423 
HEMBA1 005426 
1SBA1 005427 
HEXBA1 005430 
HEMBA1 005438 
HEHBA1 005443 
HEM8A1 005447 
HEWAt 005449 
HEH3A1 005452 
HEIBA1 005454 
HEMBA1005468 
HEMBA1005469 
HEJBA1 005472 
HOBA100S474 
HEMBA1005475 
HEHBA100S489 
HEMBA1005497 
HEHBA1005SO0 
HEMBA1005506 
HEMBA1005508 
KEMBA100551! 
HEHBA10O5S13 
HHBA1005S17 
HBBA1005518 
HEMBA1005520 
HEWA1 005522 
HBBA1005526 
HEMBA1005528 
HEMBA100553O 
HEH8A1005538 
HEMBA1005S39 
HQBA1 005545 
HEMBA1005548 
HEHBA100S552 
HEMBA1 005558 
HEMBA1005568 
HBBA1005570 



33.27 
24.58 
12.58 
4.9 

2.91 
11.54 
43.61 

20.3 
37.76 
58.27 
291. G7 

3.54 
14.29 

3.08 



3.52 
309. 34 
3S.55 
33.5 
15.49 
6.36 
7.43 
18.61 
12.89 
4.34 
5.14 
147.8 
3.94 
7.19 
95. 36 
3.18 
38.92 
85.73 
15.2 
7.4 
188. 67 
87.1 
4.07 
3.12 
4.06 
48.84 
3.81 
18.35 
11.24 
3.55 
9. 06 
66.72 
10. 52 
106.43 
13.22 
8.83 
6.15 
4.72 
7.43 
12.95 
20.88 
155.03 
4.22 
7. 37 
6.67 
9.67 
51.47 
1303.4 
18.05 
9.18 



32.37 
33.06 
12. 96 

4.6S 

3.45 
12.46 
41.81 
20.66 
51.08 

53.4 
197.22 

4.47 
12.72 

8.57 
14.36 
404.59 
51.63 
27 



7.3 
20.29 
8.67 
4. 47 
5.28 
198. 98 
4. 86 
6.73 
92.66 
3.68 
50.77 
96. 52 
22. 18 
8.91 
185.78 
82.51 
5.62 
5.06 
5.82 
68.93 
5.4 
13.18 
6.84 
3.84 
12.27 
77.27 
16.74 
145.35 
13.61 
13.8 
6.12 
5.27 
6.22 
11.98 
31.78 
123.7 
2.81 
8.42 
6.11 
16.77 
60. 33 
1695.5 
24.94 
10.68 



38.89 
42.65 
19.-9* 

7.03 

4.86 
27.19 

60.5 
34.16 
62.83 
127.13 
329.41 

8.65 
20.99 
11.19 

9.74 
430.49 

69.8 
43.36 

32.8 
15.31 
12.47 
18.71 
16.27 
10.77 

8.12 
244.61 
10.62 
19.41 
185.58 

9.55 
66.51 
156.38 
31.05 
13.83 
227.88 
97.54 
12.12 
12.85 
14. 74 
98.37 

6.23 
29.74 
19.41 

13.2 
15.75 
99.37 
23.57 
110.4 
12.43 
21.17 
10.29 
15.66 

15.1 
23.79 
47.82 
313.84 

4.67 
11.33 

9.83 
17.36 
76.88 
2079.7 

43.8 
10.58 



32.29 19.06 
21.87 11.43 



17. 38 
6.55 
4.07 
15.78 
40.68 
18.47 
38.86 



158.88 B6.48 

381.89 358.33 
4.81 7.38 

11.94 11.74 

9.32 9.41 

11.62 16.31 

84. 13 123.69 

44.44 39.19 

22.13 30.25 
16.35 15.89 

11.14 12.78 
6.27 5.44 
13.6 21.69 
12.3 14.5 
7.6S 8.37 
4.84 5.38 
96. 9 175.54 
4.18 2.45 
6.38 7.84 

213.51 144.79 

2.9 4.08 

41.28 49.27 

59.22 45.51 

12.38 21.42 

6.04 6.83 

315.2 205.18 

153.23 76.5 

2.12 9.94 

2.9 5.78 

4.56 9.66 

43.92 45.45 

3.61 6.81 

13.69 11.52 

11.32 8.2 



69.96 83.48 

15.52 16.57 

50.22 49.21 
5.61 8.6 



1.8 9.96 

2.69 4.51 

6.97 14.67 

17.24 26. 35 

376.32 270.85 

3.91 2.23 

9.56 8.07 

3.2 2.97 

7.24 13.44 

44.85 67.33 

1863.4 2100.7 

19.93 30.36 

5.69 4.61 



24.67 
15.5 
13.36 
6.41 
4. 69 
18.74 
41.6 
15.91 
16.63 
122.88 
324.87 
8. 25 
13.92 
5. 54 
12.41 
78.1 
38. 53 
17.05 
24.51 
12.49 



7.4 
6.7 
169.68 
4.02 
8.58 
175. 18 
4.42 
33.43 
57.38 
15.9 
6.51 
189.94 
106.72 
2.42 
4.72 
7.3 
42.16 
3.03 
6.61 
10.15 
4.47 
10.09 
86.85 
19.17 
46.23 
9.42 
9.65 
3.34 
5.07 
4.56 
6.23 
20.12 
265.42 
1.75 
5.43 
2.68 
14.5 
45.49 
1420 
19.35 
5.33 



17.8 16.01 
9.92 9. 33 



11.73 1.86 

45.76 21.6 

13.2 7.95 

9.18 11.59 

43.73 24. 53 

364.08 232.83 

4.29 2.88 

13.73 6.82 

6.78 3.23 

12.24 9.27 



10.11 3.58 

6.03 4.21 

5.4 4.72 

68.34 63.45 



14 8.86 

7.69 4.76 
2.68 1.54 

5. 5 7. 58 

48.45 36.29 
24.35 7.4 

5.8 10.19 
6.36 6.5 

12.06 10.72 



0.82 1.49 

6.22 7.08 

4.51 2.07 

10.18 7.2 

61.05 38.5 

1688.2 1099.2 6 

24.29 10.08 

3.91 1.39 
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HEM8A1005576 
HEHBA1005577 
HEMBA100SS81 
HEUBA1 005582 



HEMBA1 005588 
HEMBA 1 005593 
HEMBA 1005595 
HEMBA1 005597 
HEMBA 1005606 
HEMBA 1005609 
HEMBA100S618 
HEMBA1005621 
HEM8A1005627 
HEMBA1 005628 
HEMBA 100563 i 
HEMBA10Q5632 
HEMBA1005634 
HEHBA1005662 
HEMBA1005666 
HEMBA1005670 
HEMBA1005671 
HEMBA1005679 
HEMBA1005680 
HEMBA10056S5 
HEMBA1005698 



HEM8A1005703 
HEMBA1005705 
HEMBA10057I2 
HEMBA1005717 
KEMBA1005718 
HBBA1O05721 
HEMBA1005722 
HEMBA1005724 
HEMBA1005732 
HEMBA1005737 
HEM8A1005742 
HEMBA100S746 
HEMBA100S747 
HEH3A1005749 
HEMBA1005755 
HBBA10Q5760 
HEMBA1005765 
HEMBA1005766 
HEMBA1005780 
HEMBA1O05795 
HEKBA100S809 
HEMBA1005813 
HEMBA1005815 
HEMBA1005822 
HEMBA1005829 
HEHSA1005833 
HEMBA1005834 
HEMBA1005844 
HEHBA1005852 
HEMBA 1005853 
HEMBA100S878 
HEMBA100S883 
HEMBAI005884 
HEMBA1005891 
HEMBAI005894 



3.76 5.34 
3.45 4.03 
17.34 15.11 
240.9 356.29 
56.28 75.41 
48.19 61.31 
13.58 
4.89 
6.07 
19.2 
18.03 
3.65 
5.27 
45.68 
6.62 
2.99 
7.76 
27.71 
5.63 
8.92 
19.65 25.57 



8.46 
5.4 

4.61 
10. 57 
15.17 

3.29 
2.8 
26.17 

4.16 

2.97 

8.75 
13.26 

5.49 



9.58 
14.72 
7.61 
8.96 
3.21 



4. 59 
4.06 
6.51 
8. 14 



11.63 
7.51 
2.53 
5. 49 



HEMBA1005902 52.63 54.98 



5.63 
5.12 
23.24 
365.46 
54.74 
71.13 
28.24 
14. 77 

5.65 
23.77 
17.77 
8.89 
13.13 
60.66 
18.11 

6.58 

13.3, 
36.18 

8.59 
17.42 
58.84 
12.05 
60.53 
11.55 
19.75 

5.98 
131.24 
19. 33 
28. 52 
21.89 
28.28 
32.28 
16.43 
15.56 

9.19 
37.85 
19.74 
31.29 
28.18 

9.33 

5.89 
10.77 
21.23 
30.68 

11.4 
50.49 
22.26 
37.75 
21.07 

26.3 

5.72 
26.1$ 
19. 55 

9. IS 
12. 47 
17.23 
20. 62 
29.76 
21.85 
38. 78 

29.7 
45.44 

9.72 
95.93 



3.54 6.15 
2.3 2.95 

3.89 10.6 

317.4 608.67 

36.66 53.45 

27.32 36.77 

14.33 10.97 
3.77 3.53 
4.04 20.76 
3.86 10.94 
3.19 7.05 
1.88 4.28 
1.63 2.71 

11.35 32.13 
5.71 6.97 
2.7 2.52 
5.6 4.94 
8.65 7.52 



1.07 



4.9 



4.51 5.05 
10.77 25.74 

4.13 4.03 

11.99 24.03 

7.98 6.67 

6.25 14.08 

5.75 3. 35 

173.55 121.01 

15.32 12. IS 

12.65 15.48 

4.52 12.06 
15.34 17.37 
23.31 13 

10.15 9 
10.88 5. 15 

3.08 3.41 

46.13 33.11 

12.96 11.14 

17.65 22.38 

19.8 21.24 

5.84 4.66 

4. 59 4. 51 

4.34 2.96 

11.82 15.12 

12.16 17.74 
6.4 6.48 

70.57 83.73 

21.04 27.08 
10.82 11.75 

10.05 5.62 
18.7 16.38 
1.33 1.78 

14.23 14.49 

8. 36 9. 46 

2. 39 S. 2 

6.96 9.74 

6.22 7.99 

6.51 8.22 

6.78 14.33 

5.18 5.86 

13.72 28.17 

12.96 17.06 

20.3 23.59 

7.72 7.66 

140.97 103.88 



2.3 
1.9 
7.1 
346.15 

30.25 

18.93 
7.86 
5.64 
7.93 
4.17 
3.09 
2.06 
2.81 

15.73 
5. 93 
4. 68 
4.75 

11.69 
3.69 
7. 36 

28. 55 
2. 36 

21.81 
8. 25 

11.58 
4. 26 
131.74 

10.29 
9. 89 
8.24 

16.39 

19.82 
9. 16 
8.22 
4.96 

35.41 

14. 53 

19.25 

20. 22 
4.23 
2. 42 
3.2 

18.05 
19.5 
7. 14 
79.9 
17.3 

10. 76 
7.48 

15.54 
1.99 

18.69 
9.74 
3.43 
5.87 
5. 59 
6.09 

12.64 
5.16 

26.47 

15.29 

18. 03 
5.64 



3.82 
2.63 
4.64 
243.13 
44.93 
99.81 
11.3 
3.73 
6.41 
5. 54 
3.33 
3.75 
4. 45 
25.61 
6.45 
1.93 
6.21 
10.2 
4.47 
8.37 
25.33 
2.63 
34. 62 
4.31 
12.25 
2.89 
58.39 
1 V. 29 
13.24 
12.54 
10.48 
12.33 
5.24 
6. 16 
4.32 
27.65 
14.77 
19. 89 
17.64 
3.4 
4.14 
3.26 
5.99 
18.91 
3.63 
51.01 
17.89 
7.41 
3.75 
15. 88 
1.83 
t8.12 
7.13 
3.05 
6.18 
7.73 
4.4 
11.87 
3.04 
16.14 
15.47 
21.15 
3.86 
40.77 



3. 83 3. 35 

1.06 1.56 

4.62 3.74 

155.96 316.09 

12.37 20.67 

56.7 45. 14 
3.59 
2.81 
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HEMBA10Q5907 
HEMBA1 005909 
HEMBA1 005911 
HEMBA10O5SI2 
HEMBA1005913 
HEMBA1 005921 
HEMBA 1 005922 
HEMBA1 005929 
HEMBA1005931 
HEMBAI005934 
HEMBA100S945 
HEMBA1005962 
HEMBA1005963 
HEMBA1 005990 
HEMBA1005991 
HENBA10Q5999 
HEM6A1006002 
HEMBA 1006005 
HEMBA1006011 
HEMBA1006013 
HENBA1006016 
KEMBA1006019 
HEMBA 1006021 
HEM8A1 006022 
HEMBA1 005031 
HEMBA1006035 
HEMBA1006036 
HEMBAI008042 
HEMBA100S044 
HEMBA1006045 
HEMBA1006G48 
HEMBA10050S3 



HEMBA 1006058 
HEMBA1006063 115.82 



HEMBA 1005067 
HEMBA 1006081 
HEHBA1006089 
HEMBA10060SO 
HEMBA1006091 
HEMBA1006093 
HEMBA1006099 
HEMBA1006100 
HEMBA1006108 
HEMBA1006114 
HEMBA1006121 
HEMBA1006124 
HEMBA1006125 
HEM5A10Q6130 
KEMBA1006138 
HEMBA1O06142 
HEMBA1006IS0 
HEMBA1006151 
HEMBA1006155 
HEMBA1006158 
HEMBA1006164 
HEMBAt006!71 
HEMBA1006173 
HEWA1006176 
HEMBA1006182 
HEMBA1O06197 
HEM8A1O06198 



11.51 
12.54 
4.25 
35.05 
8. 07 
8.39 
10.23 
14.03 
6.92 
9.15 
13.18 
8.03 
7.03 
1.77 
64. 98 
10.77 
4.73 
11.33 
7.74 
15.75 
12.67 
39.35 
100.18 
4.41 
54.5 
26.81 
30.41 
14.78 
6.37 
5.05 
5.66 
9.91 
18.11 
12.02 



14.46 
3.95 
4.09 

16.61 
6.4 

24.23 
23.7 

15.19 
9.23 
6.24 
4. 96 

23.37 
5.3 

81.41 

16.78 
6.25 

20.94 
3.81 

S1.87 
7.8 
7.41 

11.38 
5.77 

10.21 
6. 52 
4.36 
6.83 
46.5 

T7.53 



24.95 
10.65 
2.94 
30.41 
12.66 
17.95 
12.69 
14. 99 
7.45 
11.61 
17.17 
8.91 
8.04 
6.11 
101.38 
8.18 
10.03 
12.26 
6.02 
24.43 
16.72 
43. SI 
64.95 
4.65 
55.09 
26.57 
35. 58 
15.89 
6.38 
5. 98 
8.21 
12.14 
16.89 
10.46 
107.87 
16.19 



8.3 
S.69 

33.98 
6.94 

35.95 

22.12 

17.46 
5.57 
4.2 
7.47 

10.77 
5.09 
100. 18 

21.47 
5. 14 

16.77 
3.82 

36.97 
6.18 
4.45 

13.76 
5. 17 
6.39 
8.53 
5.59 
8.29 

59.16 
104. 19 



21.68 
15.16 

8.S9 
48.44 
17.16 
29. 27 
22.71 
35 
8.96 
14. 52 
24. 76 
21.61 
15.69 
10.33 
91.59 
14.85 

9. 92. 
21.89" 

9.9 
27.02 
32.68 
94.43 
186.84 

8.97 
63.41 
28.41 
51.17 

30.2 
15.67 
16.26 
17.12 
22.17 
29.58 

14.6 
141.14 
18.97 

15.7 

17.5 
39.21 

10.5 
33. 59 
46.77 

28.4 
12.26 

16.8 
17. 94 
43.63 

9.35 
218.91 
42. 54 

9. 74 
47.47 
12.07 
81.85 
16.28 
10.51 
11.95 

5.55 
20.68 
12.82 

8. 45 
18.43 
87.76 
150.86 



5.18 12.96 



9.37 



9.7 



4.53 4.07 

55.56 35.89 

3.35 11.55 

13.5 18.47 

8.62 19.47 

19.43 15.07 



7. 96 
6.47 
14.61 
8. 95 
2.68 



7.11 
9.42 
10. 38 
9.17 
5. 58 
4. 79 
21.08 89.91 
9. 74 9. 96 



4.44 

15. 72 
4.17 

14.33 
4. 67 



5.47 
14. 29 
3. 85 
11.65 
8. 33 
47. 95 
161.47 154.88 
5. 98 4. 93 
23.75 30.34 
13.64 17.75 
28.85 21.84 
21.62 13.62 
2.89 5.13 
5. 37 6. 51 
5.57 7.7 
11.19 10.11 
15.19 13.98 

9.27 7.95 
161.05 129.88 

8.28 13.91 
2.09 6.94 
2.93 4.85 



10.18 13.13 



4.5! 



4.9 



239.88 178.96 

20.91 18.85 

3.49 S.53 

16.06 12.94 

4.06 2.71 
14.8 33. 19 

4 7.84 

11.19 6.62 

10 9.74 

5.75 11.01 

12.36 13.62 
8. 56 9. 55 

4.07 4.78 
9. 27 9. 93 

45.37 52.9 
44.45 56.82 



7.51 
8.92 
3. 47 
54.16 
8.12 
18.42 
16.43 
16.06 
4.38 
7.17 
10. 87 
9.16 
6.69 
2.9 
49.01 
11.62 
3.19 
10. 03 
3.65 
10.41 
5.18 
33.8 
173.68 
5.29 
33.23 
10.2 
21.47 
17.35 
3.3 
3.98 
7.23 
10.25 
12.78 
6.43 
130.01 
5.01 
3.38 
1.66 
18.25 
5.02 
13.97 
13.39 
10.6 
4.99 
4.48 
2.88 
12.16 
6.58 
190.17 
14.71 
4.08 
20.13 
3.79 
24. 55 
5.44 
6.2 
12.84 
7. 35 
14. 28 
11.37 
4.63 
14. 63 
41.61 
81.63 



14. 52 
5.33 
3.19 
35. 55 
4. 56 
20.02 
10.1 
12.42 
5.8 
6.06 
14.78 
8.64 
5.62 
2.4 
45.05 
9.75 
2.29 
11.77 
4.89 
12.44 
11.34 
48.65 
76.07 
5. 93 
14. 55 
23.49 
22.61 
12.05 
5.6 
4.26 
7.81 
6.6 
12.35 
9. 22 
94.43 
10.46 
3.92 
3. 54 
18.94 
4.02 
5.79 
21.06 
18.9 
4.59 
5.37 
5.11 
9.91 
2.71 
100.6 
18.67 
2.75 
22.73 
4.85 
29.86 
10.27 
5.41 
7.5 
5.28 
6.26 
5.71 
3.18 
6.95 
64.69 
56.2 



11.79 13.13 
8.02 9.98 



3.56 
2.88 
1.78 
21.27 28. 13 



7.35 



7.68 
1.78 
6.76 



11.3 
1.96 
11.25 
2.14 
8.78 
5.66 
20.74 35.48 



2.77 
3.34 
2.07 
4.29 



3.37 
3.85 
S.67 
3.85 
10.1 7.62 i 
17.59 21.54 



1.35 
1.57 
5.99 



1.02 
5.78 
1.37 
68.45 



21.38 
1.55 
2.39 
4.2 
2.14 
8.81 
3.32 
1.47 
4.93 



38.82 49.81 
53.63 65.92 
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HEMBA1 006226 

HEUSA100623S 

1OBA1006 H8 

HEBBA1006251 

HEMBA1006252 

HEMBA1006253 

HEMBA1 006259 

HEHBA1O06261 

HEMBA1006268 

HEMBA1006271 

HEMBA1006272 

HEMBA1006273 

HEMBA1006276 

HEMBA1006278 

HEMBA1 006283 

HEMBA1006284 

HEMBA1 006291 

HEMBA10062S2 

HEMBAt 006293 

HEMBA1 006299 

HEMBA1 006309 

HEHBA1006310 

HEMBA100631 

HEMBA1006313 

HEBBA1006316 

HEMBA1006328 

HEBBA1 006334 

HEMBA1Q06335 

t€MBA1006344 

)€MBA1006347 

HBIBA1006349 

HBBA1006352 

HOBA1QQ6357 

HJIBA1006358 

fS(BA1006359 

KEMBA1006360 

HENBA1006364 

HEMBA1006377 

HEMBAI006380 

HHBA1006381 

*WA1006385 

HEMBA1006390 

HEMBA1006391 

HEMBA1006398 

HEMBA1006405 

HEHBA10O6410 



HE1BA1006418 
HEHBA1006419 
HEMBA100S421 
HEMBA1006424 
HOKA1006426 
HEM8A1006430 
HEHBA1006438 
HEMBA100644S 
HEHBA100E446 
HE18A)006456 
1€M8A 1006461 
HBBA1006467 
HOBA1006470 
HOBA1006471 
HEIBA100S474 
HOBA1006476 



60.66 
7.29 



89.4 
6.42 
14.3 
15.98 24.11 



11.81 21. IS 

25.45 37.82 

4. 53 5. 62 

27.87 48.98 

3.48 5.09 



5.62 
7.56 
6.86 



4.26 
8 

3.56 

21.61 22.15 

9.77 12.43 

7. 57 5. 98 

28.37 23.25 

3.75 5.49 

20.83 28.58 
12.21 13.85 
10. 98 14. 98 

7.24 7.64 

3.22 8. 11 

7.65 12.92 

21.63 21.11 

3.37 3.68 

17.68 32.85 

55.44 64.87 

7.7 7.61 

5.12 7.39 

4.71 5.44 

21.84 30.15 
9.29 7.19 

5. 5 5. 93 

4.46 4.17 

4.83 5.25 

80.85 114.32 
20.03 20.23 

21.8 26.78 

26.15 27.47 

66.76 79.54 
9.83 7.54 
7.74 10.16 

17.21 30.3 

12.29 24.19 

13.77 16.34 
14.88 14.23 
30.32 26.38 

6.94 7.3 

6.59 5. 16 

16.94 21.77 

21.51 23.1 



7.39 
5.97 
10.44 
20.27 



34.3 38.7 
8.92 14.85 
80.88 55.42 
124.18 125.67 



3.18 1 



}.51 



128.3 

9.51 
12. 7* 
24.67 
24.58 
20.63 
28.91 
48. 94 
11.14 
84.46 
12. 53 

9.16 
13.01 

4.87 
38.14 

9.21 

*- 4 l 
41. Off 

8.43 
31.92 
16.63 
14.35 
16.35 

10.2 
15.52 
38.33 
14.62 
46.47 
82.83 
11.32 
13.08 
5.8 
32.51 

14.9 
13.36 

9. 74 
14.76 
105.84 
49.46 
34.04 
48.23 
86.03 

21.2 
17. 94 
36. 97 
20.82 

35.1 
12.55 
45.23 
14.62 
10.86 
35.51 
52.14 
27.72 
11.24 
25. 23 
27.71 
19.86 

9.77 
56.67 
23.43 
113.87 
311.61 
717.99 



17.84 10.1 

22.82 19.08 

17.83 5.75 
14.78 17.19 

16.9 10.94 

33.85 29.71 
5.03 3.83 



39.21 
3.82 
7.22 

10.92 
4.56 



49.83 29.24 

3.08 2.38 

37.12 28.94 

10.12 12.48 

11.71 17.38 

13.11 5.74 

4.45 3.61 

10.38 5.11 

32.37 21.64 

4. 58 3. 28 

23.14 32.25 

51.59 45.13 

7.96 6.93 



11.96 
3.17 
16.24 



8.1 8.4 
4.55 6.66 
2.49 4.18 
2.78 4.9 
75.76 102.36 
23.06 19.66 



4.48 5.03 
2.39 3. 13 
13.82 15.6 

21.8 26.01 



12.03 
19. 85 
8.91 
4.94 



56.73 
6.34 
10.62 
21.09 
7.22 
22.49 
16.19 
14.07 
5.91 
40.82 
10.33 
6.25 
11.33 
4.18 
13.64 
8.66 
5.86 
37.1 
10.01 
29.71 
15.92 
10. 36 
8 

3.07 
11.89 
26.1 
2.72 
24.21 
40.79 
5.21 
10.21 
6.34 
20.03 
7.37 
5.77 
4.08 
3.21 
58.33 
23.19 
16.56 
26.5 
61.2 
8.66 
10. 18 
9.3 
19. OS 
14.96 
7.82 
20.5 
4.44 
4. 03 
11.92 
14.55 
10.02 
5.84 
7.84 
23.69 
8.85 
2.56 
29.19 



14. 29 
15.03 
9.32 
8.79 
15. 68 
18.76 
4.8 



11.04 
4.11 
4.51 



10. 75 
7.15 
2.82 
7.9 

17.68 
2.89 
26.2 



7.73 3.4! 

3.53 2. 18 

17.68 17.67 

7.12 3.93 

4.91 2.59 

2.89 1.16 

2.71 2.21 

93.99 60.04 

14.68 15.28 



5.31 
9.52 
10.32 
13.83 



93.82 77.51 
282.54 252.79 
S5S.6 740.67 



).2 
77.92 



5.76 2.74 
3.8 3.29 

15.06 10.89 

25.55 15.62 

7.77 3.89 
3.07 2.65 
2.86 8.87 

16.72 10.9 

10. 7S 7.35 

4.06 1.76 

28.2 24.42 

16.21 5.14 

59.58 47-32 

88.12 112.31 1 

785.76 753.48 3 



1390 



EP 1 074 617 A2 



HEMBA1006483 
HEMBA 100648 5 
HEMBA 1006486 
HEMSA100S489 
HEMBA1 006492 
KEMBAI006494 
HEMBA 1006497 
HEMBA10OSSO1 
WEMBA1006502 
HEMBA1006507 
HEMBA10O6517 
HEMBA10Q6S21 
HEMBA1006529 
HEMBA10O653O 
HENBA1006S3S 
HEMBA 1006536 
HEMBA 1006540 
HEMBA10O6544 
HEMBA1006546 
HEMBA1006549 
HEMBA 1O0SS59 
HEMBA1006562 
HEMBA1006566 
HEMBA1006569 
HEMBA1006572 
HEMBA1006S79 
HEMBA10O6S83 
HEMBA 1006595 
HEMBA1006597 
HEMBA1006606 
HEMBA1006612 
HEMBA1006617 
HEMBA1006624 
HEMBA1006631 
HEMBA1 006635 
HEMBA1006639 
HEVBA10O6643 
HEMBA! 006648 
HEMBA! 006652 
HEM8A10O6653 
HEMBA1006658 
HEMBA10066S9 
HEMBA1006665 
HEMBA! 006666 
HEMBA! 006671 
HEMBA1006674 
HEMBA1006676 
HEM8A1006682 
HEMBA1006688 
HEMBA100669S 
HEMBA 1006696 
HEMBA1006702 
KEMBA1006707 
HEMBA I 00670& 
HEMBA1006709 
HEMBA10O6717 
HEMBA1006724 
HEMBA10O6731 
HEMBA1 006737 
HEMBA1006742 
HEMBA1006743 
HEM6A1006744 
HEMBA1006749 
HEMBA1006752 



10.38 

14.11 
25.6 
4.69 

21.26 
3.73 
9.48 

70.71 
26 

74.35 

10.15 
4.71 

20.44 
2.11 
4.76 
7.73 
4.89 
9.55 

13.83 
3.69 
5.63 
4.46 

I. 97 
9.03 
4.01 

48.81 
21.83 

9.39 
10.74 

9.14 
16.16 

8.08 
62.58 
23.12 

7.91 
10.04 

1.84 
15.53 
26.71 

7. 56 
19.91 
58.61 

2.46 

3.78 
23.88 
17. 95 

8.33 

5.28 

8. 06 

II. 68 
12.25 

6.88 
12.13 

7.17 
13.09 

5.25 
12.11 

7.48 

8.06 

8.98 
14.91 
17.72 

4.84 
74.49 



11.79 
21.34 
38.65 
5.66 
21.32 
5. 82 
5.39 
74.3 
37.84 
71.35 
13.34 
7. 89 
40.14 
3.93 
6.35 
9.35 
5.07 
9.44 
18.34 
4. 64 
7. 78 
7.73 
2.79 
13. 38 
5.33 
48.67 
28. 38 
11.2 
17.9 
17.8 
16.45 
9. 55 
66. 3 
25. 87 
.10.88 
12. 39 
4. 34 
17.03 
34. 75 
6.61 
14.88 
60. 76 
4.7 
4.89 
46.04 
21.64 
14.71 
7.81 
7.99 
16.81 
15.75 
9.14 
15. 02 
12.19 
19.04 
5.26 
8.3 
7.6 



17.97 10.54 



22.05 
46.49 
11.99 
31.79 
13.17 



9.66 
15.25 
2.16 
8.11 
4.37 
.._ 6.41 
109 137.89 1 
17.65 



121.18 132.43 

..... ... 19. 66 21.79 

93.56 76.72 76.19 89.01 
9.91 



25.2 
15.55 
54.85 
16.06 
8.43 
15. 74 
10. 1, 
12.65" 
35. 37 
10. 47 
15.93 
13.41 
6.04 
17.77 
6.28 
106.01 
52.62 
24.82 
34.13 
25.4 
27. 36 
19. 24 
115.43 
43.15 
14. 85 
17.07 
3.2 
27.49 
50.3 
17.15 
49.21 
125. 49 



22.66 
19.61 
4.51 
114.01 



10.33 
24.13 
22.54 
39. 58 
4.65 
106.5 



4. 99 
18. 97 
3.94 
4. 07 



3.5 
4.1 
4.81 
4. 85 
8.08 
3.85 
77.85 
37.84 
12.48 
14.71 
12.84 
16.16 
13.65 
55.71 
23.48 
9.02 
18.66 
4.98 
19.15 
32.97 
7.18 
18.71 
159.5 
4. 57 
3.83 
11.03 
21.77 
11.8 
5. 22 
5. 58 
8.98 
8.51 
5.54 
19.48 
12.13 
14. 85 
4. 74 
5. 53 



7.5 
17.15 
28.17 
3.84 
80.8 



13.07 

3.22 

5. 24 

4. 36 

3.75 

5.02 11.82 

4.61 4.82 
58.85 

32. 54 33.86 

12.13 12.39 

16.52 13.99 

13.75 11.34 
10.37 13.84 

9.22 10.71 

47.06 62.71 

22.27 20.06 

10.78 9.39 

19.19 12.58 

3. 53 3.26 

15.29 16.67 

21.76 18.68 
4.77 7.22 
18.4 21.38 

103.52 108.54 

4.2 3.45 

3.74 5.58 
10. 78 

17.05 22.65 

6.88 5.97 

3.34 3.44 

7.11 7.53 

10.42 13.13 

9.6 6.76 

6.34 5.86 

16.83 14.64 

8.06 8.49 



10.32 
8.76 
4.14 
S.95 



17.28 14.05 

20.27 23.33 

2.79 5.06 

62.77 63.46 



16.25 
4. 57 
4. 84 



4.73 
8.44 
2. 36 
1.52 
6.06 



6.33 
1.78 
2.41 



4.78 
0.57 
6.81 6.28 
20.42 13.65 
4.38 1.91 
4.33 1.27 
6.04 3.8 
2. 63 0. 98 
6.18 3.56 
3.06 1.11 
32.03 38.94 



17.64 
17.49 
7.68 
8.25 



11.43 
8.27 
2.93 
5.29 



4.37 
5.07 
20.4 



5.44 
6.82 

10.55 
4.49 
4.33 

14.25 
3.77 



9.44 
5.19 
4.38 
10.84 
13.93 



9.01 
5.73 
7.75 
4.71 



5.66 
4.47 
0.82 
8.82 



1.96 
2.85 
8.57 
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HEMBA1006754 
HEMBA 1G067S8 
HEMBA1 006767 
HEMBA 1006770 
HEM8A1006779 
HBBA1006780 
HEM8A 1008789 
HEMBA1006795 
HEM8A1006796 
HEMBA100680S 
HEMBA1006807 
HEMBA1006813 
HEMBA 10068 19 
HEMBA1O06821 
HEMBA1006824 
HEMBA1006832 
HEMBA 1 006834 
HEMBA1 006835 
HEMBA 1006843 
HEMBA 1006349 
HEMBA 1 006850 
HEMBA 1 006861 
HEM8A1006865 
HEMBA10068E7 
HEMBA 1006873 
HEMBA 1006877 
HEMBA1 006878 
HEMBA 1006879 
HEMBAI006884 
HEMBA 1 006885 
HEMBA1 006886 
HE1IBA1006889 
H9BA1006896 
HEM8A1O06900 
HEMBA1006902 
HEMBA1006912 
HEM8A1006914 
HEMBA10O6916 
HEMBA 1 006921 
HEH6A1006926 
HEMBA1006927 
HEM8A1006929 
HEMBA1O06936 
HEMBA1006938 
HEMBA 1006941 
HEMBA! 006942 
HEMBA100694S 
HEMBA 1006 94 9 
HENBA1 006952 
HEMBA 1006960 
HEMBA1 006973 
HEM8A1 006974 
HEMBA1 006976 
HEMBA1 006989 
HEM8A10O6993 
HEMBA1 006996 
HEMBA1O07001 
HEMBA1007002 
HEM8A1Q07013 
HEMBA1007016 
HEMBA1007017 
HEMBA1 007018 
HEMBA 1007044 
HEMBA1007045 



10.3 
7.27 
5. 55 
10.91 
21.14 
31.66 
11.15 
13.29 
8. 15 
10.17 
358.41 
3.32 
11.44 
15.76 
31.97 
259. 36 
4C.64 
8.46 
18.15 
26.18 
16. 77 
14.67 
39.2 
18.5 
17.71 
7.4 



10.48 
12.94 
16.51 
29.88 
94.54 
11.07 
72.84 
25. 47 
4.95 
17.87 
76.35 
15.23 
5.69 
14.39 
8.1 
20.15 
9. 54 
3.12 
38.07 
17.04 
67. 94 
5. 04 
4.19 
34.21 
11.14 
9.69 
5.49 
5.64 
22.88 
6.77 
13.6 
38.2 
4.23 
13.73 
1.7S 
12.78 
4.27 
3.76 



5.77 11.65 

4.9 12.62 

6. 53 9; 74 

18.24 23.01 

29.08 46.61 

41.91 71.99 

8.92 10. 

18. 12 23.2 

7.65 12.79 

13. 14 20.22 

425.1 450. 14 

4. 75 8. 38 

14.72 25.12 

14.89 42.37 

30.86 49.16 

308.26 291.59 

65.27 67.81 

14.27 21.58 

18.91 28.2 

26.08 44.03 

33.56 37.75 

13.53 34.61 

38.77 61.65 

15.53 22.34 

23.93 26. 16 

13.49 15. 

14.11 25.64 

16.27 24.73 

27.4 33.59 

29.68 41.54 

114.96 86.8 

12.36 15.21 

76.71 95.1 

32.8 47. 12 
12.4 20.5 

28.61 49.99 

138.05 152.36 

15.18 19.35 

9.45 11.27 

(4.83 25.68 

6.16 12.12 

20.6 39.98 

10.99 23. 15 

8.25 12.19 

33.9 81.07 
18.44 31.05 
90.41 117.96 

6.37 14.93 

5.26 9.54 



5.75 
5.73 
3.33 
9.49 



6.24 
10.87 
2.99 
7.2S 



Table 379 

6.17 5.72 
10.94 5.09 
2.73 5.09 
9.34 17.17 

19.18 32.07 21.74 

39.02 25. S 33.44 

5.48 5.24 

8.5 1 

3.39 3. 14 

5.84 4.86 

425.56 524.37 388.31 

0.01 2.65 1.47 

8.56 18.43 11.48 

23. 12 22.95 19.27 

24.26 23.62 19.71 

339.91 237.2! 321.61 

62.09 43.11 55.61 

9.55 10.78 10.45 

12.23 21.78 20.94 

23.34 31.15 21.57 
10.59 18.63 

20.34 16.15 19.04 

71.58 60.52 57.06 

9.22 8.68 9.34 
14.12 11.71 
6.73 6.6 

11.23 13.75 11.88 

12.26 12.67 8.96 

6.17 20.26 51.39 

20.77 25.78 20.37 

8.15 45.42 40.45 
4.3 6.85 
25.42 32.71 
42.47 30.76 
3.65 6.21 

20.94 22.1 17.02 

81.86 82.01 60.45 
6.9 10.02 
4.84 7.33 
4.9 10.25 



6.13 
5.5 
3.97 
6.46 
27.02 
20.75 
3.29 
14.12 
3.97 
8.13 
479.65 
2.36 
10.78 
10. 56 
31.05 
326.22 
73 
9.6 



5.29 
26.4 
32.5 
3.85 



3.55 6.9 



22.07 23.94 

1.82 9.22 

4.54 5.27 

14.16 37.03 

13.54 11.67 15.34 

45.68 44.82 62.84 

11.38 7.05 7.71 

3.87 5.23 3.34 
40.95 44.04 37.38 
14.07 12.49 8.94 

5.58 10.54 

5.67 2.91 2.68 

14.35 9.67 15.25 

43.82 36.96 35.47 

9.29 8.92 7.56 

26.01 27.9 24.22 

157.46 90.6! 115.16 

5.49 4.83 5.04 

32.25 24.75 25. 55 

6.45 

6.88 7.17 10.67 
7.26 4.08 4.08 
(.66 (.82 7.16 



12.38 
33.27 
9.42 
15. 58 
5.7 
9.01 
12.1 
18.62 
13.71 
16.06 
4.87 
32.9 
22.96 
6.17 
26.3 
85.41 
4.27 
5. 96 
7.17 
4.27 
25.87 
13.47 
3.85 
37. 54 
9.95 
58.07 
7.34 
4.22 
52.24 
10.47 
10.23 
2.79 
5.09 
29.4 
4.85 
17. 93 
37.83 
4. 32 
26. 93 
4.75 
5. 95 
4.49 
7.9! 



5.0! 8.39 

2.15 4.84 

3.29 3.02 

5.37 4.52 

14.11 23.35 

21.87 35.28 

3.78 6.02 

7.4 15.69 
0.85 2.9 
5.47 7.83 

35E.88 266.31 

0.6 1.87 

2.32 9.36 

11 21.11 

26.34 34.02 

280.59 176.89 

47.8 42.25 
6.1 8.18 

7. 17 5. 58 

14.9 24.(9 

3. 5 6. 56 
6.63 17.89 

28.86 36.(5 



6.3 
7.18 
2.95 
2.84 
3.4 
5.59 

10.53 21.42 

32.92 14.53 

2.48 1.64 
16.88 9.13 
11.97 13.31 

0.96 2.8 

12.33 21.55 

43.28 74.2 
4.91 
4.4 

9.16 6.2 

4.44 3.56 

18.49 21.97 

4.19 5.58 

0.26 1.77 

10.57 9. 16 

7.49 11.08 
38.55 55.06 

3.55 6.74 

1.4 1.92 

36.27 39.73 

5.46 6.01 

6.86 3.65 

1.22 3.42 

3.23 6.48 
20.95 25.28 

2.62 3. 17 

11.6 13.83 

43.86 26.69 

1.34 5.39 

13.32 18.08 

0.45 2.16 

5.18 4.75 

2.95 4.25 

2.23 5.58 
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HEMBA1007051 
HEMBA10Q7052 
HEMBA10O7053 
HEMBA1007057 
HEMBAI0070S2 
KEMBA1O07063 
HEMBA1007066 
HEMBA1007069 
HEHBA1007073 
HEBBA1007076 
HEMBA1007078 
HEMBA 1007080 
HEMBA1007084 
HH63AI007085 
HEMBA1007087 
HEM8A1007089 
HEIBA1 007095 
HEHBA10Q7I01 
HEHBAI007104 
HBBA1007106 
HEMBA1C07112 
HEMBA1007113 
HEMBA1D07121 
HEMBA1007129 
HEMBA1007147 
HEMBA1007149 
HEH8A1007151 
HEI8A1007172 
HEMBA1007174 
HEMBA10O7176 
HEMBA1007178 
t€MBA1007185 
HEMBA1007186 
»£MBA1007194 
HEMBA1007200 
HEHBA10072Q3 
HEHBA1007206 
HEMBA1007224 
HEBBAI007226 
HEMBA1007240 
1£MBA10Q7241 
HBBAI007242 
HBBA1007243 
HEMBA1007251 
HEWA10072S6 
HOBA1007267 
HEHBA1007Z73 
HEHBA1007279 
HEMBA1007281 
HEMBA1O07283 
HEMBA1007288 
HEMBA1007291 
HEM8A1007299 
H3eA1007300 
HBBA1007301 
HQBAI007319 
HOBA1007320 
HEMBA1007322 
HH63A1007323 
HEHBA1007226 
HBBA1007327 
HHBA1007332 
HEIUA1007341 
HHBA1007342 



10.8 
27. 29 
17.6 
21.17 
201.88 
27.84 
4.09 
21.73 
9.74 
21.85 
143.44 
6.41 
12.43 
15.43 
6. 68 
5.54 
5. 55 
10.89 
12. 93 
12.08 
7.21 
17. 48 
4.21 
17.41 
25.5 
24. 39 
89.72 
13.54 
5,35 
4.41 
111.71 
4. 85 
7.71 
27.14 
5.82 



10 
3.94 
CO. 35 
10.43 
10. 28 
7.15 
6.22 
281.14 
3.87 
33. 32 
14. 51 
15. 93 
8.96 
5.2 



9.64 21.16 

3.34 5.89 

20.61 IS. 81 

7.67 12.49 
11.04 

23.76 40.56 

6.3 7.54 

6.94 13.93 

7.14 13.19 

8.92 19.82 

62. 26 92. 7 

60.21 81.69 

15.68 20.31 

31.32 26.53 

23.13 29.36 

21.1 33.63 



15.3, 
S.8JT 



6 7.77 

33.28 23.78 

14.28 16.52 

25.07 43.45 

168.43 201.05 

8.28 18.59 

15.07 27.38 

22.2 36.85 

4.91 10.19 

5.79 15.25 

6.74 11.4 

13.76 22.08 

22.04 21.56 

13.89 28.24 

3.2 19.91 

18.75 30.8 

4.82 12.05 
23. 17 30.14 
42.75 37.89 
40. 17 34. 49 
73.23 106.85 
17.35 25.69 

7.7 9.62 

5.32 8.31 

101.13 126.82 

5.56 13.42 
17.43 18.8 

33.68 57.79 

10.89 12.53 

6.83 14.11 
6.17 
14.5 

10. 12 23.07 

6.53 14.21 

57.45 88.44 

10.11 14.15 
11.15 10.5 

12.6 10.93 
6.62 11.18 

504.93 265.82 

5.98 13.69 

37.02 90.88 

15.7 50. 
13.1 23.53 
9.53 11.63 

5.9 6.99 



10.38 
3.8 
21.76 
5.42 
4.94 
22.16 
7. 55 
10.41 
9.06 
9.03 
36.29 
89.81 
13.17 
13.81 
17.3 
20.7 
326.58 
23.93 
5.68 
16.4 
10.26 
24.93 
310.6 
3.42 
13.28 
20.24 
4.89 
6.45 
7.96 
12.85 
10.13 
5.12 
4. 57 
17.47 
2.35 
16.76 
30.71 
15.91 
134.34 
5.08 
3.24 
2.05 
187.45 
3.87 
11.41 
28.23 
5.12 
6.96 
1.95 
11.27 
7.33 
2.35 
47.01 
17.47 
7.08 
3.57 
5.17 
479.23 
3.16 
53.8 
17.82 
14.44 
7.92 
1.75 



3.16 
S.S5 
6.96 
17.18 



60.73 51.72 
65.76 74.19 



303 223.56 
27.74 34.28 

5.26 4.31 
24.34 20.37 
12.13 8.53 
19.55 20.96 
189.7 223.39 

2.84 6.23 



32.07 18.35 

50.6 40.71 

13.37 8.47 

7. 06 8. 85 

6.49 22.47 

18.24 32. 57 

75.5 112.08 

41.09 23.85 

5.49 1.3 

10.72 5.09 

8.39 3.2 

26.57 21.39 

139.17 100.56 

5.66 3.45 



4. 76 
6.57 
7.31 
11.37 
15.89 



18. 26 
4.05 
21.31 



88.67 116.09 

7.14 11.16 

3.12 3.91 

4.24 3.88 

120.72 165.9 

5.2 4.27 

15.37 11.45 

30.36 27.93 

4.08 4.32 
6.78 
1.64 
10.46 
8.9 
5.74 

83.94 54.92 

5.8 7.51 
5.07 

6.52 4.89 

5.74 4.76 

433.13 233.63 

3.64 1.67 

48. 19 37.22 

23.55 19.63 



4.04 2.23 

3.37 2.88 

10.77 4.02 

7.11 2.74 

18.69 15.25 



4. 34 

5. 56 
10.68 

5.84 



8. 36 
5. 77 
S.44 
7.15 
4. 03 



11.68 7.36 

38.96 21.71 

6.52 8.53 

67.3 41.82 

4. 24 5. 15 

4. 59 2. 56 

2.68 0.75 

80.87 65.01 

3.75 1.77 

13.72 5.68 

22.24 21.62 

3.9 1.99 

5.78 2.58 
3.42 2.15 
8. 86 8. 35 
9. 07 7. 22 

6. 79 3. 29 



3.91 4.02 
3.16 3.33 
5.15 2.1 

384.76 246.29 

4.69 0.43 

52.37 23.73 
20.48 9.78 
14.13 7.11 
7.48 4.06 
4.48 1.49 



5. 46 
3.75 
5. 47 
8.83 
5. 57 

20.25 
5.66 
4.11 
4. 92 
8.52 

34. 97 

38.08 

13.17 
9.17 

10. 72 

32.51 
127.01 

46.77 
6. 52 
4.25 
3.6 

27.54 
162.13 
4. 93 
8.81 

16.92 
3.29 
4.93 
3.1 

15.97 
3.49 

10.67 
3.73 

19.89 
1.96 
6.25 

36.83 

10.32 

79.65 
6.41 
3.21 
5.03 

83.79 
3. 34 
6.35 
27.1 
5.52 
3.49 
2.75 

11.65 
9.19 
5.42 

24.76 
3.93 
3.67 
2.24 
2.94 

107.4 
1.85 

38.43 

17.51 
7.2 
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HEU3A1 007347 
HEMBA 1007353 
HEMBB1000065 
HEMBB100O0O8 
HEMBB1000018 
HEMBB100Q024 
HEMBB1OO002S 
HEMBBI000030 
HEH8B1C00036 
HEJBB1 000037 
HEMBBt 000039 
HEHBB 1000044 
HEMBBI 000048 
HE1BB10OO0S0 
HE1IBB10000S4 
HEMBB10000SS 



HEMBB1OOO072 
KEMBB 1000081 
HEMBB1000083 
HEIBB1000089 
HEIBB1000094 



HUBB100O099 
HEMBB1000I03 
HEM8B1000106 
HEIBB100011; 
HEBBB1000119 
HEHBB1000133 
HEM8B1000134 
HEMBB1000136 
HEMBB1000141 
«IBB1000144 
HEMBB1000I47 
HEIBB1000152 
H£«BB1000154 
HEMBB1000155 
HEMBB1000173 
HEHBB1000175 
HEMBB1000176 
HEM8B1000198 
HEHBB1 000208 
HBBM10002O9 
HEHBB1000212 
HEMBB1000215 
HEHB1000217 
HHIBB1000218 
h£MSB1C00226 



16.98 
S.79 
12.22 
18.71 
26.09 
16.68 
4.76 
20.29 
14.36 
tl.11 
8.22 
11.18 
8.23 
12.03 
10.07 
4S8.88 
37.26 
84.93 
14.03 
11.03 
12.54 
10. 67 
6.26 
14.89 
79.17 
13.4 
4.8 
3.97 
88.66 
13.38 
34.17 



HEMBB1000286 
HEHBB1000272 
HEHBB1 000274 
H0B81OQOZ76 
51000284 
HEMBB1000307 
HEH881000309 
HEMBB100C312 
HEMBB10OO317 



22.65 29.56 

10.55 11.68 

17.75 30; 52 

35.13 41.01 

49.37 73.92 

21.57 43.98 

6.51 12.97 

17.68 33.24 

14.21 18.16 

16.21 12.93 

15.6 26.39 

16.44 31.14 

14.79 19.17 

11.84 30.06 

11.4 26.35 

310.46 850.13 

47.72 97.02. 

93.08 177.56 ! 

23.77 42.88 

18.35 42.57 

18. 95 30. 4 

10.41 27.93 

10.91 14.76 

12.94 32.83 

84.17 154.39 

15.97 19.47 

10.67 20.57 

10.01 14.45 

47.28 101.21 

15.77 31.72 

26. 36 69.3 

11.34 20.35 

6.34 18. 3S 



1.94 
7.08 
7.22 
36.12 
4.3 
23. 34 
1.73 
2.42 
4. 99 
4. 66 
16.57 
25.38 
31.37 
12.28 
5.26 
5.06 
7.48 
1.27 
10.17 
26.46 



3.8 



22 



14.57 
3.83 
11.82 
19.83 
38.01 
24.42 
5.38 
12.16 
2.88 
4.27 
9.92 
11.2 
7.61 
14.4 
13.58 
127.99 
40.48 
168.05 
15.97 
17.47 
15. 64 
13.66 
6.71 
17.41 
129.48 
7.19 
6.45 
4.41 
23.18 
20.8 
67.42 
10. 92 
7.4 



13.83 
9. 63 
12.78 
22.41 
40. 34 
20.7 
4.72 
16. 77 
10.75 
8.42 
10. 66 
12.12 
10.2 
13.92 
11.4 
485.16 
50.48 
149.4 
19.18 
14. 86 
14.81 
21.42 
9.5 
17.02 
133.3 
4. 59 
7.88 
4.33 
118.13 
11.19 
34.73 
8. 05 



11.3 
8.03 
11.43 
13.75 
30.35 
22.54 



16.82 
10. 26 
13.73 



4.3 
6.88 
8.02 
7.2 
13.02 
7.91 
208.47 
36.83 
148.43 
19.43 
14.26 
12.6 
16.12 
4. 54 
13.25 
142.91 
5.52 
9.01 



6.83 2.67 

12.98 7.81 

10.52 6.21 

15.14 3.23 

11.35 6.38 

11.76 6.55 
362.27 384.63 

47.77 33.17 
84.23 55.56 
14.35 5.64 



18.14 
22.7 
14.95 
15.21 



5. 59 

8.64 

13.83 13.07 

47.88 77.86 
6.41 

24.4 50.1 

5.17 9.68 

2. 22 6.16 

7.73 19.16 

S. 69 7. 88 

20.63 27.19 

37.33 52. 96 

54.57 73.09 

16.29 20. 13 

3.6 7.07 
6.06 
12.78 
3.14 

16.3 24.98 



1.42 
6.52 
5. 38 
10.82 
12.99 
28. 34 



18.86 

5.19 
4.71 



5. 09 
6.8 
8.46 

5.61 
6.97 
7. 52 
6. 93 



8.62 
4.64 
8.7 



5.94 
6.97 
25.31 
15.01 
38. 52 
7.98 

2. 52 
4.5 

10.98 

3. 59 
17.62 
18.98 

5.8 
4.95 
5.52 
3.43 
4. 36 
12.6 
9.84 
8.04 
3.92 
8.23 



3.8 
70.04 
14.5 
49.05 
11.46 
9.69 
8. 28 
4.1 
8.45 
12.51 
43.42 
3.11 
28.15 
4. 66 
3.25 
7.5 
3.08 
15.88 
12.09 
34.06 
11.16 
2. 36 
5.46 
11.37 
2.75 
13. 97 
21.08 
4.87 
7. 95 
4.64 
4. 43 
4.46 
8. 38 
9. 39 
11.17 
3.39 
6.97 



13.99 10.91 

117.04 80.44 

5.12 3.42 

9.02 3. 11 

9; 37 5.02 

134.7 41.76 

6. 59 5. 64 

25.95 21.33 

11.73 5.94 

10.21 5.05 



7.06 



1.83 
1.86 
5.05 
5.43 



17.6 
4.31 
2.71 
3.72 
4.71 



26.39 12.95 

9.3 23.54 
37.08 24.06 

5.4 9.82 
2.7 2.25 

2. 75 2.24 

6.63 4. 57 

1.47 0.52 

14.16 8.49 



4.41 2.77 

3. 24 3. 87 

2.41 0.94 

4.47 2.08 

8. 3 4. 98 

9.88 4.06 

5.36 4.07 

4.7 5.98 

7.59 3. 11 



19.8 

8. 24 
17.44 
25.11 
34. 37 

22.2 

3.35 
14. 37 

3.23 « 

4.79 « 
13.65 

8.17 

4.66 
12.59 
12.26 
141.27 
34. 67 
75.03 
10.31 
16. 73 
18. 39 
10.48 ' 

3.77 
12 
93.95 

4.98 * 

6.76 
5.7 
81.57 

9. 53 
26.27 
9.7 
11.22 

3.83 

3.56 
11.09 
10.29 
34.58 

4.04 

16.3 
3.4 

2.68 
4.4 

3.95 
25.36 

15.2 ; 
36.49 

9.11 

2.54 
3.3 
10.35 

2.71 
IS. 99 
29.32 

7.42 I 

4.49 

5.65 

4.11 

4.87 

7.88 

6.44 

7.05 

4.31 

9.29 
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HEMBB1000332 
HEM8B10O0335 
HEM8B 1006136 
HEMBB100Q337 
HEMB81000338 

hehbb 1000339 

HEM88 1000341 
HEIIBS1 000343 
HEMBBI000354 
HEKBB10003S8 



HEMBB1000373 
HEKBB1000374 
H9BB 10003 76 
HEWB 1000383 
HEM8B100039I 
HEMBB1000399 
HEHBB I 000402 
HEMBB1000404 
HEMBB1000407 
HBBB1000420 
HEMBBt000430 
HEMBBI000434 
HEMBB1000438 
HENBB10O0441 
HEMB81000447 
HEMBB1000449 
HEMBB1 000453 
HEMBB100045S 
HEMBB1 000472 
HEHBB1000480 



HEHBB1 000487 
HEMBB1000490 
HEMBB1000491 
HEMBB1000492 
HEHBB1000493 
HEMBB1000S10 
HBBB1000516 
HEM8B1000518 
HEMBB1000S23 
HE1BB1000530 
HEHBB 1000542 
HBBB1 000550 
HEHBB 1000554 
HEMBB1 000556 
HEMSB1 000564 
HEHBB 1 000567 
HEMB81000569 
HEHBB 1 000573 
HElffiB100057S 
HEHBB1 000579 
HEK8B1 000585 
HEHBB 1000586 
HEHBB1000589 
HEMBB1 000591 
HEHBB1000592 
HEHBB1 000593 
HEMBB1000585 
HEHBB 1000598 



4. 52 
4.77 
4.61 
29.33 
34.7 
10.36 
7.15 
22.54 
24.93 
4.2 
7.77 
4.9 
33.91 
23.61 
18.87 
18. 94 
7.91 
5.66 
4. 49 
10. 22 
8.96 
87.5 
34.1 
4.47 
14.04 
26.11 



5.63 
32.51 
14.84 
12. 25 

4.75 

9. 22 
11.66 
12.71 

4.57 
91.28 
28.02 
22.01 

2.41 
53.65 
31.42 

5.75 



4.05 10.22 

4.71 13.27 

9.32 IT. 37 

35.43 67.58 

54.08 50.89 

11. 59 21.89 

6.94 11.5 

22.93 36.07 

29.93 37.49 

3.56 9.08 

9.59 8.26 

5.6 9.86 

39.77 79.58 

37.46 51.78 

23.34 28. 75 

23.82 39. 78 

9.01 13.97, 

7.15 13.91 

5.13 14.15 

16.01 27.46 

13,82 23.72 

75.56 120.02 

37.7 48.77 

S. 36 6. 73 

26.42 32.37 

49.46 42.13 

5.17 16.11 

39.41 48.95 

15.4 31.12 

8.65 20.38 
20.31 37.47 
36.48 47.19 

6.26 12.27 

71.05 75.4 

13.88 21.94 

15.38 18.28 
12.88 19.63 

18.53 31.92 
6.48 9.48 
7.56 16.99 

22.61 33. 14 
6.62 14.38 

10.05 25.81 
9.67 18.88 

38.54 60.71 

9.66 13.39 
9.82 18.45 

20.17 47.53 

6.5 t2.71 

36.2 72. 29 

26.39 42. 18 

14.06 28.61 
6.58 10.45 

12.19 32.5 

16.54 23.61 

17.74 34.25 

3.51 5.52 

145.08 255.41 

34.64 53.56 

31.15 65.04 

5.2 8.28 

47.37 106.59 

31.62 79.25 
17.04 13.07 



2.71 
5.2 

I. 79 
48.11 
33.23 

13.7 
5.95 
24. 96 
16.95 
2.24 
0 

3.73 
37.61 
28.25 
7. 22 
18.85 
2. 99 
3.49 
2.37 
10.21 
10.31 
34. 45 
30. 73 
3.08 
16.04 
39. 56 
3. 66 
17. 29 
12.14 
10.03 
19.05 
21.3 
7.11 
38.48 

II. 39 
8.6 

10.93 
20. 35 
3.37 
3.63 
14.54 
4. 57 
5.58 
S.S 
31.87 
4.65 
11.61 
8. 75 
2.7 
43.4 
17.14 
6.45 
5.85 
16.92 
18.44 
24.96 



3.85 
6.34 
3.32 



3.98 
15.64 
42.28 
5.27 

27.48 11.55 



3.03 
13.8 
10.3 



4. 47 
33.85 
11.14 

7.89 



5.42 6.88 
6.7 4.85 
34.21 23.57 



7.89 6.38 
3.07 4.45 
30.21 37.17 



2. 23 
21.92 ; 
51.12 I 
8.4 

8.18 
24.47 : 
24. 74 

2.41 

4. 97 

3.88 

46.4 ; 
24.75 

8.08 
26. 87 

3.37 
6.8 

3.34 

5.45 
12.86 
83.02 

32.9 

2.33 
26.09 
26. 83 

5.36 
15.42 
19.02 

7.24 
20.16 
39.82 

6.03 
47.17 

9.44 

7.79 
13.51 
15.03 

4.17 

8.74 
17.51 

6.95 

5.64 

3.66 
36.99 

3.94 
15.74 
13.88 



16. 1 



284.78 
11.28 
24.88 
7.8 
110.75 
50.87 
8.82 



19.6 
2.6 2.47 
269.98 262.29 
18.32 41. 15 
33.54 29.35 
5.78 3.85 
55.04 84.65 
28.93 40.28 
8.82 8.76 



22.14 
12.64 
6.35 
7.51 
11.67 



12.6 
2.07 
122.51 
22.88 
68.32 
5.15 
42.52 
29. 97 
7.96 
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HEMBB1 000631 
H085B 1000632 
HEMBB1 000636 
HEM381 000637 
HHBB1 000638 
HEIBB 1000642 
HEMBB1 000643 



HBJBB1000652 
HEMBB100O65S 
HEUBB1 000665 
HEMBB1000668 
HEMB81000671 
HEMBB1OO0673 
HEMBB1 000679 
HEMBB1 000684 
HEMBB1 000692 
HEIBB! 000693 
HEHB81 000705 
HEMBB1000706 
HEMES f 000709 
HEIBB 10007 14 
HEMBB1 000725 
HEKBB1000726 
HEMBB1 000729 
HEMBB1000738 
HEMBB 1000749 
I1000763 
HEMBB1000770 
HBBB1000774 
HEMBB1000777 
HEMBB1Q00781 
HEMBB1000788 
KEMBB1000789 
HEM8B1O0O7SO 



HEMBB10008Q7 
HEMBB1000809 
11000810 
HEMBBl 000821 
HHBB100Q622 
HEMBBl 000826 
HEM8B1000827 
HEMB8100083 
HEMBB1000835 
HEMBB1000840 
11000848 
HEMBB1 000852 
HEMBB 1000857 
HEMBB 1 000858 
HEMBB1 000867 
HEMBB1000870 
HEMBB1000876 
HEMBB1000881 
HEMBB 1000883 
HEMBB1000887 
HEMBB1000888 
HEMBB1000890 
HEMBB1000893 
HEMBB10DQ90O 
HEMBBl 000 905 
HEMBB1000908 
HEMBB1000910 



2.41 
10.09 
2.99 
39.5 
19.66 
12.99 
14.35 
4.61 
4.16 
16.93 
38.43 
32.99 
47.01 
6.8 
16.03 

I. 76 
14.59 
11.29 
45.75 
31.43 

5.12 
0.86 
6.42 
18.18 
19.05 
2.4 
32. 56 
35.04 
45.62 
6.33 
18. 37 
23.79 
5. 59 
18.79 
12.94 
78.77 
10. 52 

II. 49 
14.47 

7.31 
3. 32 
26C4. 2 
65.9 
22.85 
11.78 
6.96 
14.9 
18.62 
3. 35 
5.48 
9. 67 
16.87 
6.22 
5.96 
3.12 
10.06 
34.65 
14.11 
8.7 
10.34 
14.49 
52. 28 



20.22 28.17 

8 17.51 

3.55 6.37 

17.58 15.59 

4.17 4.52 

47.36 81.46 

15. 32 32.08 
28.14 



£.01 
7.58 
6.24 
27.34 
46.48 



17.67 
7. 57 
9.15 
0.25 

92.78 



36.97 43.71 

69.39 88.27 

10. 16 24.24 

14. 55 25. 59 

2. 64 8. 52* 

17.08 31.29 

12.22 20.56 

62.83 118.05 

34.95 47.38 



23.49 32.23 
24.39 34.32 



8.56 
29.68 
8.25 



111.21 120.34 

9.56 13.14 

9. 52 21.32 

17.81 31.19 

8.22 12.01 

10.97 13.01 

3968.9 2993.4 

87.92 134.3 
22.57 

12.27 18.41 

7.13 13.91 

19.2 33.57 



18.29 
9.07 
2.23 
10.48 
3.32 
47.61 
23.95 
16 
7.91 
5.6 
3.47 
1.82 
44.14 
17.4 
46.41 
9.32 
15. 28 
1.53 
17.89 
12.35 
70.74 
12.83 
4.23 
0.06 
7.38 
16.66 
23.07 
1.43 
46.89 
43.91 
17.25 
6.25 
14.46 
14.31 
2.6 
14.17 

I. 02 
77.13 

4.85 
7.91 

12.64 
4.01 
2.13 
2288.3 

99.52 

24.08 
9.27 
5.13 

16.67 

17.01 
1.01 
3.33 
19.7 

17.09 
2.61 
3.69 
4.39 
9.78 

20.43 

II. 04 
3.81 

10.97 
12.54 
40.16 



9.79 9.7 

5. 22 2. 73 

18.82 18.4 

2.17 3.48 
39.34 45.01 

12.4 14.81 
12.05 14.32 
13.41 10.82 

5.2 3.31 

7. 38 6. 78 

I. 14 0.36 

31.73 40.3 
18 19.87 

43.74 44.85 

9.77 12.54 
15.92 17.55 

4.27 2.95 

15.24 18.52 

17.3 12.09 

40.37 58.09 

21.37 16.81 

3. 1 4. 36 

0.38 0.65 

5.18 5.16 

7.78 8.45 

19.8 20.09 
7.01 5.93 
28.6 43.89 

38.96 45.26 
25.76 25.38 

5.6 

15.9 16.37 

19.85 15.3 
6 2.29 

25.07 14.74 
2.13 2.36 

62.86 41.38 
2.89 5.55 

10.41 6.87 

15.48 12.05 
6.22 5. 16 
2.92 3.29 

2955.9 3122.5 

82.05 71.78 
23. 34 18. 79 

II. 15 6.47 
5.29 6.06 

15.76 14.92 
24.14 29. 4 
3.43 0.49 
10.48 4.74 

15.97 14.54 
13.5 10.07 



2.5 



.97 



2.17 1.88 

3.56 2.35 

19.94 41.91 

19.67 19.95 

14. 54 9. 38 

3.66 3.74 

10.92 24.1 

13.67 12.24 

51.04 32.05 



15.1 
5.89 
5. 28 
10.07 
2.49 
39. 82 
11.1 
13.77 
9. 88 
4.16 
5.21 
23.87 
25.53 
6.02 
52.81 
6.96 
16.09 
4.06 
13.25 
6.4 
48.11 
5.14 
4.23 
0.77 
5.32 
31.84 
17.18 
4.26 
33.53 
39.09 
18.75 
3.41 
22.44 
18.54 
4. 26 
20.31 
2.69 
80.78 
9. 37 
11.4 
15. 29 
2.28 
2.14 
3699. 5 
46.56 
20.99 
11.75 
3.72 
14.34 
19.12 
5.8 
3.16 
9.25 
12.12 
4.54 
2.97 
3.24 
13.4 
21.33 
11.56 
10. 34 
19.82 
17.07 
56.11 



13.03 22.53 
4.13 8.31 
1.01 4.17 
3.67 7.99 
1.75 2.68 

28.49 56.57 

10.59 13.67 
8. 35 

9.25 11.18 
0.72 5.12 
1.62 5.11 

15.76 19.86 

28.64 41.28 

26.42 

42.78 53.45 

8.48 13.11 

8. 5 14. 57 
0.19 6.13 
7.08 17.6 
4.7 7.15 

45.53 67.69 
8.31 8.35 



1.66 



4.96 
1.2 
6.56 
7.73 
19.35 
3.97 



5.87 
15.06 

0.57 

25.96 52-34 

37.25 56.98 

21.39 27.43 

2.88 S.03 

12.27 19.59 

10.27 14.08 

1.79 8.06 

17.36 24.13 

4.28 6.87 

69.07 111.98 

2.32 10.71 

5.99 7.83 

6.81 15.5 

1.16 3.63 

1.1 3.35 

1769.3 603.46 

49.76 78.94 

18.48 32.32 

6.28 10.74 

3.05 



9.21 

14.81 
0. 59 
0.41 
E.54 

11.55 
1.83 
1.27 
2.38 
7.59 

13.24 
4.15 
4.58 
7.35 

12.01 



17.14 
25.58 

7.29 

3.45 
15. 24 
18. 55 

3.25 < 

2.62 i 

1-97 

9.49 
12.88 
3.3 

8.59 

8.29 
16.77 
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HEMBB1000915 
HEMBBI000917 
HEM8B1000927 
HEMBB1 000932 
HEM881000933 
HEH8B1000936 
HEMB81 000939 
HEJIBB1000941 
HE*BB1000947 
HEMBB1000954 
HEMBB1000959 
HEMBB1O0O973 
HaiBB1000975 
HEMBB1000981 
f€MBB1000985 
HEMBB1 000991 
KEHBB1000996 
HEMBB 1001000 
^IBBt001004 
HEHBB1001008 
HBIBB1001011 
HBBB1001014 
HEMBB1001020 
HEMBB10010Z4 
HEKBB1 001026 
HE8BBI 001037 
HEH8B1001042 
HatBBI 001046 
HEIIBB1001047 
HEHBB1Q01048 
HEHBB1001051 
HEHBB1001056 
HEMB81001058 
HEMBB1001060 
HEMBB1001063 



HEMBB10O1O82 
1SBB1001095 
HEMBB1001096 
HEHBB10011Q1 
1OBB10011Q2 
HEHBB1001104 
HE1BB1001105 
HEMBB1001112 
HOBB1001113 
HEHBB1001114 
HEMSS1001115 

he»biooiii7 
HHBSiooim 

HBBB1001126 
HQBB1001133 
HEWB1001137 
HOBB1001142 
KEHBB100114S 
HEUBBIOOllSt 
HHBB1001153 
HEMBB1001158 
HE1B810011S9 
HEMBB1001I70 
HQBBI00H7S 
HEMB81001177 
HBWB1001182 
HEHBB1001192 
Ha«B100l!99 



26.06 
5.69 
17.9 
14. 04 
73.2 
28.64 
13.01 
55.55 
13.1 
9.7 
5.31 
7.09 
3.47 
13.64 
21.62 
46. 57 
7. 55 
8. 66 
4. 52 
27. 45 
13. 92 

4. 93 
38. 49 
14. 35 
36. 33 
29. 37 
40. 43 

1.02 

3. 32 
14.93 
«. 67 

5. 76 
13.02 

6.48 

7. 02 
12.88 
19.71 

9.14 
44.08 
14.24 

5. 29 
38.08 
.44. 24 

7.32 
12. 36 

10. S 

5.38 
24 

5. 59 
22.85 

2. 49 
7. 73 
3.94 
7. 24 
3. 26 
3.1 
S.14 

31.33 
8.62 
2. 65 
5.44 

18. 97 
9.02 
4.71 



60.99 57.47 

5.32 12.64 

20.69 49.41 

31.9 58.79 

82.97 106.78 

37. 39 39. 34 



10.13 19.44, 

tO. 27 29.46 

20. 53 22. 05 

57.49 106.29 

18.59 22.13 



99.73 
79.17 
4. 37 
7.05 



4.42 
11.05 
3.85 



25.29 
3.03 
20.99 
23.84 
17.69 
11.49 
8.79 
34.29 
11.69 
10.7 
1.63 
11.47 
0.25 
8.77 
22.07 
49.12 
15.43 
13.94 
7.15 
36.82 
8.85 
5.94 
52.12 
21.84 
35.84 
42.44 
12.87 
2.13 
6.87 
38.03 
24.66 
9.62 
14.04 
3.09 
6.14 
11.13 
26.2 
8.62 
46.23 
9.53 
4.54 
41.44 
26.76 
6.67 
10.87 
8.31 
5.57 
30.8 
5.08 
19.87 
2.43 
0.73 
2.73 
5.39 
3.5 
1.47 
3.27 
27.9 
7. 59 
4. 52 
1.64 
9.28 
5.82 
2.26 



36.05 
4.44 
18.29 
30.24 
17.17 
17.42 
10.18 
51.94 
15. 06 
10. 34 
2.59 
11.07 
0.1! 
7.91 
25. 82 
52.31 
7.58 
12.61 
7. 85 
29.09 
6.12 
4.03 
43.15 
15.86 
31.03 
38.61 
30.43 
2.63 
5.14 
15.11 
18.42 
10.04 
12.97 
7.6 
6. 79 
9.67 
26.41 
9.69 
37.21 
14.04 
5.69 
36.7 
34.74 
5.72 
11.17 
9.62 
5.33 
26.94 
5.94 
19.28 
5.35 
0.66 
4.14 
7.36 
3.71 
2.32 
3.84 
34.88 
11.25 
2.61 
3.43 
11.35 
4.73 
2.76 



22.49 


27.81 


17. 27 


27.94 


3.24 


2.96 


0.58 


2.57 


12.76 


18. 76 


15. 57 


19.4 


22.56 


24.51 


53.79 


19.35 


51.59 


30.19 


46.68 


77.12 


18.08 


9.46 


19.76 


21.12 


11.8 


13.33 


5.75 


13.18 


34. 02 


64. 38 


50.22 


47.74 


7.82 


14.81 


8.66 


11.7 


11.24 


13.58 


8.18 


14.09 


1.53 


2.83 


0 


2.89 


10.69 


11.63 


4.69 


9.55 


0. 78 


2.64 


0.48 


3.5 


9.41 


10.88 


6.85 


13.87 


18.12 


29.3 


14.45 


17.75 


37.89 


58.02 


46.82 


42.32 


7.76 


25. 49 


7.93 


12.48 


10.4 


13.32 


7.07 


9.02 


4.71 


7.51 


4.91 


9.37 


41.72 


54.86 


25.88 


43.51 


13.6 


9.78 


8. 17 


13.65 


6.17 


3. 66 


1.76 


2.96 


44.7 


42.48 


28.95 


25.72 


15.33 


12.31 


9.54 


11.76 


31.81 


34. 99 


27.91 


28.23 


41.96 


49.51 


23.14 


48.42 


38. 57 


43.54 


27.06 


24.73 


1.33 


3.19 


0 


2.81 


9.57 


4.92 


2.39 


5.02 


21.97 


9.91 


8.51 


13.37 


23.37 


16.85 


8.02 


15.72 


7.15 


7.61 


2.99 


9.72 


13.5 


13. 64 


8.33 


17.02 


8. 52 


5.42 


2.73 


5. 08 


5.01 


6.52 


5.39 


11.16 


11.92 


6. 97 


9.12 


12.67 


15. 74 


14. 59 


12.53 


27.85 


8. 93 


5.69 


6.23 


9.72 


42.49 


31 


20. 55 


25.13 


14.7 


13.73 


9.26 


15.99 


5.17 


5.82 


3.61 


6.55 


31.13 


23.82 


16.12 


29.93 


25.96 


40. 78 


32.97 


47.69 


6.06 


2.52 


6.54 


5.01 


11.23 


11.03 


6.35 


13.81 


7.81 


7. 26 


6.53 


13.76 


6.84 


5.79 


8.01 


10.93 


25.33 


34 


33.8 


46.28 


5.54 


5. 24 


3.59 


5.78 


19. 37 


24.09 


9.52 


26.55 


3.57 


4.22 


0. 99 


2.59 


0.68 


7.84 


6.26 


16.01 


2.88 


2.5 


3.32 


8.04 


5.26 


4. 34 


3.98 


7.6 


2.34 


0.95 


2.94 


4.05 


1.7 


2.21 


0 


1.53 


3.55 


2.97 


1.38 


2.99 


25.03 


41.78 


26.83 


37.34 


8.63 


12.14 


5.58 


9.38 


4.91 


2.72 


1.86 


6.12 


6.94 


2.77 


2.32 


6.91 


10.35 


7.83 


8. 39 


8.5 


5.18 


6.79 


2. 78 


30.91 


5. 59 


3.91 


3.02 


2.96 
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HEMBB1 001200 
HEMBB1O012O8 
HEMBB10012O9 
1«IIBB10012iO 
HEHBB1 00121S 
HE1B81 001217 
HEMBB1 001218 
HEMBB1 001221 
HEMBB1001224 
HEIBB1001230 
HEHBS1001234 
l€MBB100123S 
HEHBB1001237 
HEMBB1001242 
HEMBB1001244 
HEMB81001249 
HEMBB10O1253 
HEMBB1001254 
HEBBB1001266 
HEMBB1001267 
HEHBB100127 
HEHBB1001282 
HEMB81 001287 



HENBB1001289 
(£11881001290 
HEMBB1001294 
f€»BB1001299 
HEHBB1001302 
HEHBB1001304 
HEBBB1001314 
HEM8B1001315 
HEHBB1001317 
HEIBB10O1326 
HEBBB1001331 
HEMBB10O1335 
HEIBB1001337 
HEMBB10O1339 
HEHBB1001344 
HEH8B1001346 
HBBB1001348 
HBBB10013S0 
HEMBB10O13S6 
HEMBB 1001 364 
HEHBB100336S 
HEIB61001367 
HEWB1001369 
HEIBB1001380 
HEMBB1001381 
HEMBB1001384 
HEMB81001387 
HEMBB1001394 
HEM8B1 001407 
HEMBB1001410 
HEHBB1001413 
HEWB1001419 
HEUBB1001421 
(CMBB1001424 
HBBB1001426 
HEJBB1001429 
HEMBB1001436 



13.2 
18.63 
6.61 
2.22 
9.7 
10.51 
6 

26.87 
16.71 
17.23 
6.94 
4.87 
5.75 
16.88 
35.65 
22.08 
28. 9 
7.43 
69.19 
104.19 
34.55 
9.97 
3.47 
15.95 
22.37 
4.47 
300.12 
11.76 
14.9 
20. 54 
6.4S 
4.17 
58. 08 
7.12 
60.43 
0. 53 
19.31 
6.1 
11.08 
14.51 
2.18 
S2.05 
7.52 
8. 27 
11.82 
34.9 
13.59 
5.78 
7.8 



1.26 
7.9 

2.04 

4.48 
11.47 

S.76 

2.91 
14.06 

6.88 
18.71 
19.58 
35.58 

4.44 



15. 34 
26.31 
9.43 
5.57 
12.03 
10.25 
5.57 
26.88 
16.42 
21.95 
12.5 
3.91 
2.45 
13.35 
49.79 
31.03 
34.49 
6.21 
45.43 
98.07 
33.29 
10.71 
3.55 
79.12 
27.51 
6.46 
442.69 
27.27 
20.75 
137.19 
11.88 
4.2 
165.69 
11.9 
105.03 
0.14 
21.8 
5.5 
7.69 
8.09 
3.12 
108.41 
9.31 
9.27 
16.33 
33.46 
34.47 
6.69 
18.4 
90.97 
18.5 
2.69 
11.42 
3.94 
4.13 
23.84 
4.41 
4.4 
23.97 
11.32 
17.94 
21.95 
35.95 
10.09 



26.9 
21.34 
16.7* 

9.4 
15.37 
17.62 

10.2 
47.38 
17.84 
42.64 
13.24 

1.57 



7.81 
16.55 
60.5 
56.18 
70.42 
17.96 
92. 09 
152.36 
51.36 
15. 91 
8.03 
35.23 
58.3 
15.08 
478.77 
23.84 
33.76 
27.35 
16.63 
11.99 
115.47 
25.13 
131 
1.28 
38.53 
14.98 
21.58 
19.68 
12.35 
129.66 
26.43 
21.55 
29.77 
79.86 
15.1 
14.57 
21.36 
10.61 
30.56 
4.65 
30.12 
3.61 
8.85 
24. 98 
16.42 
4.11 
51.32 
20.01 
33.05 
43.4 
71.7 



9.43 12.58 
16.48 23.59 
4.47 13.17 
5.43 2.97 
9.6 10.02 
6.77 6.49 
5.12 3.8 
27.34 25.86 
3.84 6.91 
15.78 20.28 
4.58 8.31 
1.12 
3.48 
8.16 

32.41 25.43 



3.45 



93.11 71.97 

13.92 33.06 

34.34 20.46 

7.88 6. 



S.28 
10.72 
8. 14 
0.17 
1.87 
9.95 
27.28 
20.21 
21.57 
3.53 
69. 72 



13.65 

19. 57 
9.02 
2.73 
8.36 

10. 25 
4.86 
28 
7. 94 

28.16 
5. 53 
1.32 



8.01 
7.02 
4.73 
1.63 
4.91 
4.74 
3.23 
17.58 



3.1 



1.84 



25.95 31.84 

21.33 26.2 

5.02 4.85 

294.44 431.41 

14.94 18.67 

16.74 10.48 

22.15 29.27 

9.21 7.91 
3.59 3.25 



3.98 10.13 

7.72 9.53 

0.43 2.84 

78.51 93.58 



57.' 
23.71 
9.33 

I. 48 
28.36 
•17.4 

3 

291.22 
41.4 

13.15 
12.7 
6.84 
2.94 

33. 54 
5.S 

59.35 
0.41 

16.88 
3.43 
4.45 
5.04 
1.52 

81.19 
16.4 

12.02 
9.15 

26.79 
9.58 
3.5 

12.19 
0.15 

15.36 
3.63 

II. 43 
2.85 



2.9 
11.54 
45.76 
27.38 
41.19 
4.22 
54. 64 
34.39 
30. 23 

8. 95 
2.02 

30. 82 
27.36 
3.41 
536.94 
14.69 
15.46 
29. 77 

9. 36 
5.12 

41.88 
7. 57 
24.09 



24. 24 11.69 

20.44 16.81 

35.81 35.7 

10.32 5.73 



1.38 
20.3 
4. 24 
6.01 
11.31 
3.82 
64. 58 
11.29 
9.82 
17. 69 
45.62 
10.33 
3.91 
13.62 
67.41 
19.61 
0.47 
10.87 
1.42 
1.34 
11.95 
5.16 
5.88 
18.89 
10. 35 
21.47 
22.72 
42. 62 
4. 72 



0. 88 
1.6 
6.31 
28.88 
14.91 
24.41 
0.83 
34.46 
45.85 
24.87 
7.26 
1.47 
15.48 
15.96 
2.52 
211.14 
12.85 
13.18 
14.5 
5.15 
2.86 
11.39 
2.53 
50.05 
0 

14.12 
2.59 
7. 37 
3.15 
0. 54 
43.45 
5. 29 
4.71 
10.49 
23.04 
11.36 
2. 87 
2. 72 
60.83 
9.85 



17.32 
6. 33 
7.13 



20.46 

4.93 * 

25.4 

8.42 

4.29 > 

4.06 
10.57 * 
37.22 
24.06 
34.07 

3. 95 
57 
70.56 
29.48 
10.69 



12.89 
13-56 
30.92 
2.95 



12.4 
2 

3. 43 
291.4 
20.6 
16.41 
13.73 
7. 34 
3. 24 
13.42 
8. 72 
41.99 
1.24 
26. 23 
4. 91 
4. 42 
5. 25 
2. 87 
65.59 
11.49 
9.74 
12. 45 
29. 37 
4.3 
4. 28 
8.14 
3. 42 
12.99 
0.58 
10.35 
2.14 
1.9 
16.96 
5.02 
0.07 
8.91 
12.32 
21.69 
24.01 
51.15 
5. 93 
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WEMBB10014S6 
HEM8B1001461 
HEMBB100i463 
HEM8B1001464 
HEMBB1001466 
HEM8B1001482 
HEMBB1001500 
HEMBB1001505 
HEIBBIQ01521 
HEMBB1001527 
HEIIBB1001530 
HEHBB1001531 
HEHBB1001532 
HEH8B1001535 
HEMBB1O01S36 
HEMBB1O01537 
HEMBS1001542 
HEHBB1001S43 
HEMBB I 00 1547 
HEMBB10Q1548 
HEMBB1001551 
HEHB81O01SSS 
HEMB81001S62 
HEMBB1001664 
HEMBB1001565 
HEMBB 100 1569 
HEMBB1001573 
HEMBB1001585 
HEMB8100158$ 
HEMBB1001588 
HEMBB100159S 
HEMBB 1001 S96 
HEMBB1001599 
HEMBB1001603 
HEMBB1001606 
HEMBB10Q1612 
(€1881001618 
HEM881001619 
HEMBB1001623 
HEMBB1001625 
HEMBB1001630 
HEMBB10Q1635 
HEMB81001637 
HEMBB10Q1641 
HEMBB1001653 
HEMBB100T665 
HEMBB1001666 
HEM8B1001667 
HEMBB1001668 
HEMBB1001669 
HEMBB100167O 
HEMBB1001673 
HEMBB1001S75 
HEMBB1001879 
HEMBB1001S84 
HEMBB1001685 
HEMBB1001695 
HEMBB1001703 
HBBB1Q01704 
HBBB1001706 
HQB81001707 
HEMBB1001717 
HEMBB1001731 
101881001734 



9.89 
19.67 

19. 56 
28.01 
15.16 
17.23 
41.82 

20. 94 
8. S3 
2.99 
3.48 

36.17 
17.53 
12.38 
66.38 
11.79 
14.96 
23.66 
23.94 
3.11 
3.8 
8.19 
17.05 
38.37 
18.11 
18.83 
3.68 
31. 55 
19.62 
3.6 
10. 36 
50.23 
12.08 
15.69 
8.92 
12. 97 
47. 24 
21.53 
32. 27 
8.57 
10.5 
8.75 
32. 58 
50.01 
12.57 
3. 93 
19.92 
16.89 
4.06 
4.2 
46.37 
67.96 
17.04 
6.24 
10.61 
5. 57 
5.09 
4. 68 
5.61 
7.42 
3.87 
14.88 
39.25 
5.17 



12.19 21.36 

23. 1 39.56 

21. 33 35.61 
27. 99 31 

15.92 27.83 

20.81 35.32 

45.54 68.26 

22.59 32.35 
7.62 10.6 
3.88 4.38 
3.01 4.27 

50.68 53.86 

24.2 32.45 

16.91 23.89 

84.8 143.72 

11.39 16.93 



46.73 48.84 
61.75 141.78 
14.33 30.97 



2.91 5.37 
5.86 5.44 
12.76 30.35 



34. 84 
20.5 
31.93 
14.62 
19.85 
19.01 
37.83 
26.78 
8.16 
4.6 
1.8 
24.43 
18. 39 
12.47 
91.2 
9.29 
13.95 
20. 28 
14.74 
1.9 
4.64 

4. 72 
19.29 
49.41 

23.9 
20.6 
7. 26 
32.5 
25.12 
2.53 
8. 69 
85.43 
3.76 
18.96 
3.61 
17.56 
31.05 
21.69 
23.19 

5. 34 
7.12 
5.84 

33.85 
48.36 
17.59 
3.83 
13.51 
17.31 
2.65 
5.72 
13.56 
71.26 
18.1 
5.19 
4. 97 
3.84 
5.82 
5. 87 
10.94 
4.07 
3.17 
13.57 
39.11 
1.52 



17.29 
28. 42 
33.77 
14.82 
13.38 



6.3 
7.15 
4. 75 
15. 05 
15.75 
13.36 
78.03 
11.02 
16. 64 
24.21 
15. 27 

I. 94 
4.24 
6.09 

13.39 
38.27 
18.29 
18.61 

5.87 
28.22 
17. 34 

0.56 
10.88 
78. 99 
11.11 
19. 27 

II. 6 
18.03 

43.7 

15.6 
18.98 
5.5 

9.43 
10.39 
36.88 
49. 98 
15. 29 

1.95 
17.12 
18.04 

3. 74 
6.1 
78.84 

44.3 
10.45 

4. 96 



6.69 
17.96 

5. 66 

4.08 
11.78 
36.32 

7.19 



10.08 
24.75 
43.28 
15.04 
15.96 
19.25 
37.77 
24.15 
6.64 
3.37 
3.13 
19. 88 
13.6 
10.82 
69.03 
10.91 
16.35 
31.58 
12.72 
2.29 
4.26 
5.64 
17.57 
48.76 
10.69 
17.83 
2.52 
32.05 
21.21 
1.81 
9.92 
83.08 
7.77 
14.23 
8.26 
14.45 
40.99 
18.53 
32.29 
6.91 
7.75 
7.88 
33.36 
43.85 
13.82 
2.69 
14. 78 
(4.47 
1.89 
3.19 
42.13 
44.21 
10.58 
3.87 
7.91 
3.87 
5.19 
4.05 
9.05 
4.18 
5.01 
8. 58 
32.38 
2.49 



13.2 
17.54 
30. 72 
16.45 

13.7 
19.83 

46.2 
26.64 

6.41 
3 

7.05 
14.37 
15. 22 
9.04 
101.64 
6.73 
12.71 
17. 34 
12.08 
3.65 
3.14 
3.45 
16.22 
40. 56 
18.09 
18. 18 
10.81 
31.45 
21.42 
2.28 
9.72 
60. 67 
4.14 
19.02 
6.12 
13.89 
38.7 
19.99 
44.61 
4.26 
11.72 
13.65 
45.82 
47. 93 
24.06 
2.78 
11.97 
10.43 
2.27 
6.26 
34. 32 
62.82 
21.47 
10.86 
15.07 
5.52 
6.66 
8.72 
14.4 
6.33 
5.27 
13.5 
46.55 
5.94 



"9.97 12.41 

14.4 25.15 

20.68 36.42 

13.58 23.87 

10.31 15.02 

14.79 21.88 

37.01 39.45 

17. 19 32.59 

3. 73 7. 14 

1.09 4.09 

4.01 3.15 

19.2 25.31 

13.76 17.31 

12.27 13.78 

71.92 118.47 

5.87 10.85 

5.92 15.48 



2.83 

13.84 2 
45.72 63.89 



6.26 
5.39 
1.85 
2.16 
2.46 
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HEM861001735 
HEHBB1001736 
KEHBB1061747 
HEHBB1001749 
HEMB810017S3 
HEMB810017S6 
HEWB10017S7 
HQIBB 100 1760 
&MBB1 001 762 
&MBB1001780 
HEM8B1001785 
HQIBB1001788 
HEHBB1001793 
HQIBB1001797 
HBWB10018O2 
HEMB81001812 
HQBB1001815 
HEMBB1001816 
HEMBB1001831 
HEMBB1001834 
HEMBB1001836 
HEMBB1001839 
HEMBB10D1 841 
HEHBB1001844 
HEMB81001847 
HEMBB1001848 
HEMBB 1001 850 
HOIB81001859 
HEMBB1O01863 
HEMBB1001867 
HEMBB1001868 
HEIBB1001869 
HEMBB1001872 
HHKB1001874 
HBBB1001875 
HOBB1001880 
HEMBB1001899 
HEKB1001903 
HEMBB100190S 
HOBB1001906 
HBBB1001908 
HEMBB1001910 
HSCB10019U 
11001915 
HEMBB1001921 
HEMBB1001922 
HBB81001925 
HEHBB1001930 
HEHBB1O01944 
HEH8B1001945 
HBBB1001947 
HEM8B1001950 
HEMBB10019S2 
HEMB810019S3 
HEWB1001957 
HEWB1Q01959 
HEMBB1O01S62 
HEJBB10O1967 
HEMBB1001973 
HEHBB1001978 
heBB1001983 
KMBB10019S7 
HEKBB1001988 



41.8 74.33 

7.77 13.39 

2.69 8.82 

10. 28 24.28 

10.3 11.05 

6. S3 8.08 

7.8 24.09 

14.27 19.82 

0.8 3.04 

13.76 23.09 
6.49 12.36 

25.43 19.69 

5.14 15.25 

14.78 27.69 

J3.95 6.42 

19.94 26.82 

11.81 15.53 

17.77 23.19 
8.13 8.07 



14.4 



18 



30.28 39.5 

14.36 16.68 

25.77 32.45 

15.48 34.84 

17.89 27.89 
4.85 5.43 

38.14 52. 12 

30.81 27.05 
3.46 3.98 

14.5 16.62 

5.84 8.18 

54.86 64.59 

6.07 11.98 
3 3.3 



12.74 2.15 

17.57 25.59 

26.14 33.12 

17.2 26.64 

5.93 5.66 

4.28 3.66 

11.92 43.87 

34.68 44.03 

28.25 35.18 

70.1 95.85 
4.59 4.06 

10,55 12.27 

9.33 7.22 

26.2 19.68 



131.1 
28.59 
13.53 
26.11 
20.9 
12.86 
26.61 
42.06 
8.27 
49.83 
24.07 
45.01 
7.48 
37.34 
12.1 
51.97 
37.6- 
75. 31 
23.31 
35.74 
43.48 
38.4 
51.17 
44. 55 
60. 83 
11.29 
78.88 
59. 36 
8. 32 
28.09 
12. 72 
94.37 
13.6 
6.61 
23.61 
33.89 
63. 32 
29. 09 
50.5 
9.2 
6.4 
10. 84 
56.74 
37. 82 
16.34 
26.93 
26.77 
73.92 
8.4 
28. 25 
16.64 
40. 32 
47.22 
33.2 
12. 29 
11.59 
27.13 
60.34 
38. 62 
135.62 
8.04 
28.1 
23.4 
27.76 



40.13 60.42 
9.16 5.35 
6.88 3.98 
8.2 10.2 
9.74 
4.72 
5.96 
11.21 
0.71 



30.77 
17.99 
26.22 
9.34 
22.13 
42.55 
17.83 

33.9 
31 

26.2 

3.58 
56.18 
68.19 

5.64 
12.79 

7.12 
86.31 
18.68 

4. 59 
26.52 
31.27 
39. 63 

8.47 
33.46 

6.27 

5.21 

8.51 
43.98 
20.71 

7.38 
13.84 

11.6 
44.03 

6.66 
12.61 
14.03 
25. 51 
23. 32 
20.18 

2.67 

1.82 

12.9 
44.77 
28.67 
108.46 

3.84 
12.58 

8.24 

43.3 



3.99 
12.83 
14.45 
4.82 

14.53 12.62 

12.17 15.29 
16.71 23.01 
13.29 8 
18.06 22.63 

9.1 3.62 

23.99 24.59 

17.45 14.83 
24.8 18.06 
10.75 10.45 
11.64 13.05 

36.92 34.82 
16.75 14.74 
26.13 25.07 
24.08 23.04 
23.47 23. 52 

4.51 3.65 

68.55 53. 58 

35.46 57.28 
4.36 4.8 

10.98 12.92 
6.24 5.61 

67.89 82.85 

9.46 7.21 

12.05 11.19 

29.44 24.9 

17.63 20.15 

32.89 31.82 

10.89 12.17 

32. 78 32.37 

6.88 4.65 

4.63 6.7 

10.51 9.98 

49.18 34.13 

15.99 14.9 
7.15 5.66 

10.93 18.21 
11.78 10.4 
41.91 43.37 

4.5 5.16 

15.86 30.85 

14.01 12.25 

11.85 16.5 

21.94 24.22 
17.54 17.43 

5.82 5.6 

2.82 5.97 

32.94 14.36 

38.71 38.73 

29.33 21.67 
60.16 80.87 

5.22 5.54 

12.32 11.95 

11.34 8.88 
26.68 36.79 
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WMBB1001996 
HEWB1001997 
HEHBB1001939 
KEH881 002002 
HEHBB1002005 
HEHBB1002009 
HEM861 002013 
HEMBB1902015 
HEMBB1 002024 
HEHBB1002035 
HEHBB1 002039 
HEMSB1002041 
HEMBB1002042 
HEM8BI002043 
HEMBBJ002044 
HEMBB1002045 
HEM8B1 002049 
HEIBB1002050 
HEMB810020S1 
HE1BB1 002068 
HEHBB1002069 
HEMB81002075 
HEMBB1002079 
HEHBB1002080 
HEH8B1002O82 
HEM8B1002084 
HEMBBIO0208S 
HEMBB1002092 
HEMBB1C02094 
HEMBB1002103 
HEM8B1002109 
HEM8B1002115 
HEHBB1002120 
1CIBB1002121 
HE»B1002134 
HEMBB1002136 
HEJBB1002138 
HEMB81002I39 
HEMB81002141 
HEMBB1002142 
HEH8B1002145 
ICIBB1002152 
HEWB10O2162 
HEMB81002173 
HEMBB1002189 
HEH8B1002190 
HEMBB1002193 
HEMBB1002217 
HEMBB1O02218 
HEMBB1002228 
HEIBB1002232 
HEKB1002245 
HEMB81002247 
HEMB81002249 
HEJBB1002254 
HEMBB10022S5 
HEMBB1002266 
HEJB81002271 
HEH8B1002280 
HEX8B1 002296 
HEMBB1 002300 



27.04 
14.71 
1S.2 
6.41 
13.93 



23.01 
22.46 2 
8.68 14.02 



S.8 
52. ES 
4.9S 
26.99 
7. 32 
15.38 
6.28 
13.55 
20.72 
12.83 
28.94 
64.56 
20.88 
15.68 
27.46 
27.32 
11.54 
17.19 
4.86 
144. 34 
15.12 
5.46 
59.58 
5.46 
6.4 
19. 45 
10.91 
18.33 
50.09 
8.36 
9.19 
6. 36 
10. 49 
24.88 
46.61 
3. 55 
5.91 
8.05 
13.5 
11.76 
25. 74 
108. 24 
10. 76 
29.32 
23.04 
8.45 
13. 55 



18.92 52.44 

61.13 134.22 
27.08 36.85 
17.27 22.02 

41.14 33.47 
43.03 71.5 

12.93 24.86 
20.49 48.44 

8.19 14.88 

116.11 135.03 

19.26 35.12 

7.53 11.18 

83.46 107.06 
60.72 14.77 

5.75 12.8 

25.43 55. 52 

24.24 43.39 

18.78 45.57 

51.59 110.11 

15.47 10.43 
16.96 

8. 37 8. 62 

16.24 32.26 

22.9 59.51 

80.75 107.44 

2S.4 7.84 

5.36 11.91 

5.19 7.81 

31.42 40.95 

15.56 34.59 

52.63 73.43 

84.59 214.25 

24.39 31.98 

39.47 46.03 

30.4 36.2$ 

5.4 12.9 

8.54 22.22 
39.55 56.2 

37.2 69.12 

14.75 33.73 

1. 32 3.2 

17.07 48.86 

17.96 22.84 

9.95 13.55 

4.94 10.04 
18.69 



13.68 
3.86 
14.07 
12.9 
22.34 
10.62 
2.3 
21.71 
4.99 
33.42 
8.43 
9.15 
4.63 
21.11 
13.96 
11.52 
23.53 
53.82 
26.67 
11.81 
23.15 
48.33 
S. 24 
15. 57 
4.12 
45.77 
17. 76 
8.4 



2.74 
28. 56 
24.03 
23.81 
35.51 
4.01 
1.9 
2. 74 
9.14 
8.84 
66. 24 
5. 45 
4. 49 
3.82 
12.51 
12.72 
32.82 
80.62 
19.41 
33. 69 
21.55 
9.1 
9.35 
39.15 
27.4 
16.63 
1.59 
29.84 
22.43 
11.87 
8.42 
13.6 



24.82 
17.15 

17.9 

4.69 
12.64 
13.24 
25.62 
13.94 

5.04 
70.63 
10.04 
31.41 

5. 37 
15.16 

6.03 
17.68 
20.22 
18. 46 
26.05 

39.3 
17.79 
12.44 
21.35 
38.81 
21.72 
24. 56 
8 

56.49 
15.07 

4.51 
50.92 
16.84 

5.51 
24.08 
23.79 
13.25 
42.15 

4.89 
10.98 

2.82 
12.19 
21.58 

81.5 
25.86 

4.74 

3.51 
15.71 
11.26 
28.59 
78.36 
21.33 
25.42 
23.11 

8.18 
11.14 
37.05 
30.03 
15.77 

2.57 
17.46 

7.83 

6.29 

4.47 
12.17 



18.56 

12.6 
14. 36 

7.48 
13.23 

9.2 
25.39 
14.86 

3.13 
38. 58 

5.87 
30. 59 

4.7 
12.75 

3.49 

16.3 

15.6 

11.6 
15.13 
49. 08 
18. 95 
12.63 

9.24 
19. 92 
15. 36 
30.61 

4. 95 
60.46 

8.88 
4.6 
51.12 

5.85 

2. 64 
19.83 
24.09 
20.44 
39. 79 

4.74 
7 

2.25 
10.34 

20.2 
44.12 
14.76 

3.73 

3. 24 
29.81 
16.37 
24.52 
108.65 
17.37 
30.62 
19.18 

7.58 
10.19 
37.31 
37.09 
17.75 

0.19 
25.16 
12.63 

9.78 



28.17 
18.98 
19.76 
2. 32 
24.2 
14.63 
38. 97 
13.44 
2. 77 
40.44 
7.91 
35.5 
6.95 
12.63 
8. 95 
14. 27 
21.11 
18.41 
33.91 
48.07 
23.6 
5.87 
13.25 
37.68 
15. 59 
24.16 
6.55 
15.5 
14. 96 
8.52 
65.01 
5.92 
3.13 
25.58 
19. 26 
11.9 
27. 69 
7. 89 
5.65 
4.04 
12.54 
34. 39 
82. 89 
4.91 
7.69 
3.4 
30.17 
17.63 
35.6 
166.71 
22.17 
28.25 
30.01 
2. 92 
5.38 
39.64 
27.79 
17.9 
2. 26 
17 
8. 34 
7.21 
5.18 
7. 32 



2.31 
15.6 
11.53 
23.31 
9 

I. 85 
20.7 
2.61 

25.94 
4.45 
10.91 
3. 61 
7.83 
13.82 
9.54 
14. 41 
48.15 
16.68 
5.58 
11.63 
22.99 
4.71 
14.34 
2.38 
25.51 
9.23 
3.47 
50.9 
6.74 
1.57 
15.89 
8.44 
15.85 
28.58 
6.83 
7.53 
2.02 
5.18 
10.44 
47.69 
5.53 
4.5 
1.73 
23. 34 

II. 07 
20.64 

123.42 
6.39 
20.36 
21.82 
2.96 
9.93 
23.55 
17.42 
8.81 
0 

14. 47 
8.09 
2.24 
3.92 
2.42 



25. 36 

17.5 
11.63 

9.35 

24.4 
16.62 

36.2 
13.73 
3.6 
17.84 

3.57 
36.66 

6.64 
12.91 

5.78 
17.46 
17 

14.5 
28.65 
30.52 
23.73 
11.32 
12.65 
28. 59 

14.1 
22.35 

8.06 
16.94 i 
22.31 

4.97 
42 
5.3 



14.1 
24.31 
25.22 

4.81 

4.35 

5.71 i 

7.82 

7.92 
70.76 

5.99 

2.15 

2.03 
31.46 

12.8 
25.88 

65. 1 
14.13 

26.6 
18. 27 

4.18 

4.18 
35.88 
23.42 
11.82 

1.09 
20.56 

9.04 

3.19 

6.24 

6.96 
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3. 96 
3.43 
7.13 
17.53 
7. 92 



HEHS81Q02326 6.79 
HEMSB10O2327 29.86 
HEHB81002329 12.21 
HEMBBI002340 3. 57 
HEHBB1002342 6. 21 
HEHBB 1002358 32.09 
HEMB81002359 
HEHBB 10023S4 
KEHBB1 002366 
HEN BB1 002371 
HEIIBB1002381 ...» 
HEM8B1 002383 135.68 
HEMBB1002387 23.79 
HEHBB1002409 13. 31 
HEM8B1002413 
HEHBB1002415 
HEHBB 1002424 
HEHBB 1002425 
HEHBB 1002427 
HEHBB 1002442 
HEHBB1002447 
HEHBB 1002453 
HEHBB1002457 
HEHBB 1002458 
HEHBB! 002463 
HEHBB 1002465 
HEHBB1002477 



HEHBB 1002479 20*58 



110.71 
5. 36 
16. 89 
23.11 
24. 77 
3.27 
4.25 



48. 69 

11.53 
5.18 
34.71 
11.07 
28.51 
14. 34 
27. 23 
2.56 
5.16 
26. 73 
27.18 
13.04 



HBRffil 002489 
HEHBB1002492 
HEHBB1 002495 
HEMBB10025Q2 
HEHBB1002509 
HEHBB1002510 
HEHBB 1002520 
HEMBB1002522 
HEHBB 1002527 
HEHBB 1002530 
HEHBB 1002531 
HEHBB 1002534 
HEHBB 1002536 
HEHBB 1002544 
HEHBB 1002545 
HEHBB 1 002550 
HEHB81002556 
HEHBB1002S71 
HEHBB1 002579 
HEMB81 002582 
HEHBS1002584 
HEHBB1 002587 
HEHBB1002590 
HEMB81 002596 
KEMBB1 002600 
HEHBB 1002601 
HEMBB1 002603 
HEHBB1 002607 
HEHB81002610 
HEHB8I002613 
HEHBB1002614 
HEH8B10026t5 
HEHBB1002617 15.34 
HEHBB1 0026231 43.46 



12.33 16.15 
179.56 228.28 
23. 11 43.55 



3.49 
2.64 
6.07 
4. 48 
29. 25 



12.51 

3.12 

3.61 

9.92 

7.81 
30.49 60.22 



22.34 
9.08 
7.39 



17.54 
207.61 
5. 98 



17.42 
155.4 
9.95 



3. 59 
7.33 
19. 36 
7. 32 
3.21 
9.95 
4.7 
8. 59 
27.91 
9.4 
7.35 
13.59 
4.01 
5.59 
6.17 
5.1 
108.18 
3.76 
15.34 



21.02 
28. 75 
- 18.73 
7.77 
6 

39. 45 
3.93 
6. 97 
9. 95 
21.87 
8. 95 
286. 57 
20.25 
8.77 
4.81 
2.66 
6.37 
5.69 
43.33 
9.79 
83.72 
2.72 
6.78 
31.43 
32.51 
3.69 
7.06 
17.09 
34.04 
13.16 
2.92 
46.31 
12.73 
31.94 
10.3 
41.8 
1.86 
5.25 
22.42 
25.13 
9.22 
21.03 
5.81 
3.83 
7.86 



12.83 
34.27 
8.27 
3.22 
3.29 
32.86 
4.64 
4.3 
9.83 
21.71 
3.96 
191.47 
12.08 
11.21 
2.78 
2.05 



23.55 
7.28 
84.2 
2.55 
17.09 
27.93 
37.48 
4.27 
3.76 
21.13 
44.48 
10.94 
4.34 
31.48 
16.51 
38.1 
7.17 
39.8 
2.03 
3.42 
21.99 
29.76 
13.07 
30.23 



6.76 
35.49 
19.71 
9.25 
3.42 
34.65 
4.39 
5.26 
9.89 
16.54 
8.52 
226.83 
15.04 
10.89 
4 

3.42 
12.89 
5.52 
33.03 
9.01 
96.3 
3.56 
11.88 
29. 52 
24.85 
4.31 
4.24 
16.76 
57.32 
12.55 
3.1 
35. 99 
11.29 
20.25 
4.37 
28.31 
3.34 



6.12 3.86 

23.76 23.05 

9.42 11.59 

5.09 2. 16 

3.33 3.85 

33.44 21.57 

3.95 0.63 

4.27 1.48 

9.48 6.8 

9.41 9.09 

4.76 5.05 

107.86 116.89 
3.85 



10.5 
19.84 
13.38 



HEHBB1002624 20*45 
HEHB81002631I 12.8 



6.85 16.57 

118.26 257.79 

4.74 6.46 

16.43 20.69 

62.43 70.11 

39.7 56.1 

24.72 22.26 



2.3 
6.39 
4.24 
11.81 
45.05 
12.87 
4.2 
13.58 
3.09 
6.25 
7.02 
4.47 
160.19 
3.53 
14.06 
89.32 
29.45 
5.67 



13.87 
22.1 
8.92 
3.37 
12.98 
3.23 
8.3 
8.85 
6.62 
127.61 
4.89 
10.46 
59.95 
24.85 
13.71 



4.4 
120.62 
4.42 
4.87 
1.66 
2.41 
6.15 
5.11 
31.01 
.. 11.81 
26.65 37.71 31.85 
3.86 



4.44 
1.3 
0.86 
6.72 
4.13 
24.65 
4.36 



13 
27. 52 
3.66 
4.73 
11.87 
2.33 
2.3 
6.74 
5.79 
11.06 
24. 36 
9.94 
4.13 
10.65 
2. 33 
3.46 
5.16 
3.43 
115.27 
3.11 
7.36 
64.13 
24.11 
7.87 



6.21 
4.37 
1.86 
1.28 
4.73 
1.79 
22.4 
12.11 



1.81 
5.54 



2.41 

7.07 .... 

25.75 14.57 

28.18 20.41 

3.51 0.9 

I. 98 3.33 
11.95 

35.3 

II. 2 

3.82 ... 

26.54 23.82 

10.77 7 

23.53 21.31 

1.27 2.73 

15.32 22.78 

1.71 1.04 



6.6 



36.02 
5.85 
2.25 



4.28 



2.92 



24.79 13.7 

34.17 26.17 

15.33 12.24 

19.17 15.09 

" 0.96 



3.61 
3.24 



2.81 
7.3 
1.87 
2.51 
3.36 
3.53 
10.85 

21.48 22.81 

3.39 4.59 

3.83 2.53 

15.53 14.47 



1.04 
2.01 
1.46 
4.49 



3.4 



1.13 



5.04 2.83 

5.21 2.01 

4.07 1.86 

80.95 70.77 

2.J1 1.58 



16.03 
46.57 
26.5 
12.49 



9. 38 
40.8 
22.1 
14.8 



39.4 
5.2 

0.85 i 
12.11 

1.07 

4. 29 

3. 82 

3.63 
100.61 

0.85 
12.23 
51.16 
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HEHBB1002635 
HEMBB1002644 
HEMBB1002654 
HEMBB1002661 
HEMSB1 002663 
HEMBB1002664 
HEMBB100267? 
HEMBB1002683 
HEMBB1002684 
HEMBB1002686 
HEBBB1002692 
HEMBB1002693 
HEMBB1002697 
HEMB6 1002699 
HEMB81002702 
HEIIBB100270S 
HEMBB1002712 
HR32 1000028 
yR32100O031 
IMR32 1000034 
IMR32 1000039 
BR321000044 
IHR321000063 
IHR32100008S 
IMR321000089 
IHR321000091 
LIVER1000004 
LIVER1000008 
LIVER 1000011 
LIVER100O022 
LIVER1000025 
LIVER1000030 
LIVER1000045 
LIVER1000046 
LIVER1O0O072 
LIVER1000077 
LIVER1000O8O 
LIYER1000086 
UVER10O0O92 
LIVER100009S 
LIVER1000Q97 
LIVER1000098 
L1VER10OO1O0 
LIVER1000101 
LIVER1000106 
LIVER100O1O8 
LIVER100011S 
LIVER10Q0120 
LIYER1000138 
LiVERt000146 
LfVERt000148 
LIVER1000157 
LIVER1COCI61 
LIVER10O0167 
LIVER1000174 
LIVER10OO185 
LIVER 10001 87 



3.81 
6. 38 
44.15 
16.29 
12.29 
26.04 
2.85 
408.12 
S.89 
2.08 
6.27 
37.13 
12.19 
12.29 
4.21 
42.01 
82.07 
2.68 
7. 53 
9.42 
1.72 
5.65 
10.51 
3.33 
3.15 
59.8 
4.13 
10.35 
59.6 
2.42 
11.19 
5.79 
4.77 
23.39 
9.51 
7.51 
5.07 
11.03 
10.59 
51.53 
8.95 
41.49 
3.55 
44.76 
3.93 
6. 19 
1.31 
5.87 
5.5 
4.13 
10.81 
4. SI 
85.1 
9. 34 
14.38 
15.55 
40.28 
13.01 
3.52 
5.18 
5.78 
8.71 
101.37 
19.83 



7.38 
47.27 
22.35 
20.14 
27.32 
4. 67 
530.85 
14.15 
2.21 
8. 28 
59.89 
19.73 
7. 97 
4. 82 
58.09 
113. 22 
4. 75 
10.04 
10.78 



11.67 
5.05 
5. 89 
78.47 
4.93 
13.6 
50. 92 
3.87 
21.41 
4.25 
5.86 
30. 93 
20.72 
7.91 
5.78 
13.61 
15.75 
68. 53 
15.6 
40.97 
4.13 
62. 72 
4.77 
8.29 
3.43 
8 
7.3 
5.06 
16.45 
3.83 
101.44 
7.8 
23.84 
11.69 
72.32 
13.24 
6. 68 
9.12 
4.65 
5.86 
73.62 
36.9 



19.6 
98. 11 
33. 51 
24.54 
31.97 
7.35 

581.04 
21.74 
13.73 
18.48 
SO. 13 
29.39 
29.87 
9.81 
92.41 

149. 92, 



1.21 
6.87 
55.06 
18.43 
5. 77 
12.71 
1.19 
161.92 
5.64 
0.94 
7.56 
8.18 
11.74 
3.99 
4.02 
42, 52 
77.66 



U.ti* 4! 72 
0. 26 



32.44 

2.81 
18.45 
19.12 

8. 66 
14. 29 
131.41 

5.75 
22.11 
129.92 

7.13 
14.85 

9.83 

5.47 
40.35 
24.34 
13.85 
10.96 
23.46 
23.53 
98.85 
14.45 
103.47 

7.44 
56.32 

8.45 
14.94 

5.31 
12.35 
19. 82 

8.45 
14.93 

6.67 
127.49 
16.08 
29.19 
24.81 
62.92 
16. 57 

4.51 

9.31 
11.74 
17.78 
112.56 
36.17 



15.73 
3.07 
11.11 
13.18 
2.61 
4. 37 
171.62 
3.08 
11.7 
124.27 
5.18 
14. 92 
9.98 
6.22 
28.67 
17.51 
13.48 
6.47 
8.67 
19.18 
69.98 
10.75 
50. 66 
3.5 
36. 92 
2.61 
4.01 
1.07 
7.59 
7.01 
8.15 
9.88 
3.38 
155.4 
6.28 
10.08 
3.86 
52.19 
5.85 
4.92 



9.05 
134. 32 
7.46 



3.62 
6.62 
50. 78 
18.3 
16.48 
14. 38 
3.8 
536.41 
5.67 
2.87 
4.81 
9.08 
11.32 
12.05 
2.81 
47.93 
93. 78 
4. 88 
16.99 
15.03 
3.78 
7.14 
11.6 
3.29 
6. 53 
125. 26 
2. 76 
10.53 
66.83 
2.89 
17. 52 
5. 67 
7.71 
14.67 
14. 57 
8.07 
4. 34 
23.05 
22.61 
49.46 
13. 82 
24.2 
3.68 
31.17 



5.45 
10. 38 

4. 26 
11.05 

5.06 
95.91 
7.39 
10. 54 
12.76 
53.14 
5.19 
4. 75 
4.16 
3.83 

5. 32 
82.42 
24.94 



1.08 
5.91 
51.15 
14.62 
12.72 
12.28 
1.22 
322. 12 
5.5 
1.96 
4.6 
32.77 
12.96 
3.69 
2. 59 
35. 39 
72.72 
2.62 
0.79 
17.46 
1.79 
7.03 
12.05 
3.45 
5.77 
143. 68 
4. 02 
14.7 
94. 45 
5. 96 
18.14 
5. 82 
6.61 
17.18 
15. 78 

9. OS 
6.39 
12.3 

13.71 

69.44 
9.14 

43. 26 
3.78 
34.9 
4.62 
6.54 
1.17 
6. 85 
6.37 
4.91 

13.74 
4.69 
123.47 
6.18 

10. S 
7.24 
45.8 
5.07 
3.34 
3.51 
5.36 
5.22 

106.51 
15.61 



7.04 
27.74 
15.42 
3.66 
15.87 
2.58 
493.61 
2.78 
2. 53 
4.23 
12.89 
13.01 
6.19 
2.32 
82.62 
96.78 
2.74 
7.55 
6. 96 
0.76 
4.83 
6.47 
1.96 
3.28 
43.76 
2.18 
1 V. 26 
48.23 
3. 99 
8.19 
4.77 
4.81 
8. 63 
8.13 
5. 23 
3. 88 
11.46 
8.85 
74.79 
5.8 
26.16 
2.58 
40.25 
2.14 
5.47 
0.78 
5.23 
5.23 
1.55 
6.11 
1.48 
63.19 
4. 07 
4.27 
6.4 
30.48 
2.85 
0. 75 
1.94 
2.48 
3.67 
82.61 
12. 77 



1.05 2.82 

3.57 7.83 

20.25 41.98 

10.61 19.12 
7.87 
10.5 

0.54 2.04 

190.88 318.34 

0. 53 2.33 

0.03 2.4 



2.08 
7.76 
0.92 
1.07 
27.21 
1.07 
5.83 



6.84 
1.21 
2.59 
4.12 
2.41 
8.29 
2.24 



l.ES 
4.83 
44.53 

15.51 
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MAMMA1 000025 
MAWA1000043 
MAWAI 000045 
MAWAI 000046 
MAWAI 000055 
MAWAI 000057 
MAMMA 1 000060 
MAWAI 000069 
MAWAI 000084 
MAWA1 000085 
IIAIMA10000S2 
MAWAI 000096 
MAMMA 1000097 
HAMMA1 0001 02 
MAWA1000103 
MAWA1000106 
MAWA1000117 
MAWAI 0001 18 
MAWA1000129 
MAWA100Q133 
MAWA1000134 
MAWAI 0001 39 
MAWA100014! 
MAWA1 000143 
MAWAI 0001 50 
MAWA1000155 
MAWA1000163 
MAWA1000171 
MAWAI 000173 
MAWA1000175 
MAWAI 000183 
MAWA1000191 
MAWAI 0001 92 
HAWA1000193 
MAWAI 0001 98 
MAWA1000204 



MAWA1000214 
MAWA100C220 
MAWA1000221 
MAWAI 000226 
MAWA10O0227 
MAWA1 000230 
MAWAI 000241 
MAWAI 000245 
MAWAI 000248 
MAWAI 000251 
MAWAI 000254 
MAWAI 000257 
MAWAI 000262 
MAWAI 000264 
MAWA1000266 
MAWA1000270 
MAWA1000271 
MAWAI000277 
MAWA1000278 
MAWA1000279 
MAWA1000283 
MAWA1000284 
MAWA1000287 
MAWA1000294 



10.6 
3.76 
10.21 
143.75 
3.34 
3.86 

I. 88 
3.S2 
4. 98 

16.31 
24.25 
8.95 
2.83 
8. OS 
4 

5.05 
7.25 
8.81 
10.59 
47.46 
7.57 
11.41 
15.02 
7.6 
6.75 
3.46 
25.33 
5.92 
11.99 
3.19 
47.48 

II. 23 
12.4 
8.42 

22.52 
10.4 
13.64 
14. 38 
3.53 
2.76 
6.45 
21.38 
5.31 
2.32 
2.97 
45.74 
9.34 



6.73 9.73 

8.02 15.22 

8.98 17.21 

53.57 56.97 

18.89 12.32 

2.41 12.19 

8.2 18.54 

270.15 259.45 

5.16 10.93 

4.9 7.86 

4. 62 8. 98 

3.48 7.14 

3.73 8.88 

20.65 29.78 

30.87 39.49 

10.76 22.4 

6.06 

8.77 

2.76 

7.04 

6.71 



13.92 27.94 

12.38 22.86 

88.55 73.36 
5.6 14.19 

12.76 22.27 

19.25 32.92 

10.37 13.24 
5.29 9.57 

6.59 11.02 

42.54 44.08 
8.95 18.7 

14.56 36.16 
3.37 6.86 

56.45 65.4 

12.69 25.02 

7.47 19.55 

8.75 15.08 

15.12 36.99 

16.64 24.93 
11.97 28.4 

17.15 40.21 

5.09 7.34 

3.88 

7.89 22.51 

25.61 55.84 

4.64 10.73 

3.23 



D.66 
13.12 
3.88 
41.4 
11.35 
3.26 
29.38 
5.55 
18.44 
14.59 
4.06 
3.99 
1.77 



3.77 
36.4 

12.72 



9.11 
0 

36.1 
3.04 
14.9 18.21 
3.72 7. 35 
51.52 103.66 
18.91 37.8 
3.91 6.49 
33.95 49.97 
5.62 6.77 



27.31 
17.3 
4.13 



36.41 
29.88 

7.44 
11.09 

5.21 



4.76 
6.68 
It. 43 
30.34 
4.6 
2.23 
5.99 
49.26 
3.47 
4.65 
3.96 
2.58 
2.04 
15.97 
18.45 
12.82 
2.65 
14. 56 
3.46 
3.71 
3.97 
9. 57 
16.46 
60.42 
2.79 
10.11 
19.25 
2.98 
2.32 
3.52 
23.65 
5.23 
26.22 
4.95 
32.82 
6.96 
6. 26 
9.58 
5.02 
5.03 
5.25 
23.86 
3.64 
2.63 
9.95 
30.22 
2.94 
2.43 
1.37 
0.39 
26.8 
2.63 
14.67 
4.08 
30.74 
22.57 
3.15 
69.77 
4.76 
15.51 
19.53 
4.06 
6.9 
2.14 



8.15 5.09 

3.56 4.76 

6.71 9.34 

27.99 31.56 

6.26 5.89 

1.8 1.43 
7.11 

67.48 38.63 

4.79 2.05 



4.18 

2.75 
2.53 
2.02 



14.1 11.62 

29.7 17.72 

11.13 10.63 

4.11 2.11 



15.91 12.46 

67.69 52.39 

8.22 2.73 
6.62 6.85 

12.39 13.68 

2.32 1.89 

2.23 1.04 
2.3 2.43 

35.89 24.05 

6.43 8.14 

18.77 12.98 

4.82 4.54 

40.48 48.35 

11.44 9.78 



5.09 
9. 32 
6.29 



4.84 

7.56 
6.82 
6.49 
9.41 



33.8 53.69 
16.53 16.11 
2.86 



34.21 
4.06 
4.83 



3.99 
2.11 
5.16 

37.45 
3.62 
1.21 
5.98 

33.36 
3 

2.36 
2.27 
0.67 
1.93 

28.48 

21.24 
6.32 
5.97 
5.17 
1.7 
8.78 
5.9 
10.8 
8.35 

70.22 
5.6 
2.76 

10.19 
£54 
2.07 
3.53 

16.46 
3.97 
9.82 
1.06 

28.71 
5.53 
6.03 
7. 33 
6. 38 
6. 69 
26 

13.63 
1.76 
1.27 
6.76 

24.1? 
3.67 
0.9 
2.27 

34.58 
7.31 
0.15 
8.4 
1.47 

17.12 

10. 35 
2.52 

27.86 
4.18 
4.34 

17.98 
4.25 
4.93 
3.83 



1.9 3.02 



1.9 



6.1 



4. 47 
30.61 

4.44 

1.53 

4.17 
39.16 49.31 

0.67 2.88 



48. 64 
2.53 
2.81 



8.94 
1.18 
1.35 



1.98 
0.07 
1.83 
0.71 

21.84 17.26 

13.56 7.51 

4.47 6.45 

1.27 1.18 

8.7 14.06 

2.01 2.69 

9. 22 3. 38 

4.64 5.77 

7.32 10.69 

6.81 8.98 



26.61 
1.58 
1.55 



12.47 
2. 29 
7. 53 
1.39 



57.3 

3.48 

4. 85 
14.14 

1.33 i 

0. 99 

2.6S 
14.16 

6.56 
11.64 

2.14 



7. 97 
7. 33 
3.09 
1.94 



8.39 
4.95 
3.87 
3.21 

12.92 

7.29 12.46 

1.24 2.65 

0.15 1.78 

3.1 4.13 

11.24 13.89 

1.53 2.11 

0. 97 0. 54 



0.96 
23.42 
7.08 
0 

9.61 
2.83 
13.52 
6.71 
0.S6 



3.99 
12.1 
2. 39 



1.23 
46.99 
9.25 
1 

6.99 
1.69 
16.27 
12.84 
1.77 



2.59 
15.45 
4.19 
3.71 
1.85 
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HAMUA100030S 
MAIMM000307 
MAMMA10Q0309 
MAWA1000312 
MAJMA100031: 
MAINA1000331 
MAMMA1000335 
HAIMA1000339 
MAMMA1O0034O 
MAMMA1 000348 



MAMMA10003S8 
MAWA1OO0360 
MAMMA10O0361 
MAWA10G0363 
HMHAI000370 
MAMMA1000371 
HAIMA10OO372 
KAMA 1000385 
MAMMA1000388 
MAHIA1000395 
MAMMA10O0402 
MAMMA1000403 
MAWA1000410 
MAMMA1O0O413 
MAMMA1000414 
MAMMA1Q00416 
MMNA1000421 
MAHJA1000422 
MAIMA1 000423 
MAIMA1 000424 
MAMMA1000429 
UAMMA1000431 
MAIMA1000432 
MAMMA1000437 
MAMMA1000444 



MMMA1000473 



MAMMA1000500 



MAMMA TO0OSO3 
U00050E 
M000510 
MAMMA1000S1S 
MAHU1000516 
MAMMA 1000522 
MAMMA1000S24 
MAMMA 1000528 
MAMMA10O0534 
MAMMA1000S41 
MAMMA1000S50 
MAMMAI0005SE 



32.01 
7.32 
13.21 
3.8 
5.23 
3.57 
1.93 
4.85 
13.8 
6.6 
48.67 
9. 54 
4.42 
62.5 
4. 98 
5.17 
2.39 
17.51 
2. 59 
15.23 
2.71 
17.65 
4. 75 
8. 38 
13.08 
26.2 
93.85 
12.39 
142.54 
5.22 
16.73 
9.36 
1.71 



18.4 

7.78 
16.03 

6.66 
18.92 

3.29 
3.8 
141.82 
11.74 
29.48 

4.21 
3.3 

8. 55 
19.56 

6.43 
16.44 

5.05 
27.99 

5.97 

3.99 
20. 75 



34.24 
11.17 
12.45 
4.66 
3.78 
2.97 
3.97 
7.71 
21.06 
5.86 
74.56 
13.7 
6.35 
108. 93 
6.13 
12.45 
4.39 
21.43 
3.13 
16.36 
2.65 
14. 83 
5.81 
10. 39 
31.41 
35.15 
138.41 
14.43 
131.07 
2. 76 
20. 92 
15.84 
4.16 
133.96 
15.03 
9.64 
65.48 
22.35 
25.87 
16.72 
28. 35 
14.63 
28.23 
5.76 
4.66 
256.33 
16.92 
25.33 
8.78 
3.92 
8.62 
37.71 
9. 68 
20. 18 
38.96 
43. 17 
11.73 
4. 53 
20. 93 
8.83 
1.99 
1381.9 
5.3 



58.88 

15. 
16.-61 
7.38 
8. 22 
7.78 

7.5 

8.76 
20.08 
10.24 
87.35 
18.74 
14.28 
116.66 

8.18 
10.14 

9.15 
34.07 

9.36 
27.37 

9.67 
40.38 

8.95 
14. 35 
34.59 
53.64 
125.21 
18.48 
148.31 

10.5 
35.59 
18.54 

6.38 
122.67 
14.39 

12.3 
72.84 
31.63 

17.2 
16.75 
43.07 
17.94 
28.07 

7.67 

7.21 
267.79 
30.01 
53.38 
19.16 
7.8 
11.61 
40.79 
12.68 
30.29 
14.92 
68. 38 
10.41 

7.16 
19.83 
11.36 

8.54 

1153 
11.69 
13.35 



■13:37 
5. 51 
6.32 
3.29 
5.14 



8.5 



8.68 
4.58 
4.37 



5.28 



4. 68 

13.39 
2.85 



4.44 
8.18 
3.56 
3.16 
9.96 

19.65 20.75 

5.86 4.39 

53.83 37.37 46.85 

8.76 9.05 7.26 

5.25 8.74 5.72 
101.62 117.16 105.86 

4.8 3.56 6.25 

5.35 7.18 7.58 

3.68 6.58 
12.37 14.77 

4.39 3.21 

8.49 18.09 20.18 

2.23 1.16 2.27 
21.39 34.95 27.07 

2.66 5.93 4.73 

8.64 10.52 
25. 16 26.53 19:73 
41. 13 33.28 34.97 
46.14 53.85 91.17 

7.65 12.15 12.39 
147.75 137.43 173.26 

5.24 3.96 3.14 
20.88 21.28 23.97 

7.22 10.71 

1.45 4.13 
9.74 51.75 20.93 

12.33 7.79 9.82 
7.17 6.74 

97. 18 57.65 80.67 
13.49 17.76 

2.76 17.71 

9.69 10.94 
20.2 27.28 30.25 
8.59 8.34 7.38 

15.83 15.65 17.15 

2.77 2.69 3.84 
2.84 2.45 2.89 

98.09 257.9 180.98 

11.37 13.37 

30.03 31.05 22.35 

2.1 8.22 5.73 

5.4 3.37 3.89 

8. 76 3. 91 6. 21 

41.28 34.62 14.86 

8.8 8.42 5.47 

25.14 20.54 20.81 

3.26 5.69 7.88 
38. 83 18. 51 22. 66 

10.1 5.92 

4.31 6.82 

16.4 10.89 

4.17 2.11 

3.94 1.32 

543.64 1 435.2 1032.9 

2.67 3.19 2.37 

1.46 4.28 



4.69 
2.16 
1.99 
1.96 



5.45 

3.65 

4.06 

3.84 

4.24 

2.97 1.94 

20.39 11.88 

1.91 2.51 

35.71 39.77 

6.27 7.75 

3.05 4. 95 

87.17 73.39 

3.82 2.21 

3.49 1.29 

2.76 1.36 

II. 2S 17.12 

3.43 3.75 

11.94 20.32 

1.54 2.51 



11.67 
3.53 
6.79 
20.54 
22.92 



4.65 



4.38 
4.83 
14.18 
1.44 

2.03 



35.64 64.76 

5.14 4.49 

122.42 112.28 
2.65 0.29 

15.73 11.76 

4.21 3.75 

2.28 2.32 

35.92 64.94 
5.47 8.03 
4.84 3.63 
67.4 46.57 

17.72 12.22 

15.1 3.75 

4.37 2.84 
21. 32 9.68 

4. 92 4. 41 

17.93 13.07 
2.99 1.75 
2.43 1.21 

169.43 1 58.7 
15. 98 7. 97 
19.18 13.04 

7.01 0.97 

2. 1 0. 03 
3.65 2.45 

17.29 25.75 

7. 38 4. 77 
15.29 9.87 
10.33 1.91 
24.89 20.61 

5.73 2.46 

4.96 1.75 

14.95 12.85 

2.2 1.84 
3.32 0.71 

1229.3 435.34 

2.27 0.81 

2. 18 0. 1 



28. 49 
5. 32 
8.26 
2.53 
2. 36 
2. 66 
2.51 
3.31 
8. 29 
3. 44 

39. 98 
6.04 
4. 76 
114.81 
3.44 
2.83 
2.71 
32.9 
2.78 

17.28 
1.57 
6.61 
3. 28 
5.87 

10.58 

31.45 
53.2 
4.48 

99.77 
3.52 

16.32 
2.1 
2.5 

54. 93 

11.07 
6.39 

58. 28 

18. 97 

16. 53 
7.72 

14.64 
8.54 

20. 76 
1.93 
0. 87 
175.76 

17.05 

15.93 
6.78 
4.12 
1.88 
7.33 



2.76 
1.88 
11.39 t 
1.98 ? 
2.83 
855.29 
3.09 
1.13 
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HAMHA1000567 
MAWA10Q0576 
HAWAI 000582 
HAWAI 000583 
HAIHA1000S85 
HAWA1 000587 
HAWAI 000591 
HAWAI 000594 
HAWA1 000597 
HAHtAl 000605 
HAWA1000612 
HAWAI 0006 14 
HAWAI 0006 16 
HAWA1000621 
HAWA1000623 
HAHtAl 0006Z5 
HAWAI 000615 
HAWAI 000643 
HAHMA1 000646 
HAWAI 000652 
HAWA1 000657 
HAWA1 000664 
HAWAI 000567 
IAJWA1 000668 



2.83 9.61 12.53 

14.4 23.94 41.43 
342.62 404.06 589.09 

3.44 4.94 9.73 

10.36 9.76 14.3 

9. 1 16.85 23.22 

24.67 34.19 52.67 

25.66 32. 59 51.71 

10.5 17.98 38.06 



HAWA1 000670 
HAWA1 000672 
HAWAI 000681 
HAHtAl 000684 
HAWAI 000696 
HAHHA1 000702 
HAWAI 000706 
HAWA1 000707 



HAWA1000714 
HAWA1000718 
HAWAI 000720 
HAWAI 000723 
HAWAI 000731 
HAWAI 000732 
HAWAI 000733 
HAWA1000734 
HAWA1000736 
HAWA1000738 
HAWA1000744 
HAWA10O0746 
HAWA1000748 
UAWA1000751 
HAWA1000752 
HAWAI 000757 
MAWA1000760 
HAWAI 000761 
HAWAI 000775 
HAWAI 000776 



HAWA1000798 



8.9 14.02 
3.67 

9.36 17.48 

7 22.98 

18.37 26.27 42.33 

5.51 4.72 11.4 

3.19 6.18 12.95 
4.28 



8. 03 
3. 76 
8.91 
10.09 



4.8 8.96 



63.8 128.68 

6.59 12.24 
4.53 4.12 

18.71 22.51 38.34 

8.69 17.36 17.2 

23.14 46.99 61.08 



3.5 



9.1 



6.35 
7. S3 
2.37 
7.H 
5.79 



6.68 9.53 

t27 118.39 232.08 

42. 17 56.4 66.57 

5.06 11.76 

9.04 16.29 
2.75 

13.17 13.46 

9.88 8.46 

13.18 25.83 23.83 

21.05 29.79 38.76 

7.11 5.26 13.51 
56.24 56.67 100. 19 
83.95 62.78 122.37 

13.21 20.89 24.82 

4.13 6 9.07 

12.22 18.56 20.77 
4.23 6.43 10.91 
4.58 4.07 5.19 

27.47 31.39 43.2 

11.43 16.18 20.32 

5.14 6.4 11.37 
2.95 3.98 9.11 
3.53 4.94 7.73 
9. 18 9.76 16.46 

17.77 21.89 38.71 
6.79 10.56 9.64 
4.06 4.2 

4.12 5.64 
26.15 27.77 
38.93 73.17 
10.71 16.72 21.46 

5.28 6.96 6.31 

HAWA1000784I 12.93 21.78 27.25 

HAWA1000788 14.83 19.2 21.42 

10.63 12,91 13.99 

10.59 10.38 19. 17 

6.03 6.16 13.72 

22.11 37.42 37.78 

1.64 5.26 13.69 



4. 59 
6.77 
206. 24 
2. 95 
7.6 
12. 85 
17.16 
40.6 
21.57 
3. 22 
1.87 
7.74 
5.69 
24.96 
2.5 
3.95 
5.68 
4. 43 
68.06 
7. 34 
5.71 
17.17 
3. 58 
27.38 
2.2 
5.24 
362. 26 
28.1 
8.34 
12.54 
4.27 
6.85 
5.04 
10.07 
24.92 
4.07 
108.88 
158.83 
19.74 
5. 99 
15. 57 
7.98 
5.1 



4. 66 
7.53 
397.1 
5.37 
8.3 
13.24 
22.85 
49.12 
17. 46 
4.68 
2.17 
5.34 
13.58 
17.41 
4.83 
4.29 



2.66 
2.22 
16.7 

25.58 
3.73 
1.53 
7.07 

48.47 

15.58 
6.1 
4.59 
9.87 

14.77 
6.66 

11.33 



2.66 

14.96 
6,25 
33.9 
6.51 
3.91 
175. 38 

10.46 
4.22 

11.44 
3.94 

13.62 
7. 37 
8.95 

18.64 
3.72 

65.38 
112.68 
19.6 
9.97 

15.03 
3.73 
2.18 

27.09 
9.84 
6.11 
4.26 
4.21 
13 

19.94 
4.03 
2.88 
2.94 

26.15 

59.91 

15.65 
9.33 



9.98 
6.65 
20.99 
7.88 



3.08 
16.66 
307.2 
2. 97 
4. 54 
10.32 
23.65 
36.4 
15.09 
8.25 
1.53 
6.31 
6.11 
18.13 
2.59 
3.37 
2.91 
14.5 
76.26 
10. 34 
4.08 



3.91 1.78 

14. 73 20. 93 

196.5 234.99 

1.64 1.64 

9. 1 4. 55 

9.64 5.62 

15.05 11.26 

18.51 9.64 



16 
8.92 

32.87 
1.81 
6.43 

245.8 

18.45 
4.13 

15. 76 
4.85 

11.39 
7.72 
G.62 

21.26 



7.96 
11.37 
6.91 
3.84 
30.72 
10.4 
4.85 
3.02 
3.15 
12.37 
21.4 
3.96 
3.67 
5.07 
33.74 
40.66 
13.14 
5.12 
8.24 
16.09 
7. 92 
8.79 
7. 38 
20.43 



12.1 
3.07 
2.62 
7.11 

4.8 
16.86 
2.52 

3.1 
2.33 
3.27 
48.7 
5.92 
1.96 



2.49 
24.41 
295.12 
2.31 
7.57 
11 

16.03 
20.88 
10.65 
5.3 
2.53 
5.61 
3.1 
19.28 
1.65 
2.69 
2.12 
4.43 
32.4 



10.64 12.09 

3.77 5.36 

41.85 23.92 

2.38 2.13 



4.18 2.86 



4.16 



2.38 

5.11 2.82 

4.37 2.73 
3.02 4.1 

20.38 21.53 

2.71 1.31 

53.41 37.73 

85.25 48.89 

13.07 8.64 



1.33 
9.79 
3.72 



4.16 

17.6 

3.13 

1.49 

11.08 15.85 

16.64 15.89 

2.11 2.43 

2.63 1.16 

2.53 1.56 

10.17 5.29 

12.48 15.54 

1.97 4.15 

1.98 1.33 



2.8 
22.66 
15.6 
10.25 
3.95 
5.41 
9.03 
6.32 
5. 57 
2.82 
27.71 
3.8 



2.71 
12.7 
19.11 
9.83 
1.7 
7.95 
8. 51 
3.01 
3.43 
2.22 
18. 27 



1.93 
106.16 
5.57 
3.12 
5.89 
1.76 
4.43 
5.56 
4.74 
20.97 
2.37 
50.75 
63.98 
14.74 
3.64 
15.79 
3.43 
2.72 
19.91 
17.27 
3.5 
2.48 
2.63 
10.03 
20.02 
4.68 
1.45 
4.1 
18.46 
12.75 
6.19 
2.78 
18.83 
18.38 
7.59 
5.21 
3.59 
23.96 
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MAMMA1000824 
MAMMA100O827 
MAMMA100O831 
MAIKA1000838 
MANMA1000S39 
MAMMA 1000841 
MAMMA 1000842 
MAMMA1000843 
MAMMA 1 000845 
MAMMA1 000851 
MAMMA1 000854 
MAWA1000855 
MAMMA100085S 
IIAMMA1000S5S 
MAUMA1000862 
MAMMA1000863 
MAMMA100Q86S 
MAMHA100O857 



MAMMA100087S 1S7.47 



MAMHA10Q0876 
MAMMA100O877 
MAMMA1 000878 
HAIMA1000820 
MAMMA 1 000881 
HAHMA1O0O883 
UAMMA1 000897 
MAMMA 1 000898 
MAMMA100090S 
MAMMA100090B 
MAMMA1000908 
MAMMA1000911 
MAMMA1000914 
MAMMA1000920 
MAMMA1 000921 
MAMMA1000931 
MAMMA! 000340 
MAMMA1O00941 
MAMMA1000942 
MAMMA1000943 
MAMMA1000952 
MAMMA1000956 
MAMMA1000957 
MAMMA1Q00962 
MAMMA1000986 
MAMMA1000968 
MAMMA10OO972 
MAMMA10OO973 
MAMMA1000975 
MAMMA1000976 
MAMMA 1000379 
MAMMA 1000986 
MAMMA1 000987 



MAMMA1 000994 
MAMMA1 000998 
MAMMA1001003 
MAMMA1 001007 
HAMMA1001008 
MAMMA10010I3 
MAMMA1001014 
MAMMA 100 1021 
MAMMA 100 1024 
MAMMA1001025 
MAMMA1001028 



4. 29 

2.84 

5.22 
13.15 

6.97 
11.76 
18. 89 

4. 54 
19.81 

13.7 
8.3 
13.12 

2.41 
68.92 

3.68 
35.49 
16.07 
36.94 
19.99 
14.05 

3.98 

5.62 

0.61 
26.82 
13.96 

3.82 
109.05 

4.24 

4.83 

10.4 
15.33 
11.83 
35.85 
12.53 

6.93 

3.85 
11.87 
4 

20.12 
9.3 
3.74 

58.82 
88.7 
69.9 

80.18 1 



82.46 54.98 
5.2 12.5 

35.42 39: 96 

6.92 8.85 
5.1 9.24 

2. 78 9. 96 

8.19 14.72 

23. 1 28.88 

2.89 10.34 

50.53 100.08 
5.86 8.12 

117.96 159.35 
2.69 5.73 

5.65 10.37 

10.61 23.09 

20.47 45.55 
5.96 11.12 

18 37.97 

247. 19 307.15 
6.54 6.75 
3.61 4.96 

9.31 15.62 

18.7 32.08 

11.85 26.23 

21. 56 31.01 

25.07 44.99 
4.74 8.26 

46.58 24.87 
9.74 18.2 

13.83 18.11 

15.04 26.46 

3.47 11.09 

152.1 139.06 

5.93 12.67 



22.75 
6.91 

20:36 
2.9 
1.82 
2.71 
3.28 

14.54 
0.88 

64.55 
2.91 
213.71 
1.9 
1.76 
5. 34 

14. 36 
4.18 

18.03 
151.05 
2.84 
2.05 
6.72 

12.61 

10.06 

16.67 

26.44 
5.15 

13.58 
5.83 
10.1 

13.81 
1.11 
77.3 
7.11 
9. 74 

11.52 

14. 85 
28.3 
6.92 
3.37 
6. 99 
0. 38 

10. 69 
3.18 



38.59 
1.16 
6.44 
7.88 
29. 29 
14.27 
67. 43 
22. 92 
16.14 
3.78 
24.16 
3.14 
26.75 
13. 97 
3.98 
67.98 
! 139.16 
70.13 
73.96 



86.37 
5. 04 
22.38 
2.71 
2.67 
2.83 
5.48 
17.26 
3.81 
45. 92 
1.76 
138.54 
1.05 
1.83 
11.79 
24.31 
4. 78 

16. 36 
163.7 

2.75 
1.13 

5. 36 
12.85 
11.84 
19. 82 

17. 53 
4.11 

12.04 

6. 94 
14. 32 
12.11 

2. 25 
106.8 
6.12 
14.81 
14. 07 
46.69 
25. 6 
4.75 
4.97 
6.03 
0.27 

8. 37 
4. 77 
4.04 
38.3 
3.43 
6.12 
10.7 

22.41 

9. 07 
62.8 

17.53 
13.54 
4.4 
21.08 

6.73 
20.79 
3.4 

5.49 
54.85 
94.51 
59.68 
84.44 



46.11 
2.83 

25.87 
3.02 
4.2 
2.07 
4.22 

10.11 
2.04 

39.66 
3.56 
171.88 
2.66 
1.2 
7.43 

16.09 
11.8 

15.97 
159.54 
3.43 
1.68 
5.06 
8.92 
7.67 



12.03 
4.39 
5.63 
7.57 
1.29 

94. 98 
6.97 

15.82 

12.51 
25.1 

20. 38 
8. 24 
3.51 
6. 18 
1.52 
7.64 
5.42 
1.69 

60.84 
2. 39 
4.93 

11.37 

26.44 

14.47 
61.8 

17.38 

12.9 
5.85 

20. 65 
3.28 

27.13 
7.56 
5.98 

51.75 
99.4 

30.76 

72.45 



53.27 
2.54 

17. 52 
3.13 
2.02 
3.01 
5.77 
4.63 
1.66 
42.2 
1.11 

95.66 
1.82 
3. 38 
5.15 

24.81 
2.48 
9. 25 
127.8J 
2.51 
2.93 
10.1 

10.54 
8. 29 

18. 77 

17.58 
3.9 

17.95 
4.39 
5. 09 

12.29 
1.59 
122.37 
3. 45 
7. 85 

10.88 

44.15 

16. 91 
3.89 
7.54 
4.85 
0. 16 
7.43 
5.48 
2.56 

51.28 
3.18 
5. 27 
8.68 

15.03 
9.64 

46.73 

12. 36 
6.56 
1.97 

13.23 
4.14 

18.57 
6.85 
4.67 

72.35 

87.98 
22.6 

97.15 



21.38 20.22 
1. 96 3.02 
21.92 26.79 
2.4 1.8 
1.48 



2.24 
7. 82 
6.21 



0.81 
2. 92 
3.65 
1.53 

36.12 64.01 

0.53 ... 

65.57 93.06 

0.46 1.81 
1.09 

1.27 2. 11 

12.68 16.34 

0 2.86 

8.53 14.8 

148.8 137.51 
2.61 



0.77 



2.2 



4.12 5.11 " 

7.92 11.52 

6.16 7.32 

10.78 19.11 

14.36 19.92 
1.83 



11.63 
2.34 
3.21 
5. 96 



11.81 
1.82 
3. 69 
12.25 
0 0.87 
27.22 25.46 
2. 44 2. 92 
20.92 4.78 
8.84 14.41 
31. 17 20.09 
16.31 24.51 
2.4 1.4 
1.89 3 
2.51 6.15 
0 0 
8.92 3.07 
5. 55 2. 07 
0.98 1.54 
65.81 23.12 
1.23 1.88 
5.12 
4.88 



8.9 



16 



3.91 

25.89 38.89 

7.34 12.64 

3. 79 6. 83 

0.73 2.47 

10.02 16.87 

1.49 4.79 

19.08 24.22 

5.46 S.5 

4.19 1.31 

45.95 58.5 

68.05 105.24 

25.23 39.06 

91.69 100.75 



1407 



EP 1 074 617 A2 



MAMM/H 001030 
HAWA1001035 
MMMA1001036 
MNNA1001037 
HAtMAt00<038 
HAWA lOOt 041 
HAWA1001043 
MAMMA10010S0 
HAMNA10010S4 
MAINA1001059 
MAMIA1 001066 
MAMMA1001067 
MAMIA1001072 
KAMMA1001073 
MAINA1001074 
MAMMA1001075 
KAWA1001078 



KAtHA 100 1080 12.04 



7.4 

39.22 
3.31 

24.23 

12.98 
1.54 
1.38 
1.33 

19.75 
3.19 
5. 02 

17.58 
2.53 
0.84 

24. 28 
1.48 

21.72 



4. 59 
16.73 
7.81 
11.74 
45.26 
7.59 
37.56 
5.76 
7.27 
6.69 
3.83 
2.22 
10. 97 
5.02 
6.91 
109.99 
7.19 
2.37 
3.02 
17. 92 
10.11 
4.68 



MANMA1001082 
MAIWA1001091 
MAIMA1001092 
MAMMA1001094 
MAlHA100n05 
HAWA1001110 
MAWIA1001126 
KAMIA1001133 
MAMNA1001139 
MAMIA1001141 
HAMIA1001U3 
MAMHA1001145 
HAHHA1001150 
MAWA1001154 
MAMMA1001159 
MAHiA10ai161 
MAMKA10Q1162 
KAMIA1001181 
MAWA1001186 
MAJWA10011S9 
MAMU1001191 
HAMIA100U98 
MAWAI 001202 
UAWA1001203 
MAMMA1001206 
MAWA1D01208 
MAIKA1001215 
MANIA100122O 
MAMMA1001222 
BAMWI001223 
HAMJA10O1232 
DAIMA1001234 
HAWA1001237 
MAINA1001243 
HAMBA1001Z44 
MAMIA1001249 
HAMM tO0 1256 
IIAJMA1001259 
HA*tt1001260 IS. 61 
HAWA1 001262 8.3 
UAWA10O1268 7.26 
MAHJA10O1271 4.99 
MAWA1001274 197.38 
KAWAI001280 10.76 
MNMA1001283 4.11 
,1001284 6.24 



8. 99 
14.27 

3.37 
12.57 

12.2 
13.14 

5.47 
5.9 
78.47 

4.23 
26.51 

3.29 
32.97 

13.8 

3.58 



11.72 
53.03 
5.83 
31.03 
20.58 
2.15 
2.46 
4.39 
24.03 
4. 55 
4.16 
21.79 

I. 88 
2. 27 

39.17 

5.48 
26.12 
17.72 

9. 29 
23.95 
11.13 
16. 72 
57.55 

14.4 
44.85 

9.31 
14.13 
8.3 

3.21 
12.54 
15.54 

9.06 

7.68 
168.02 

5.58 
3.1 

2.01 
24.89 

15.9 

8.28 
37.04 
12.77 

17.3 

1.85 
20.58 
14.97 
15.27 

II. 04 
6.27 
62. 1 
3.61 

33.45 
3.23 

38.57 

15.37 
4.73 

19.65 



12.89 It. 66 
50.1 
. 5.92 
53. 22 27. 23 
21.05 13.13 
4. 24 
3.06 

4.83 
50.38 32.02 
3.85 



5.53 



14.33 

3.31 
6.15 



44.96 

15.6 
12.12 
30.14 

15.6 
20.33 
66.73 
12.55 
64.49 

8.87 
10.95 

15.1 

9.9) 
14.95 

29.9 
11.37 
15.13 
168.22 

7.65 
6.4 

9. 14 

44.3 

19.2 
11.96 
84.46 
20.34 
21.26 

7.28 
26.01 
20.97 
54.43 
23.87 
10.44 
106.68 

4.51 
37.19 

5.47 
66.31 

22. 

9.83 
19.14 
16.27 

12.6 

6.83 
348.26 
28.14 

10.89 

16.76 



5. 66 
14.83 
1.93 
l.Ot 
31.96 
3.99 
33.39 
14. 26 
6.84 
19.81 
7.44 
14.77 
41.25 
8.44 
49.13 
3.28 
4.54 
2.9 
1.84 
2.6 
12.2 
4.94 
5.63 
189.81 
7.64 
4.16 



7.79 10.11 

27. 34 38. 76 

5. 35 4. 3 

25.26 31.34 

14.71 11.55 

4.69 7.8 

4.27 3.32 

5.59 5.14 

21.79 27. 11 

3.25 5.05 

2.95 3.72 

16.92 18.84 

1.68 2.41 

1.41 5.24 

28.12 24.54 

4.91 2.99 

16.5 21.38 

12.06 16.7 

2.79 4.23 

16.46 17.71 

8.17 6.28 

10.66 23.71 

47.01 32.75 

9.45 9.37 

34.88 37.49 

3.01 4.08 



4.49 
4.24 
2.97 
3.58 
13.68 
8.36 
3.35 



2.7 
19.97 

7.11 

3.49 
54.02 
10.56 
14.44 

0.99 

4.39 
18.99 
12 

8.51 
10. 05 
104.09 

2.39 
22.72 

2.05 
31.72 
10.86 

2.71 
11.02 
15.78 

5.74 

2.12 
54.68 
10. 36 

0.34 



2.21 
2.05 
16.26 
8.79 
5.15 



9.47 
1.62 
17.55 



13.95 
0.23 
6.44 

11.55 15.4 

15.72 10.61 

8.76 8.32 
4.68 

22.14 88.22 

3.8 1.85 
19.97 

2.81 0.99 

40.81 37.57 

16.44 20.14 
2.66 

7.29 22.35 

7.11 6.47 

6.05 4.12 
3.55 3.26 

91.98 70.74 
11.35 10.7 
3.46 2.07 
6.77 



7.28 

23.51 
4.37 

28.91 

14.52 
3.02 
4.35 
4.27 

33.83 
2.54 
1.82 

15.29 
2.3 
0.75 

31.91 
2,44 

18.07 
6.39 
4.41 

21.25 
7.18 

14.53 

30.09 
9.82 

24.63 
2.64 
6.16 
2.47 
3.49 
2.4 

10.31 
3.8 
2.34 

81.63 
4.02 
2.1 
2.34 
24.9 
15.3 
6. 52 
18.16 
10.07 
15.09 
1.58 
10.98 
10.87 
17.61 
9.09 
3.45 
44.43 



44.31 
15.27 
5.81 
9.03 
9.48 
3.69 
4.68 
33.35 
14. 52 
2.94 



31.74 
2.8! 

17.23 
10.1 
1.22 
1.52 
1.05 

16.21 

10.99 
2.25 

17.34 
1.25 
4.07 

23.64 
2.09 

17.35 
6.97 
1.12 
12.1 
4.54 
12.3 

24.22 
4.24 

36.31 
5.37 
2.44 



8.5 
2.43 
2.78 

94.69 
2.29 
2.11 
0.77 

14. 32 

10.81 
2.84 
17.9 
8.3 
7.44 
0.63 
8.12 
5.54 

13.51 
3.98 
2.12 

81.83 
2.61 
8.73 
C. 99 
2S.2 

12.69 
0.4 
6.24 
5.41 
3.37 



38. 44 
3.74 

25.45 

18.77 
2.08 
2.3 
2.57 

20.46 
3.33 
3.08 

18.26 
2 

I. 61 
32.81 

3.72 
25. 34 
11.08 
3.78 
23.6 
7.68 
17.29 
28.58 
0.9 
49.73 
6.55 
5.84 
5. 32 
2.11 
3.58 
12.03 
3.42 
4.72 
118.15 
5.78 
4.15 
3.58 
18.92 
16.52 
2.49 
40.13 

II. 49 
IS. 29 

2.48 
6.27 
12.65 
15.3 
9.79 
5. 89 
25.73 
1.63 
6.36 
1.85 
27.49 
11.49 
3.31 
10. 39 
7.71 
4. 04 
2.94 
25.39 
14. 89 
1.97 
4.29 
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MAMMA1001286 
HAINA1001289 
MAMMA1001292 
KAMMA1001296 
KAIMAt 005298 
MAIMM 001305 
MAMIA10013O9 
klAMMA1001310 
IWIIA1001322 
MAMHA1001324 
MAH4A1QQ1330 
HAMMA10O1333 
MAHMA1001334 
MAMMA1001337 
MAMMA1001341 
MAIHU1001343 
MAMMA1001344 
MMNA100134S 
KAMMA1001383 
MAMMA1001388 
MAMMA1001396 
MAMMA1001397 
MAMMA10Q1401 
MAMMA10014O8 
KAMMA1001411 
MAMMA lOOt 41 4 
MMMA100141S 
MAMMA10O1418 
MAMMA1001419 
MAMMA1001420 
MAMMA1001426 
MA1MA1001428 
MAMMA1001432 
MAMHA100143S 
MAHMA1001442 
MAMIA100144S 
MAMIA1001450 
MAMKA1O01452 
MAMMA10O1465 
MAMMA1001476 
MAMMA 1 001478 
MAMMA100I479 
MAMMA1001487 
MAWA1001498 
MAMMA10OI5O1 
MAMMA1001502 
MAMMA1Q0I51O 
MAMMA1001522 
MAMMA 100 1529 
MAWA1Q01532 
MAMMA10G1S33 
MAMMA10Q1534 
MAMMA1Q01535 
MAMMA10C1547 
MAMMA1001S51 
MAMMA10O15S9 
MAMMA1001575 
MAMMA1001576 
MAMMA1001S84 



MAMMA100!604| 



29.08 
8,87 
24.97 
4 

7.53 
3.74 
10.42 
2.92 
2.17 
4.53 
4.9 
4.95 
31.92 
4.26 
4.05 
2.73 
2.25 
5.84 
6.99 
25.28 
15.94 
14.75 
2.94 
1.5 
6.08 
6.51 
3.95 
8.77 
7.73 
5.14 
5.19 
3.64 
12.35 
20.05 
6.94 
26.48 
11.55 
4.86 
8.92 
132.51 
18.84 
11.41 
48.7 
4. 35 



30. 31 35.52 
7.96 10.4 

44.07 66.64 

4.17 8.D1 

9.89 10.46 

4.35 13.81 

15.14 31.52 

5.46 13.25 
2.64 6.93 
3. 59 5.55 

5.1 12.68 
3.16 7.58 

25.66 43.45 

3.84 13.74 



7.73, 
17.37 



2.47 

6.71 

8.47 18.39 

28.84 63.23 

20.37 30.49 

18.37 41.81 

3.12 6.56 



7.4 

3.93 9.81 

7.32 14.7 

8.97 8.68 

9.1 12.47 

7.93 11.48 

4.76 6.97 

7.71 9.53 

3. 18 7. 92 

13.88 21.83 

30.02 44.24 

7.75 11.08 

31.11 44.32 

15.7 15.85 

7.91 8.36 

12.52 15.39 

144.85 285.99 

21.54 45.82 
20.27 19.2 
29.91 87.89 

2.96 9.82 

5.27 10.62 

3.68 8.07 

20.55 16.62 
10.87 13.99 

69.9 94.57 

37.51 51.46 

8.23 26.5 

13.72 20.66 

15.11 17.7 

10.79 16.77 

3.35 10.09 

7.64 12.53 

31.06 32.95 

13.68 9.34 

20.22 32.06 

2.63 9.42 

3.32 9.43 

10.35 19.33 

24.27 25.25 

20.87 41.04 



2.88 
2.61 
12.87 
3.59 
3.3 
3.63 
7.84 
2.56 
18.83 
3.62 
4. 38 
3.22 
4. 27 
10.65 
14. 27 
32.5 
14.54 
21.11 
1.21 
2.81 
9.46 
23.79 
S. 52 
12.83 
9.88 
10.23 
5. 55 
6.62 
18.83 
21.04 
5. 53 
20.63 
12.27 
9.2 
11.83 
418.67 
21.72 
13.74 
41.22 
3.07 
3.92 
3.61 
13.12 
8.11 
30. S3 
23. 78 
6.01 
6.58 
7.42 
6.18 
2. 36 
5. 97 
20.06 
4.55 
43.71 
2.75 
0.65 
5.33 
10. 57 
17.28 



7.01 14.48 

7.53 9 

36.59 35.11 

3.49 2.38 



6.46 
4.06 
13.99 
3.89 
2.91 
2.78 
4.19 
3.62 



15.13 18.08 

4.64 5.34 

5.21 4.83 

4.68 4.2 

4.36 3.62 

9.35 8.33 
9.89 



23.98 25.52 

24.62 26.46 

18.82 16.79 
2.62 3.02 
1.88 3. 96 
6. OS 8.29 

6.86 10.67 
5. 96 8. 18 

10.06 11.32 
6.73 10.35 
6.22 6.56 
8.11 6.73 
3.95 5.99 

11.53 18.33 

23.96 21.39 
5.57 7.7 

23.27 24.38 

11.07 10.5 
4.08 6.24 

13.04 10.87 

194.96 350.68 

20.69 19.34 
10. 72 9. 96 

44. 32 54. 61 

3.33 

4.81 

4. 35 



46.88 57.69 
26. 52 23.49 
12.03 

8.79 

8.38 

7.64 6.73 



2.54 
5.89 



3.75 

3.18 

20.37 18.83 

6. 26 3.49 

22.66 30.09 

2.52 1.44 

2.72 2.98 
6.4 5.4 

15.9 13.61 

15.57 5.46 



10.18 
7.31 

13.77 
2.75 
5.34 
3.76 

10.23 
3.03 
1.12 
2.65 
3.36 
2.38 

17.92 
4 

5.24 
3.94 
2.73 
6.74 
7.45 
24.7 
14.45 
17.96 
2.46 
5.62 
3.36 
5.51 
6.06 
13.03 
9.18 
5.34 



8.85 

14.48 
7.72 

16.92 
82.5 

14.71 
13.4 
29.8 
1.92 
4.06 
3.43 

13.33 
2.46 

31.84 
26.6 
7.83 
9.6 
2. 75 
7.59 
3.47 
2.71 

18.83 
1.76 
21.3 
2.63 
5.93 
7. 64 

21.16 
4.43 



16.99 
3.62 

28.43 
2.82 
3.84 
5. 53 
3.68 
0.43 
1.37 
1.6 
2. 54 
2.25 

22.66 
3.29 
4. 52 

I. 64 
1.3 

3.26 
4.12 
25.15 
46.08 

II. 5 
0.76 
Q. 76 
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MAIMA1001E06 
MAMMA100160S 
MAMMA 1001614 
MAHW1001615 
HAKHA10Q1819 
MAMMA1 001620 
MAMHA1001623 
MAMHA10O1626 
MAMMA1001627 
IIMBIA1001630 
MAMMA1001633 
MAWA1001634 
KAWA1001E35 
MAMMA1001649 
MAMMA1001654 
MAMMA10016SO 
MAMiA100t663 
MAIMA 100 1670 
HAMIA1001E71 
MAMU1001679 
HAHJA1001683 
HMMA108168S 
MAMMA1001688 
MAMMA1001689 
MAMHA1001692 
MANIA 10017 11 
MAMMA1001715 
MAMMAS001730 
MAMMA1001735 
MANMA1001740 
MAMMA1001743 
MAMMA1001744 
MAMMA1001745 
MANH1001751 
MAMMA10C17S2 
MAMMA1001754 
HAH1A1001757 
MAMMA!001760 
MAWA1001764 
MAMMA 1 00 17S7 
MAMMA1O01768 
MAMMA100I769 
MANHA10Q177I 
MAMHA10C1773 
MAMMA 100 1778 
MAHJA1001783 
MAMMA1001785 
MAHA10C1788 
MAMMA1Q01790 
MAMMA1001800 



MAWA10018OS 
MAHMI001812 
MAMMA1001815 
NAMM1001817 
MAMMA10CI818 
MAHtA10018t9 
MAMMA1001820 
MAWA1001824 
MAWA1001832 
HAMM1001836 
MAMMA10O1837 
MAMMA1001848 



37.25 
2.18 
10.91 
1.95 
11.51 
4. 59 
46. 36 
23. 59 
23.89 



4.23 
39. 09 
8. 52 
5.91 
56.61 
6.69 
15.6 
4.11 
4. 96 
28.44 
5. 97 
4.75 
4. 22 
3.39 
8.81 
2.28 
10. 52 
4.59 
12.62 
11.11 
5.63 
23. 39 
5.44 
2. 58 
1. 11 
3.1 
11.92 
14.67 
5.81 
40. 73 
15. 44 
12.5 
4.08 
6.1 
1.31 
2.19 
9.74 
15.42 
2.66 
0. 82 
7.15 
11.74 
15.72 
22.82 
8. 99 
7.22 
9. 42 
3.S 



38. 33 

4. 53 
17.85 

3.17 
16.15 
6.42 
31 
24.5 
43.37 
13.78 
2.16 
6.28 
4.64 

5. 72 
5.9 

42.24 
11.06 
7.75 
62.54 
13.86 
21.19 
3.45 
5.41 
25.89 
3. 79 
4. 66 
4. 73 
2. 22 
9.96 
4. 25 
18.5 
3.0T 
11.29 
8. 28 
3.02 
32.69 
8.4) 
5.03 
5.18 
2.25 
10.35 
15.11 
5.01 
46.88 
10.48 
12.45 
3.99 

6. 55 
0. 72 
1.86 

13. 74 
IS. 2 
2.87 
1.33 
8.39 
18.24 
24. 34 
19.64 
12. 77 
10. 73 
23.13 
4.29 
27.46 
4.63 



44.14 
5. 97 
2V. 09 
11.55 
15. 55 
11.46 
53.81 
38.75 
29.47 
11.56 
7.03 
9.01 
15. 97 
15. 55 
13.55 
88. 43 
11.71 
6.72 
68.07 
10. 25 
31.72 
11.77 
15.23 
32.18 
10. 24 
8.45 
9.43 
8. 02 
22.03 
11.56 
19. 92 
5.75 
21.77 
15.68 
9.77 
51.88 
15.4 
10.84 
12. 27 
5.04 
26.44 
32.18 
9.7 
88.4 
54.31 
33.56 
8.35 
20.74 
1.87 
2.06 
26.09 
24.16 
5. 53 
4.14 
26.7 
23.68 
43.46 
37.64 
16.28 
12.96 
19.47 
8.23 
23.83 
5.94 



13.41 26.09 
1.87 1.39 

12.42 12.51 
2.77 2.24 
6.34 13.88 
1.77 3.88 

63.16 42.72 

33.26 30.12 

17.73 21.82 

7.25 5.63 



2.23 

3.76 4. 19 

2. 28 2. 56 
3.26 4.9 

3.26 5.84 

56.56 52.47 

10. 2 6. 57 

4.07 2.57 

56.8 37.97 

4. 05 5. 47 

12.85 17.62 

4.66 4.36 
3.79 4.7 

7.85 17.39 

3.42 9.67 

3.21 3.28 

3.9 2.04 

1.72 1.43 

12.16 11.12 

2.64 4.24 



7.23 
4 

11.56 
4.56 
5.25 
35.9 



5.55 

3.86 
12.13 

3.47 

2.83 
31.96 

4.99 7.7 

4.07 3.09 

3.88 5.02 
3.83 2.36 
10.9 12. 51 

14.99 14.79 

5.52 6.04 

41.31 38.76 

14.07 14.3) 
11.62 10.75 

2.35 3. 38 
18.01 10.68 

1.36 1.35 
3.44 3.43 

23.09 17.83 

21.08 16.33 
5. 25 2. 56 
2.35 1.64 
8.94 11.15 

11.92 10.04 
17.35 11.3 

42.37 24. 16 

12.69 14.09 

9.65 7.55 

21.69 15.29 

5.89 6.7 
25.7 38.67 
6.14 2.91 



29.22 
1.8 

13.02 
1.36 
8.59 
3.43 

47.15 
18.9 
12.9 
6.82 
2. 16 
2.88 
1.53 
2.56 
3.8 

44.31 
5.19 
5.22 

53.72 
3.58 
10.3 
4.4 



2.22 
3.47 
i.79 
10. 37 
1.86 
5.37 
4.16 
10.5 
3.38 
2.56 
26.06 
6.28 
11.35 
2.55 
7.31 
10.66 
13.17 
4.42 
36.3 
18.11 
17.89 
3.07 
15.67 
1.32 
3.44 
16.06 
17.7 
2.24 
0.9 
9.35 
13.23 
16.16 
31.98 
15.06 
9.34 
10.85 
8.36 
49.58 
3.96 



7.5 
4.17 

16.85 
2.33 
8.19 
3.11 

31.15 
7. 93 
6.43 
2.81 
0.8 
3.9 
6.22 
4.26 
3.63 

41.47 
7.96 
5.32 

50.14 
4.46 

18.14 
4.89 
2.65 
8.44 
3.28 
2.67 
3.76 
K71 
6.84 
2.43 
6.45 
2.05 

13.92 
2.93 
2.97 

34.24 
7.54 
3.87 
4.09 
2.64 

12.91 

17.74 
3.1 

25.57 

19.19 
7.63 
3.75 
7.37 
1.67 
1.48 

15.63 

13.08 

I. 76 
2.33 
10.6 
8. 57 

12.64 
15.13 
12.72 
6.24 

II. 8 
4.62 

24.68 
4.34 



2.27 
9. 92 
1.46 
7.08 



4.06 
0.79 
2.94 



6.94 
3.26 

43.96 
7.43 

10.49 
1.58 
1.46 
8.89 
4.26 
8.04 
4.11 
1.46 
5.43 



2.2 
2.42 

24.41 
3.86 
1.47 
0.44 
1.02 
3.89 

10.66 
4.15 
21.1 

12.85 
5.83 
1.41 
4.2 
0.59 
0.44 
9.04 

11.61 
1.16 
0 

5.97 
10.06 
12.63 
16.66 
9.76 
4.93 
5.71 
1.11 
13.45 
2.05 
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18 
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2.61 


MAMMAi001908 
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5.05 


MAMMA1O01937 


14. 26 
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5.28 
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11.23 
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4.02 
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13.78 


MAMMA1001992 


6 


MAMMA1001994 


4. 27 


MAMHA1002008 
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KAMMA1002009 


3.5 


MAMMA1002011 


3.21 


MAMMA1O02022 


23.41 


MAMMA1002024 


4.69 


MAMMA10O2032 


22.72 


MAMMA1O02033 


5. 27 


MAMMA1002041 


6.92 


MAMMA1002042 


4.21 


HAMUA1002045 


3.58 


MAMMA1002047 


6.8 


MAMHAlO020$6 


2.57 


MAMMA10020S8 


12.8 


MAMMA1O020$0 


3.44 


HAMHA1 002065 


5.77 


MAMMA1OQ2068 


5.43 


MAMMA1O0207O 


3. 38 


MAMMA1002078 


3.03 


MAMMA10Q2080 


11.92 


HAHMA1002082 


8. 32 


HAMMA1002084 


5. 95 


HAIMA1002087 


4.18 


MAMMA1002091 


4.77 


MAMMA 1002093 


7. 77 


HAMMA100209S 


2.07 


HAMHAt002108 


11.08 


MAMMA1002112 


11. 23 


HAMMA1002118 


15.81 


MAMMA1002119 


10 


MAMMA1002125 


8.81 


MAMMA1002126 


38.45 


MAMMA1002128 


9. 97 


MAMMA1002132 


6.21 


MAMMA1002140 


16.11 


MAMMA1002142 


3.45 


MAMMA1002143 


16. 35 
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2.54 



2.81 
21.77 
17.9 
51.95 
12.98 
13.09 
4.26 
16.59 
26.55 
13.29 
10. 54 
3.62 
7.37 
31.67 
3.95 
19.97 
11.71 
! 926.97 
8.16 
S.22 
14.96 
14.81 
5. 46 
19.86 
4.83 
7.76 
3.39 
5.4 
3.57 
32.84 
8.48 
24.3 
4.69 
11.13 
5.9 
4. 86 
7.34 
2.86 
12.32 
2.98 
6.94 
5.26 
5.43 
3.94 
16.79 
5.53 
S.89 
2.51 
6.45 
50.44 
3 

15.62 
16.95 
20.81 
9.39 
6.62 
22.62 
18. 56 
7. 25 
29. 14 
5.23 
16.97 



35.8 
34.07 
37.39 
12.56 
17.2 
5.15 
20.89 
27.36 
21.33 
9.81 
7.04 
12.33 
48.08 
9.8 
17.05 
22.7 
1643.3 
19.85 



3.11 3. 54 

3.61 3.33 

2.97 1.88 

19.05 16.81 

19.43 19.24 

27.02 32.06 

15.09 16.33 

10.72 7.64 

5.16 2.51 

11.02 9.99 

18.41 24.49 

8.06 11.26 

8.07 8.49 
35.62 7.01 

6.04 6.79 

80.53 41.26 

4.52 3.24 

11.88 9.67 

11.88 9.84 

1427.1 1487.9 

8.48 7.2 



26.28 
12.16 
10. 55 
13.27 
13.89 
5.26 
43.13 
7.51 
34.55 
9. 29 
16.18 
12.97 
12.3 
9. 55 
6.49 
19.01 
10.21 
12.55 
11.94 
10.65 
12.3 
18. 92 
12.97 
9.82 
5.36 
9. 77 
12. 78 
10. 99 
32.13 
26.2 
31.7 
20.1 
15. 53 
47.44 
26.22 
34.7 
22.82 
11.28 
31.08 



16.33 
3.37 
4. 02 



3.91 
3.81 
2.41 
2.42 
1.63 



6.57 
4. 52 
1.29 



2.16 
16.88 
16. 98 
24.02 
15.06 
9.1 
4.87 
7.12 
18.88 
12. 34 
8.27 
7.16 
5. 83 
66.58 
2.79 
16. 46 
10.7 
1519.7 
6.6 
4.15 
14.4 
16.21 
15.31 
16.88 
11.04 
5.41 
2.92 
3.6 
3. 92 
20. 69 
4.18 
18.46 
4.75 
4.73 
3.65 
4.41 
11.46 



3.73 
3.54 
4.09 
1.57 
2. 25 
5.76 
5. 55 



2. 52 0. 56 
1.88 2.12 

2.29 1.4 2.53 

15.59 11.41 20.06 

19.91 10.97 23.39 

38.47 28.02 40.25 

8 7.34 

5.47 7.12 

4.1 3.13 

10.3 12.47 

18.1 22.42 

8.15 13.42 

3.05 2. 51 



13.47 
6.72 
2.76 
10.84 
18.85 
13.42 

5.4 3.05 
2.77 1.6 
5.18 1.69 
17.81 21.06 
3.04 5.51 .... 
11.3 11.49 14.97 
11.47 12.01 12.62 
1062.9 902.24 975.35 
4.02 
2.89 
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9.14 

12.25 
8.01 
5 

14.29 
9.47 
4.88 
5.91 
3.75 

21.18 
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59.23 
5.58 
2.82 
2.48 
1.89 
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1.74 

14. 96 
22.65 

5.6 
51.5 
25.41 
37.99 
15.14 
2.93 
183.5 
24. 38 
2.71 

15. 23 
16.46 

22 
70.38 
7.92 
136.07 
20.02 
2.68 
0.57 
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0. 57 
1.7 



60.84 77.53 

4.1 8.16 

4.71 7.0* 

3.25 10.86 

5.51 11.57 

68.42 55.01 

3.48 10.17 

21.57 31.25 

29.54 35.22 

8.95 10.45 

30.74 138.92 

35.57 64.21 

80.63 138.79 

20.56 52.79 

3.59 10.31 

268.42 348.13 
31.33 
0. 94 

8.24 19.36 

14.44 27.79 

37.1 57.12 

89.47 122.68 

8.85 12.79 

148.16 220.88 

20.33 38.87 

3.81 6.67 

1.7 6.1 



26.62 
3. 48 
3. 26 
2.89 
0.4 
8.28 
3. 33 
20. 06 
10. 64 
5. 64 
91.4 
33.73 
18.29 
21.27 
2. 52 
282.08 
29. 39 
1.84 
12.34 
9.51 
14.15 
8.19 
4.92 
36.8 
38. 33 
5.79 
2.21 
10. 28 
16.18 
2.97 



9.41 
5. 35 
3. 44 
2. 99 
5.47 
9.13 

10.67 
30.9 
5.72 

11.12 
2.09 

17.33 
2.58 
1.45 

12.65 
7.58 

10.15 
7.61 
3. 96 
8. 39 

25. 93 

28. 68 
9.7 

85.31 
4. 68 
4. 53 

13.67 
2.82 
7.87 

91.44 
2.04 



25.26 45.69 
3. 94 

6.68 12.5 

6.59 11.35 

2.01 8.19 

4.55 14.53 

9.33 18.02 

10.94 18.01 

15.07 18.09 

42.06 49.45 

5.28 10.29 

14.39 20.39 

3. 24 7. 26 

19.74 32.38 

4.23 6.84 

2.08 7.07 

18.48 23.72 

15 19.05 

21.39 24.74 

10.35 21. 39 

6. 91 9. 29 

10.78 23.6 

29. 71 53.72 

42.92 56.16 

13.9 19.55 

125. 75 125. 12 

5.33 13.4 

5.8 12.93 

17.12 24.55 
3.35 

13.26 17.64 

168.34 87.56 

1.77 7.54 



46.01 
3.17 
5. 54 
3. 23 
3.84 

17.41 
5. 39 

14.73 



17.78 

9.2 7.67 

4.66 7.45 

93.51 53.96 

28. 48 23. 51 

47.55 46.05 

16.14 13.46 

3. 96 2. 18 

352. 1 269.26 

28.67 24.47 



4.2 
3.33 
7. 95 
4.11 
7.08 
10.01 
13.86 
4.83 
34.33 
3.9 
9.58 
1.71 
18.64 
4.89 
4.55 
7. 59 
10.2 
8.5 
9. 12 
4.01 
6.39 
28.58 
40. 53 
15.93 
50.2 
6.92 
6.01 
7.42 
0.89 
9.95 
61.83 
5.82 



7.71 
4.61 
6. 73 
8. 02 
17.88 
5. 07 



9.59 
2.86 
18. 47 
4.12 
5.97 
6.81 



21.49 
3.61 
3.33 
4.53 
2.17 

16.74 
5. 07 

14.07 
9.57 
4.49 

49. 64 
38.7 

13.24 

24.47 
3.53 
189.69 

25.62 
0.86 
6.61 
7.32 

22.25 
218.52 

11.44 

34.48 

21.56 
4.54 
2.62 
8.49 
3.59 
2.83 
3.56 

15.48 
3.79 
5.31 
2.76 
2.48 
4.69 
7.23 
14.2 
1.95 

22.98 
4.31 

12.89 



7. 42 4. 4 

0.22 3.21 

10.69 17.29 

17.6 7.86 i 

3.82 4.25 

44.62 29.88 
27.33 38.33 
10.75 8.83 
10.14 16.64 

0.98 3.24 

127.24 124.82 

23.02 20.25 

0.6 1.35 

10.38 6.31 

11.92 8.59 

15.46 15.8 

154.84 1 47.67 

4.89 8.58 

55.67 5S.33 

17.63 24.13 
2.26 2.04 



1.86 



3.35 
5. 39 
21.7 
3.43 
4.21 
3.09 
3.08 
4.04 



17. 53 
2.S4 
6.64 
10.8 



5. 37 
9.42 
2.61 
6.58 



126.23 76.47 
2.53 



2.37 
2.39 
3.17 
7.33 

10.35 
7.44 
2.75 
7.8 

29.82 

34.66 
6.92 

18.48 
3.35 
5.23 
8.07 
2.45 
10 



1.41 



10.56 
0.43 
0.64 
6.12 

10.1 11.23 

10.5 16.39 

4.46 10.65 

1.39 5.61 

9.12 7.88 

21.55 27.08 

27. 13 37.63 

6.02 14.49 

22.03 30.83 

2.61 7.85 
3.68 7.06 

3.62 6.96 
2.44 1.99 
7.71 10.46 

15.61 10.22 

1.54 1.62 



17.8 
2.61 
2.14 
8.64 
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HAMU1 002400 
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HAMHA1O02S71 
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MAMMA1 002597 
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16.21 
4.77 
2.99 
9. 87 
72.48 
6.49 
9.51 
34.97 
36.82 
6.8 
5.09 
14.18 
4.26 
8.39 
4.7! 
3.9! 
27.3 
9.24 
3.98 
4.86 
4.68 
17. 39 
51.48 
19.11 
22.86 
5. 27 
11.96 
Z77. 32 

I. 65 
2. 59 

115.83 
4.03 
15.67 
20.13 
5.49 
12.97 
4. 02 
13.78 
9.21 
6. 36 
21.75 
31.16 
8.65 
8.47 

II. 34 
9.23 
7.01 
0.64 



1.99 
16.06 
7.62 
3.06 
2. 38 
158.57 
6.48 
20.19 
4.6 
64.25 
30.48 
2.95 
3.86 
136.47 
1.26 
32.12 



20.25 
2.83 

I. 82 
15.29 
90.25 

9.18 
7.57 
38.81 
49.91 
10.05 
6.45 
24.47 
3.86 
8.67 
6.42 
4.62 
34.86 
10.49 
2.85 
7.93 
6.3 
22.9 
94.76 
15.89 
28.77 
2.99 

II. 09 
388.85 

4.73 
2.37 
185.59 
6.04 
18.37 
19. 37 
3.26 
18.44 
5.04 
23.79 
12.39 
5.36 
21.37 
39.3 
6.16 
7. 53 
16.94 
11.39 
8.63 
0.54 
2.39 
18.63 
6.62 
2.72 
2.14 
183. 87 
11.48 
19.33 
4.73 
69. 26 
34.84 
5.14 
4.18 
120.19 
1.85 
44.28 



24.4 
98.09 
17.47 



17.8t 
11.72 
33.83 
13.18 
27.55 
13.3 
7.05 
56, 
15.67 
5. 66 
15. 75 
14. 57 
40.72 
100.05 
43.85 
50.5 
4. 95 
24. 02 
679. 97 
10. 72 
13.88 
273.0 
7. 54 
24.06 
64.78 
6. 28 
36.1 
11.33 
37. 39 
27.02 
13. 56 
47.64 
81. C 
15. 55 



30.07 
26.12 
19.81 
1.4 

4.19 
46.52 
18. 84 

4.49 

3.99 
332.03 
14.86 
33.94 

9.76 
104. 49 
49.63 

7.06 
6.8 
147.15 

LIS 
46.88 



13.4 
7.9 
2.48 
2.74 

48. 92 
3.97 
9.69 

49. 38 

44.18 

10.58 
5.54 

12.49 
2.12 

10.82 
4.25 
7.12 

30.05 
10.5 

I. 75 
8.06 
5. 95 

24.51 
63.97 
26.44 
24.3 
1.99 
7.72 
473.31 
1.52 
1.77 
258. 19 
5.06 
5.72 
24. 22 
2.19 
16. 95 

I. 38 
16.06 
16.71 

II. 07 
26. 29 
35. 29 

9.32 
8.1 
13.1 
15.11 
9.42 
4.76 
2.19 
25.87 
13.61 
4.32 
2.64 
71.22 

II. 21 
25.61 

3.98 
122.15 
34.43 
4.15 
3.4 
150.69 
1.57 
48.41 



13.61 14.48 

2.39 4.12 

1.34 2.01 

8.91 5.25 

68.69 49.07 

6.52 4.36 

12.54 10.88 

40.42 34.55 



5.32 
14. 56 
3.76 
15. 66 
7.94 
5.04 
20.73 
6.07 
3. 24 
8.89 
13.1 



29.14 16.55 
58.87 37. 35 

20.15 19.25 
23.02 18. 38 

2.08 1.95 

7.78 5.46 

550.87 394.12 

2.62 2.66 
4.03 
207. 86 
3.68 
9.69 



19.9 20.88 
36.93 32. 17 
8.84 9.26 



13.9 
12.79 
2.04 



10.6 
9.69 
2.86 
2.2 2.69 
25.59 22.23 
11.83 

2.96 14.63 
2.39 1.68 
106.04 287.72 
19 9.56 
18.48 21.46 
2.11 3.82 
95.76 107.58 
30.9 28.96 
3.68 2.57 
4.56 2.51 
135. 33 106. 16 
0.72 1.64 
32.58 



13.02 
3.41 
2.08 
5. 52 

35. 95 
5. 84 

11.51 

32.31 

29.78 
13 
5.8 

13.05 
4. 67 

11.46 
4.34 
4. 66 

29. 37 
8. 27 
1.77 
6. 75 
3.64 

20.39 

60. 55 

16. 32 

23. 12 
2.18 

10.41 
467:12 
2.05 
1.68 

180. 88 
2.7 
6.7 

20.48 
4.16 

16.66 
3. 22 
13.9 

13.96 
7.18 

19.88 

47.24 
5.06 
8.63 
12.91 



2.08 4.6 
1.84 0.91 
3.6 3.73 

25.31 45.88 
1.59 5.43 
6.91 7.16 

27.95 41.66 

24.72 27.25 
6.65 9.6 
2.19 4.39 

9.04 12.93 
2.76 
8.07 9.95 
1.12 6.19 
2.3 3.21 

22.7 32.72 
4.83 7.57 



1.96 



3.84 



2.41 
3.95 
2.83 
12.61 

13.3 33.46 

13.38 18.32 

24.83 27.28 

0.89 1.64 

6.02 6.07 

251.99 328.81 

0.61 2.49 
0.09 

93.96 83.88 

3.76 3. 11 

7.18 2.52 

14.5 21.19 
2.42 



13.05 
2.21 

10. 92 

12.24 
6.71 

18.17 



33. 3 29. 17 

3.24 4.01 
8.66 8.47 
7.38 12.5 

14.04 4.47 10.54 
3.61 8.05 



13.58 



19.52 
6.72 
2.48 
1.62 
518.89 
12.93 
13.72 
1.12 
86.41 
42.01 
4.18 
2.73 
124.23 
0.26 
24.05 



0.92 

1.84 1.34 

10.7 17.56 

6.93 5.26 

0.95 1.91 

0 1.12 

291.59 178.62 

6.03 9.03 

14.18 19.09 
0. 35 

60.3 67.07 

28.77 46.58 
1.82 

1.37 2.49 

86.88 146.01 

0.46 0.54 

25.91 28.22 
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MAJMA1002655 
MANMA10O2SS2 
MA1MA1002565 
MAMMA1002S71 
MAMMA1 002673 
MAMMA 1002684 
MAMMA1002685 
MAMMA1002692 
MAMMA1O02693 
MAMMA1002698 
ttAMMA1002699 
MAMMA1002701 
MAMIA1002708 
IMHAI0027 11 
MAMMA1002712 
MAMMA1002716 
MAMMA1O02721 
MAMMA1O02723 
MAMNA1002727 
KAMMA1G02728 
MAWA1O02742 
MAWA1002743 
MAMMA1002744 
MAMMA1002746 
MAMM1002748 
MAMMA10027S4 
KAMMA1002758 
KAMIA1002762 
MAMIA1002764 
MAMMA1002765 
HAHIA1Q02769 
MAMMA1002771 
MAMMA100277S 
MAMMA1 002780 
MAMMA1002782 
NAHJA1002795 



MAIMA1002830 214. 



MAIWA1002833 
MAWA1002835 
KAWA1O02838 
MAMMA1002842 
HAINA1002843 
MAMMA1002844 
MAMU100284S 
VAWA1002857 
KAMMA1002858 
MAWA100Z863 
IIAMMA1002868 
MAMMA1002869 
KAJMA1002871 
KAMIA1O02875 
BAMMA10Q2879 



MMNA1002881 



11.4 
6.09 
45.5 
18.2 
11.32 
12.93 
S.98 
8.9 
9.54 
6.28 
5.33 
26.1 
10.78 
14.75 
11.97 
4.68 
14.39 
7. 42 
5.86 
203.39 
14.02 
13.89 
41.83 
1.97 
7.49 
14.85 
3.59 
132.2 
11.39 
7. 34 
10. 29 
3.01 
37.45 
5.07 



35.45 
2.83 
11.11 
18.2 
8.38 
7. 03 
2.68 
706.2 
2294.5 
7.34 
37.22 
27.07 
14.38 
10.61 
85.9 
3.99 
8.75 
3.52 
26.73 
4.31 



14. 99 
7.03 
69.25 
21.13 
15.65 
20.62 
5.53 
8.42 
10.93 
7.75 
9. 37 
32.61 
13.98 
23.34 
12.21 
7.56 
14.75 
10. 89 
7.13 
279.55 
17.19 
22.29 
52.92 
3.26 
8.51 
17.76 
1.64 
159.47 
16.4 
7.13 
13.85 
3.94 
33.73 
6.15 
4.96 
6.79 
10.22 
9.3 
2.38 
22.17 
48.76 
4.65 
7.77 
277. 57 
43.35 
4.62 
14.42 
19.62 
8.96 
7.49 
3.31 



5.7 
42.58 
27.29 
15. 38 
9. 93 
153.46 
4.47 
7. 92 
4.77 
26.24 
6.26 



17.9 
11.38 
80.49 
33.24 

15. 97 
16.77 

9. 57 

9.87 
23.31 
12.56 

9.52 
44.74 
19.02 
34.41 
14.44 

7.57 
20.55 
16.34 
17.65 
292.72 
15.98 
19.83 
97. 53 

4. 93 
12.58 
22.12 

11.4 
185.48 
28. 38 

16. 56 
24.43 

5. 73 
58.09 

6.67 
13.5 
10.64 
11.38 
18.26 

6.99 
39.72 
77.0 
7.4 
12. 62 
281.23 
56. 35 
14.15 
31.43 
33.31 
10.43 

9. 64 

8.62 

1146 
1870.4 
14.07 
112.8 
44.22 
24. 35 

8.16 
165. 38 
13.13 
17.49 
10.68 
71.16 

14.8 



15.12 
9.76 
54.25 
18. 58 
11.87 
15.69 
4.13 
7.25 
11.25 
8.05 
5.1 
24.49 
10.41 
24.21 
7.62 
4.77 
11.28 
7.15 
5.65 
297.21 
10. 59 
22.11 
82.43 
1.96 
S.49 
11.35 
2.56 
173.16 
10.76 
5.42 
S. 77 
4.17 
84.46 
4.47 
4. 26 
2.77 
3.51 
5. 36 
3.71 
27.6 
44.68 
2.69 
4.45 
229. 96 
30.19 
2.49 
18.22 
21.65 
6.56 
4. 13 
2.22 
1100.2 
2372.6 
6.73 
66.03 
74.9 
3.88 
4. 59 
90.95 
3.43 
5.86 



62.78 
22.22 
13.24 
20. 34 
4. 23 
7.35 
9. 77 
7.51 
10.31 
33.98 
15.42 
29.1 
10.08 
4.14 
10. 99 
8. 24 
6. 92 
297. 38 
10. 28 
23.47 
49. 67 
3.41 



4.9 
12.08 
2.22 
185. 47 
16. 28 
10. 33 
11.7 
3.21 
48.03 
3.43 
5. 86 
4.7 
7 

11.22 
4.26 

21.23 

36.22 
1.42 
5.02 
268. 12 

48.83 
4.86 

13. 58 

17. 53 
6. 63 
4.73 
3.45 
1170.5 
1763.7 
7.47 
44.4 

47.13 
5. 79 
5.33 

121.6 
2.59 
8.28 



14.83 
8. 37 
56.03 
20.8 
9.54 
11.67 
3.62 
7.75 
9. 02 
8.6 
6.85 
29.72 
12.16 
25. 59 
13.25 
4.42 
13.97 
4.7 
6. 82 
218.05 
tO. 18 
IS. 54 
62. 65 
2.27 



12.19 8.95 

9.45 4.05 

66.39 47.78 

25.58 15.85 

13.67 9.79 



14.21 
3.38 
2.28 
7.69 
5.96 
7.2 

36. 76 



6.1 
11.06 
2.31 
170.91 
13.47 
6.06 
10. 08 
3.23 
62.49 
3. 09 
4.79 
2.89 
2.99 
10. 66 
2. 36 
23.03 
39.5 
2.37 
3.82 
260. 12 
31.33 
1.91 
15.03 
15.65 
6.17 
3.32 
1.79 
914.39 
1167.7 
6.7 
46.77 
42.55 
4.67 
3.55 
91.59 
1.91 
6.29 
4. 24 
31.72 
6.36 



4.61 
2.66 
5.77 
7.85 
6. 56 
5.75 
18.9 

15.37 13.13 
25.28 14. 17 
6.69 8.26 
3.66 3.97 
10.36 11.19 
4.46 4.93 
4.72 3.49 
240.28 159.35 
5.71 6.31 
12.39 9.78 
35.95 33.09 
2.78 1.33 
6.53 3.04 
11.12 5.72 
1.99 1.02 
152.23 100.87 
14.81 9.65 
7.41 3.51 
4.64 4.85 
5.9 1.8 



4.15 0.61 

24.44 17.51 

45.03 34.09 

1.9 1.38 

4. 58 3. 34 

256.75 84.59 

56.07 31.41 



2.5 



12.7 
18.5 
6.89 
3.78 



t.14 



4. 89 
8.81 
4. 51 
1.87 
0. 92 

1224.8 597.31 
3253.7 1423.1 
10.22 2.68 
34.24 23.46 
24.18 21.4 
3.41 1.65 
2.05 0.93 
134.87 73.22 
2.37 0 
10.75 4.45 
2.69 0.63 
26.26 17. 17 
3.77 1.7 



8.53 
7.02 
71.4 
14.12 
13.55 
5.68 
3.46 
1.68 
6.66 
6.22 
6.86 
37.16 
12.91 
20.72 
7.29 
3.59 
14.35 



7 

16.48 
1.03 
138.71 
13.58 
6.05 
10.59 
2.75 
53.34 
2.68 
4.75 
3.67 
3.7 
6.4 
2.13 
32.38 
60.73 
3.31 
5.96 
195.17 
58.94 
2.49 
21.91 
13.46 
5.73 
4.09 
2.1 
410.7 
844.59 
6.73 
47.24 
25.44 



2.57 



6.2 
2.73 
36.38 
3.28 
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MAWAI 002890 
MAMMA 1 002892 
MAMKA10028S3 
MAMHAI00289S 
MAWA1O02S98 
MAWA1O029O5 
MAWAI 002906 
MAWAI DO2908 14.98 
MAWA1O029O9 30.34 
MAWA10029J8 13 
MAWAI 002925 49. 1 
1002926 25.41 
MAMMA1002930 
MAMMA1QQ2937 
NAHMA1O02938 
MAWAI 002941 
MAWAI 002947 
MAMMA! 002964 
,1002967 
MAWA1 002970 
MAWAI 002971 
HMNA1 002372 
MAWAI 002973 
MAWAI 002979 
MAWAI 002982 
MAWA1002987 



7.09 
16.06 
14. 52 
6.96 
16.09 
4.02 
3.94 
20.96 
129.92 
2.18 
10. 3S 
10.92 
9. 35 
5.35 
3.33 
52.58 



MAWAI 003004 
MAWAI 003007 
MAWAI 003011 
MAWA1003013 
MAWA10030I5 
MAWA1003019 
MAWAI 003020 
MAWA1003026 
HAWA100303I 
HAWA1003033 
NANNA1003035 
HAWA1003039 
MAWA1003040 
MAWA1003044 
MAWA1003047 
MAWAI 003049 
\\ 003055 
MAWAI 003056 
HAMMA1003057 
MAWAI 003066 
MAWAI 003075 
MAWA1003089 37.69 
MAWAI 003092 
MAMMA 1003095 11.71 
MAWAI 003099 12.83 
MAWA1003102 3.77 
MAWA1003I04 2.23 



MAWA1003113 
MAWAI 0031 26 
MAWAI 0031 27 
MAWA1003131 
MAWA1003135 
MAWAI 003140 5.46 
MAWA1D03146 4.31 
MAMMA1003150 4.32 
MAWAI 0031 54 2.93 
MAWAI 0031 55 35.26 



11.31 
13. 36 
8.64 
3.34 
4.08 



65. 34 



9.48 18.16 

11.62 14.69 
14.35 13.28 

5.32 14.4 

5.01 17.31 
11.4 20 

I. 92 5.05 
16.18 26.75 

34.63 68. 19 

10.64 27.29 
23.96 62.42 

28.93 57. 26 
34.75 73.56 
59.27 78.68 

2. 84 7. 68 
6.07 17.41 

20.72 33. 43 
21.96 48. 58^ 

4.19 15.96 

29.77 65. 22 

4.7 8.35 
3. 63 9. 75 

22.17 
194.32 219.31 

I. 25 7.22 
12.2 15.88 

12.48 21.55 

12 11.41 

7.51 8.39 
3.62 

50.01 73.47 

9.22 10.22 

3.52 10.72 
17.63 21.88 

2.41 7.93 

17.1 23.06 

II. 58 13.68 

18.88 35.58 

9.4 15.11 
25.75 39.61 

26.13 43.98 
30.87 33. 12 

2.17 8.04 

25.14 35. 
3.89 8.92 

II. 35 
21.26 30.29 

7.85 12.07 

44.94 70.13 
6.77 9.29 

16.36 22.28 

14.7 25.29 

5.08 9.09 

3.23 4.66 
25.98 27. 12 
25.06 25.6 

12.89 22.02 

14.73 17.42 
2.9 10.48 

6.32 15.55 

6.5 9.12 
7.47 10.56 
3.77 5.99 
33.7 28.41 



8.56 8.49 19.82 
12.15 11.02 9.05 



7.89 
3.46 
2.16 
7.75 
4.09 
12.12 
28.69 
16.01 
27. 59 
38.61 
25. 58 
106.43 
5.03 
12.34 
32.88 
29.27 
5. 47 
27.91 
3.51 
6.43 
24.13 
151.08 
2.29 
9.6 
9.72 
6. 35 
5.22 
4.14 
127. 57 
6.68 
6.3 
11.76 

I. 47 
9.93 
6.87 

17.37 
7.17 

22.72 

21.92 

18.34 
1.08 

23.45 
1.85 
7.31 

14.08 
6.85 

31.56 
2.59 
5.96 

10.89 
1.68 
5.3 

II. 65 
15.4 

11.38 
6.88 
1.24 
2.89 
2.65 
5.78 
2.37 

18.29 



13.97 

5.81 

5.01 

8.82 

2.8 3.68 

15.62 14.31 

18.89 22. 65 

18.07 12.45 

36.92 32.28 

37. 53 35. 54 

25. 59 23.42 

76.67 71.14 

4.18 4.4 

8.56 8.04 
25.81 27 

22.13 24.66 

7.15 
25.08 



..12 
19.79 
4.7 . 2.27 
4.91 5.11 
16.86 22.18 
71.59 113.43 
3.22 3.34 
9.29 
10.82 10.86 
11.7 10.34 
6.88 6.35 

2.91 4.01 
69.44 113.36 

9.17 6.66 

3.92 5.12 
13.24 12.14 

3.27 2.09 

17.27 14.35 

12.75 8.4S 
11.86 13.06 

7.53 9.67 

19.76 23.47 
19.68 21.85 
23.66 19.64 

1.14 1.06 

17.28 15.29 
1.6 1.77 

6.88 7.83 
16.97 16.54 
6.14 
31.8 
2.86 
4.55 
9.22 



35. 51 
2.39 
7.13 
15.86 
4.54 
4.9 
17.89 
13.83 
12.69 
7.18 
2.69 
4.63 



9.15 5.95 
7.92 7.62 
10.13 7.23 
4. 28 2. 34 
3.17 0.38 
6.71 1.7 
1.97 0.54 
16.05 8.69 

34.89 20.01 
12.7 8.75 

67.91 43.67 

28.57 14.19 

47. 23 26.24 
57.91 26.1 



2.05 
6. 56 
19. 39 
18.71 
3.82 



0.91 
3.92 
13.57 
13.88 
5.07 
28.99 12.64 
5.82 2.89 
4.27 0.9 
16.66 11.21 
55.53 74.31 
5.33 



13.48 
12.69 
5.34 
8.36 
2.44 
42.21 
6.79 
4.27 
9.04 



8.42 



13.73 
8.32 
6.41 



4.18 
10. 18 
15.96 
10.66 
8.51 
1.3 
3.63 
3.58 
3.76 
2.85 



4.84 
3.78 
1.93 
37.2 
4.74 
1.82 
4.99 
0.75 
7.28 
3.56 
9.44 
4.16 
30.8 25. 19 
23.01 22.17 
30.18 18.74 
1.63 0.08 
23.26 16.76 
4.37 0 
3.86 5.43 
12.01 11.17 
7.15 5.26 
38.3 22.85 
1.65 0.84 
3.24 2.25 
14.89 11.45 
2.97 



1.61 
8.58 
8.97 



1.86 
3.5 

2.02 

4.46 

1.64 
18. 72 
32. 36 
10.42 
13.09 
28.89 
37.21 
50.41 

2.65 

5.66 
20.15 
18.49 

4.36 
23.95 

2.46 

3.28 
13.94 
23.22 

3.23 
11.93 
10.22 

8.09 
6.7 

2.62 
47.45 

5.08 

2.44 

7.31 

2.98 

15.8 

9.08 
10.62 

6.95 
32.64 
23.66 

28.8 
1.3 
22.03 
1.6 
8.7 

25.5 

7.72 
38.78 

2.49 

2.45 
12.15 

I. 92 
4.75 

13.27 
17.98 i 

II. 4 
4. 59 
1.55 



14.' 13 13.99 



3.82 
3.41 
0.86 



27.83 12.47 20. 5S > 
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Table 403 



MAWA1003157 
MAIMA1003163 
IWKA10O3«4 
IWWA10O3166 
NB9N3100001Q 
KB9N3 10000 16 
NB9N3 1000043 
NB9N31000045 
NB9N310O00S4 
NB9N31000076 
NB9N3 1000086 
NT2RM1000001 
KT2RU100Q018 
NT2RM000032 

mm 000035 

NT2RW000037 
KT2RM1OOO039 
NT2RK1000042 
NT2RM10QOOSS 
NT2RH1000059 
NT2RM1000062 
HT2IW1000065 
NT2RM100O06S 
NT2RM1 000071 
NT2RH10000&0 
NT2RH1O0O0S6 
NT2RH1000092 
MT2RM1000118 
NT2RU10QO119 
NT2RH1000121 
NT2RM1000t22 
NT2RH100O127 
NT2RM1000131 
NT2RH1 000132 
HT2RM1000153 
MT2IM1000184 
NT2RW000186 
NT2RN1000187 
KT2RW000199 
NT2RM1000213 



9.8 
6.69 
S.SS 
13.16 
22.17 
6.11 
10.01 
170. 84 
36.72 
7. 95 
4. IS 
7.05 



HT2RM1000215 127.65 
NT2MHOQ0218 
NT2RM1000224 
HT2RM1OO0236 128.23 



NT2RM1000242 
NT2RM1000244 
HT2RN1 000252 
NT2RM100025S 
MT2RM1000257 
NT2RM100O260 
KT2RM1 000269 
NT2RM1 000271 
NT2RH1 000272 
NT2RM1000273 



NT2RM1000274 455.63 
6.37 
0. 98 
6.74 



NT2RH1000280 
NT2RM0O029S 
NT2RHI00030O 
NT2RM 000304 737.06 



«T2S»1000318 421.37 



NT2RH1000314 

KT21 
|KT2I 
INT2RH1000341 
IKTZI 



6.2 
6.17 
5.32 
6.94 
17.35 
285.1 
3.2 
6. 89 
3.25 
129.93 
8.15 
663. 12 
24.34 
10.86 
20.13 
1.37 
1.84 
4. S3 
12.06 
4. 86 
2.61 
14.01 
5.01 
281.4 
2.47 
13.51 
2.37 
14. 38 



17.5 
30. 34 
10.91 
15.51 
20S.1 
46.14 
11.11 
2.58 
9.84 
11.24 
20.65 
12.32 
9.49 
20.78 
504. 24 
5.45 
S.26 
17. 72 
146. 35 
10.03 
662. 77 
23.12 
12.97 
29.95 

I. 52 
9. 53 
3.89 
9.02 
3.09 
0.69 
8.86 
3.78 

361.08 
4.7 
16.82 
2.51 
13.17 
93. 55 
12.81 
21.38 
106. 27 
0.74 
7.69 
3.86 
13.11 
4.79 
$0. 35 
3.66 
1.72 
125. 17 
SS.9S 
719. 55 
12. 22 
1.35 
6.95 
1023.4 
4.01 
294.99 

II. 64 
1.67 

10.88 



16.49 
11.11 
14.85 
21.96 
3$ 
22.1 
20.02 
142.2 



7.14 



51. { 



16 
11.91 
23.41 
12.18 
14.02 
11.65 
8.81 
18.95 
359. 39 
10. 27 
12.3 
14. 57 
187.39 
11.93 
828.24 
24. 37 
11.53 
35.15 
9.04 
13.52 
4. 67 
14.76 
8.85 
3.44 
IS. 39 
14.31 
212. 97 
12.56 
27.58 
5. 33 
27 

10$. 56 
37.21 
99.03 
224. 67 
2.56 
14.14 
6.34 
17.J 



5.77 
184.07 
63.71 



12. 
718.47 

6.01 
289.4 
18.91 

2.31 
13.15 



8.35 
7.07 
4.3 5.95 
14.35 15.87 
8.06 26.76 
11.04 8.39 
13.55 11.04 
172.26 138.41 173.74 
45.82 42.67 36.97 
8.53 7.69 7.72 
2.36 4 
7.46 11.26 
4.32 8.37 
3.2 3.21 
5. 42 4. 73 
3.59 2. 53 
11.31 10.08 
438.78 386.15 125.88 
2.35 2.5 0.71 
2.6 4.12 1.14 
2.77 4.02 2.38 
51.11 120.84 109.9 
3. 29 5.25 5.44 
110.41 580.78 259.28 
3.56 11. 29 8.21 
2. 83 5. 32 
36.08 29.43 24.61 
0. 67 
3.18 
3.4 
5. 56 
2.99 
1.56 



5. 54 
3.77 
10.73 
14.32 
6.1 
7.12 



6.73 
5. 02 
6.55 
4. 54 
4. 32 
7.38 



5. 32 

2.67 

2.65 

8. 74 
17. 42 

4.87 

6.17 
84.94 
50. 28 31.68 
11.59 4.88 



5.07 
4.3 
1.16 
5.62 
5. 42 
1.93 
3.99 



0.81 
4.19 
1.12 
3.44 
4.31 
2.25 



3.82 
3.57 
8.83 5.7 
306.06 229.38 
3.16 



3.74 
6.97 
91.66 
3.51 



3.77 
2.15 
4.72 
2.65 
0.91 
14.15 



9.4 



11.13 
3.27 
9.61 



4.08 

228.94 161.22 121.63 

I. 93 2.64 2.03 
4.35 7.1 

3.1 3.18 

9.3 8.17 
47 125.55 

8.7 7.66 13. 12 

21.96 23.06 30. 11 

36.44 158.46 117.76 

0 1.12 

11.09 6.96 9.63 

5.75 3.24 4.11 

12.49 12.19 15.55 

12.27 7.82 12.93 

33.91 47.16 50. 17 

3.35 3.23 4.63 

1.7S 2.06 

85.39 186.36 110.41 

32.07 31.24 23.66 

916.81 390.33 402.82 

15.15 6.91 15.12 

1.46 0.9 2.46 

10.61 8.44 10.7 

1038.7 1097.8 469.75 

3.26 3.98 4.08 

315.7 574.37 386.7 

9.64 8.09 

1.53 0.88 0.82 

II. 12 8.93 9.83 



1.08 0.78 

3.17 7.39 

1.52 1.46 

1.25 0.9 

17.49 IS 

5.68 1.59 

212.54 317.63 

5.08 0.92 

3.58 3. 22 

2.76 0.66 

8.4 3.99 

93.27 92.32 

12.93 9.58 

56.22 41.03 

233.25 180.75 



5.53 
4.05 
3.38 
7.81 
10.61 
11.92 
7.07 
18. 56 
29.41 
6. 85 
2.03 
5. 49 
2.49 
6. 9: 
2.73 
1.49 > 
8.35 i 
295.8 
1.79 
3.81 
3.27 
204.01 
3.47 
139. 33 
4.03 ■ 
2.88 
20.49 
0.79 
1.09 
1.77 
6.45 
1.57 
1.02 
6.09 
2. 53 
41.9 
2.79 
6.78 
1.97 
3.63 
37.71 
4.51 
10.49 
49.09 
0.75 



2.46 
2.57 
9.49 



3.01 
5.02 
9.96 
3.88 
26.8 25.27 
2.03 1.54 
0.83 0.09 

166.71 67.77 
15.32 26.55 

570.68 746.39 
10.36 3.5 
0.9 0.93 
S.89 3.63 

946.67 780.24 
4.92 1.32 

448.45 209.13 
6.06 5.29 
1.64 0.39 
7.57 4. 14 



25.69 
1.92 
0.38 
97.63 
33.94 

848.53 
4. 59 
3.62 
7.13 

888.74 
3.S6 

302.89 
8.48 
2.21 
7.11 



1416 



EP 1 074 617 A2 



NT2RM1 000354 
NT2RK100035S 
NT2RM1000381 
NT2RK100O36S 
NT2RM000372 
HT2RIH 000377 
NT2RI1000388 
NT2RM1 000394 
NT2RH1000399 
NT2RM1 000407 
NT2RK1 000421 
NT2RW 000422 
NT2RW 000430 
NT2RW 000462 
NT2RM 000499 
NT2RU1000512 
NT2RW000519 
NT2RH1 000527 
NT2RM1 000539 
NT2RM 000542 
NT2RII1 000553 
NT2RM1OO0555 
NT2RM1OO055S 
NT2RM10O0563 
NT2RM1000SS6 
NT2RM5 000570 
NT2RM1 000571 
NT2RH1 000574 
NT2RM1 000580 
NT2RK1 000620 
NT2RK1 000623 
MT2RH1 0O063O 
NT2RK1 000633 
NT2RN1 000634 
NT2RM 000642 
NT2RB1 000647 
MT2RM1 000648 
MT2RM1 000650 
MT2Rin 000661 
NT2RM1000666 
NT2RH1 000669 
NT2RMIQO0672 
NT2RM1000681 
NT2RH1 000691 
KT2RM10006S8 
NT2RHI000699 
NT2RM1 000702 
NT2MH 000703 
KT2RH1 000704 
NT2RM1 000726 
NT2RH1 000731 
IHT2MH0O0741 
NT2RH1000742 
NT2RW 000744 
NT2RJI1 000746 
NT2MI1 000747 
NT2RM1 000752 
NT2mi000767 
HT2MI1000770 
NT2RM1000772 
HT2RII1000779 
NT2R1HO00780 
NT2RM1000781 
NT2RH1000789 



0. 53 
55. 88 
29.22 
3.72 
1.56 
5.42 

I. S8 
0. 74 

134. 24 
r4.06 
17.49 
11.77 
SO. 79 
108.54 
51.37 
19. 83 
2.91 
49.27 
85.13 
26.75 
9. 05 
6.73 
125.7 
50.08 
2.53 
7.86 
22.3 
1.13 
3.11 
91.32 

II. 16 
12.72 
58. 32 

7. 26 
6.62 
15.88 
1.96 
17.26 
13.67 
9.08 
4.68 
12.42 
5.67 
25.96 
32. 53 
43.17 
5. 67 
21.17 
3.88 
28.88 
18. 57 
7.85 
30.16 
6.43 
82.05 
9.08 
0.81 
107.98 
6.52 
6.79 
63.83 



2.31 
63.08 
32.95 
3.27 
1.31 
3.53 
1.87 
0.94 
176.38 
4.21 
21.49 
14.5 
65.54 
108.15 
48. 34 
27.84 
2,41 
35.57 
121.39 
25.54 
10.86 
8. 38 
201.18 
74. 69 
1.65 
7.46 
25.58 

I. 82 
2.76 

89. 94 
13.34 
15.83 
165. 39 
13. 24 

9.44 
18. 26 

1.18 
18.78 
18. 24 
16.58 

7. 55 
13.98 

7.09 
30.69 
88.64 
84 

6.22 
21.67 

5.18 
28.51 
21.62 

8.11 
38.37 

II. 58 
87. 93 
11.59 

1.85 
131.01 
7.85 
4.22 
77.27 



2.48 
26.82 
2.89 
3.79 
56.77 
43.33 
4. 82 
3.56 
8.67 
7.64 
3.14 
158.33 
6.87 
23.94 
12.66 
89. 54 
106.36 
68.1 
33.74 
11.46 
63.05 
124.03 
23.49 
14. 09 
15.32 
105.25 
65.76 
9.83 
8.12 
42.74 
2.51 
5.89 
117.97 
24.68 
20.12 
134.62 
8.89 
9.46 
26.1 
6.92 
20.02 
42.69 
18.31 
17.93 
20. 53 
9.09 
39.69 
53.23 
45. 95 
17.4 
40.88 
10.63 
36.7 
27.17 
11.72 
65.95 
14.15 
86.38 
19.18 



7.5 
178.51 
9.21 
9.28 
95.07 



0.51 
24.57 
1.57 
0 

80. 59 
46.89 
4.15 
1.15 
4.2 
2.01 
1.35 
143.97 
5.11 
21.57 
4.08 
15.65 
60.23 
100.86 
35.02 
0.76 
73.97 
87. 28 
36.55 
10.89 
6.55 
41.82 
14. 46 
1.89 
4.52 
35.73 
0,54 
2.21 
56.97 
9.79 
6.07 
67.85 
5.57 
2.83 
21.53 
1.86 
4.09 
19.37 
9.41 
4 

4. 92 

7.34 
30.16 
36.64 
47.88 

3.29 
23.29 
4.4 
38.75 
23.44 

4. 17 
28.71 

3.61 
98.35 

5.23 



3.12 



1.02 0.95 

24.38 11.58 

3.04 3.2 

3.39 1.9 

90.54 75.31 

24.42 30.81 
1.73 3.91 
0.93 
3.61 
1.44 
1.14 

232. 16 154.32 

7.78 3.82 

15.84 20.24 

5.8 6.16 

74.29 59.09 

134.25 94.69 

64 65. 36 

28.56 31.96 

1.72 0.95 

60.28 58.45 

76.76 74.83 

31.73 36.63 

9.42 9.24 
8.24 

195.51 106.3 

84.43 39.98 
3.52 

12.24 4.74 

32.55 28.94 
0.62 



1.76 
108.85 
14.73 

8.95 

112.06 61.29 
12.68 

6.47 6.87 

19.01 24.34 

1.S2 1.45 

4.91 

17.89 17.56 

17.68 12.92 
7.1 7.03 

32.5 5.23 

5.78 7.37 

23.23 32.77 

56.43 43.04 
42.53 19.03 

4.23 3.21 

32.82 14.51 
7.39 2.14 

29.44 32.74 
20.36 17.29 

4.62 5.27 

33.95 34.03 
7.68 5.76 

104.39 73.49 
6. 92 2. 95 
3.6 1.86 

94.24 1 09.72 
6.05 5.1 

2.8 0.61 

102.47 101.3 



0.87 0.21 

16.5 8.01 

2.49 0.23 

2.3 0 

135.63 66.87 

18.03 18.61 

2.28 2.59 



2.42 
2.24 
1.13 
1.61 0 
16.71 110.46 
6.49 1.64 
13.6 12.18 
2.2 2.63 
19.69 52.23 
58.45 58.56 
54.81 19.74 
16.52 8.8 
1.66 0.17 
40. 5 24. 9 
41.33 57.49 
21.2 19.34 
7.48 6.52 
8.98 6.08 
185 132.56 
43.45 24.14 



1.S9 



1.19 



8.38 3.22 

25.27 21.57 

0.35 0.18 

2.49 0.75 

98.98 107.05 

12.08 6.93 



14.52 
3.69 
8.08 
0.88 
2.13 
7.45 

13.31 
5.99 

15.99 
2.45 



5.53 
30.94 

4.96 
112.1 

3.61 

2.53 
76.84 69. 35 



3.03 
18.08 

2.69 
59.62 

2.19 



0.21 
13.65 
2.67 
1 

19.91 
14.45 
2.31 
1.43 
2.92 
3.04 
0.06 
75.99 
1.64 
18.48 
4.58 
56. 59 
60.96 
44.25 
16.69 
0.24 
19.69 
77.7 
35.09 
10.32 
9.24 
153.14 
6.89 
1.58 
4. 57 
27. 34 
1.57 

1.! 

61.97 
12.7 
4.98 
87.23 
7.15 
4.1 
8.54 
0.92 
2.17 
5.99 
9.03 
5.S8 
6.38 
3.56 
22.21 
17.73 
10.87 
1.78 
10.31 
1.39 
27.02 
23.17 
1.14 
23.76 
4.73 
78.42 
4.43 



114.65 
1.99 
0.75 

81.09 
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NT2RM1 000800 
NT2RM1 000802 
NT2RM100081 
NT2RM1 000826 
NT2RHI000829 
NT2RN1000S31 
NT2MII000833 
NT2RM1000834 
NT2RH1 000841 
NT2RH1 000848 
NT2RN10008SO 
NT2RM1 000852 
NT2RM1 000853 
HT2RW000855 
NT2RM1000857 
NT2RM1 000858 
HT2RMJOQ0867 
NT2RH1000874 
NT2RW000882 
NT2RM1 000883 
NT2RK1 000885 
NT2RM1000893 
NT2RM1 000894 
NT2RM1 000898 
NT2RW 000899 



NT2RM1 000905 294. 



NT2RII1000910 
NT2RW 000914 
NT2RH10Q0919 
NT2RH1000921 
NT2RH1 000922 
NT2MM 000924 
NT2RH1QQ0927 
NT2RB1000951 
NT2MI1000956 
NT2RH1000960 
NT2RM1000961 
NT2RK1000962 
NT2RM1000973 
NT2MI10Q0978 
NT2RM1000982 
NT2RM1000991 
NT2RM10009S4 
HT2RM1001002 
NT2RH1001003 
NT2RM1001008 
NT2RW001011 
NT2HI10010U 
NT2RM1001017 
NT2RM1001018 
NT2RU1 001026 
NT2MI1 001028 
NT2RW001043 
NT2RM1001044 
NT2RH1001059 
NT2RH1001063 
NT2RM100!08fi 
NT2MI1001072 
NT2RM1001074 
NT2RM1 001076 
NT2RII1001082 
NT2R1I1001085 
NT2RB1001092 
KT2RM1001 



8.8 11.31 17.21 

37.09 50.36 74.58 

12.36 9.86 24.52 

30.88 47.18 81.3 

19.85 28.15 42.49 
641.62 637.04 913.82 
131.01 121.94 243.56 

26.33 24.31 2.89 

24.25 46.24 73.12 

14.13 26.98 37.82 
24.68 26.73 36.64 

13.97 15.95 23.78 
4. 2 3. 72 

68.98 71.69 

18.68 28.42 44.59 
19.44 18.6 24.07 
47.06 39.97 81.53 
15.53 21.9 42.18 

8.95 14.01 25.71 

14.26 11.55 31.41 
24.96 25.3 31.55 
28.28 40.4 46.33 
11.16 14.78 12.12 
16.49 18.47 21.09 

5.16 4.63 

53 321.81 294.85 

73.69 67.82 69.43 
51.65 67.13 49.73 

34.55 49.42 

9.33 11.95 

8.81 21.03 
2.79 7.57 
8.21 

43.38 31.87 51.83 

14.05 17.39 13.26 

27.19 36.09 41.59 
31.7 37.01 
27.85 38.63 33.9 

43.5 24.74 82.26 
0.68 0.64 4.81 

16.77 17.99 20.27 

7.55 12.77 12.19 

39.31 47 23.95 
32.74 42.78 50.1 

22.14 23.85 35.08 

2.98 2. 17 4.26 
24.49 19.42 39.5 

7.58 6.4 15.54 

2.99 2.36 7.63 
389.38 678.69 541.36 

7.53 12.1 18.29 
4. 9 7. 17 

26.98 28.41 30.47 

13.61 15.79 12.73 

17.62 17.16 21.38 
4.42 2.79 10.14 
5.44 6. OS 11.22 

2. 1 2. 09 9. 94 

4.98 10.47 11.14 
7.28 10.41 

15.79 21.18 26.04 
1.82 1.24 5.39 

38.97 56.81 56.39 

10.81 9.79 17.74 



Table 405 

5.12 7.9 6.45 

36.6 34.84 28.86 

8.71 10.02 9.58 

44.32 50.77 35.09 

15.46 18.32 22.11 

275.83 388.75 407.08 

117.55 172.46 143.86 

0 0.65 2.02 
11.51 14.12 
13 21.43 
21.15 32.91 
18.75 27.94 
4.53 



31.63 
6.87 

13.29 
4.71 
6.24 



7.37 
36.85 
21.2 21.59 



14.5 
18. 99 
25.01 
15.23 
5. 05 
51.79 
23.12 

17.38 13.26 16.79 

51.39 22.67 30. 69 
11.95 15.55 12.17 

7.66 9.72 9.63 
10. 17 21.02 6. 37 

8.98 10. 57 16.46 
35.83 16.57 27.75 

9.67 S.22 
20.98 15.98 15.23 

5. 14 7.26 5.6 
264.7 213.45 208.71 
87.95 125.51 72.31 
46.16 55.8 39.43 
11.97 21. 16 18.78 
7. 94 8. 86 8. 21 
4. 57 14.42 11.98 
4.61 10.85 2.89 

5.06 6. 28 
47.29 42.21 
12.15 19.17 13.5 
49. 18 53.65 39.11 
10. 53 21.75 21.52 
11.13 12.72 11.99 
40.71 70.49 56.15 

0 0.42 0.84 
10.66 18.58 11.05 
10.81 11.04 11.17 
9.37 52.07 40.12 
43.61 48.24 33.17 
16.55 19.31 27.31 

1.07 1.49 2.65 
9.16 16.59 21.83 
3.26 7.12 6.38 
0.68 1.65 2.36 

131 345.59 266.19 

9.07 8.15 5.48 

6.47 12.06 
32.28 26.93 

5.11 11.55 
29.41 16.53 

1.51 



9.84 



6.62 2. 19 
14.15 4.56 
14.12 5.95 

43.27 14.54 16.43 
18.5 10.73 22.04 

509.83 541.98 267.92 

179.55 110.44 138.22 

26.66 20.39 19.97 
18.59 16.34 

20.71 11.34 13.28 

46.02 20.2 29.9 

31.21 18.1 21.46 
3.89 2.23 

74.89 42.55 21.65 

20.54 14.01 19.44 

12.93 7.9 10.41 
24.25 41.66 
9.14 4.05 

17.06 6.72 11.92 

28.25 10.83 25.46 

9.36 11.69 
26.99 25.66 

7.62 4.24 

9.37 6.69 
4.73 2. 38 

204.71 142.52 169.18 

61.51 49.51 44.37 

58.15 36.24 73.81 

16.17 26.42 28.42 

4.69 6.66 
7.63 

1.75 0.64 

9.48 6.11 7.76 

23.28 12.15 25.07 
7.97 3.02 6.22 

16.46 



3.97 
0.59 
5.42 
10.91 
16.26 
0.21 



4. 37 
2.67 
6.47 
16.92 
13.72 
0.47 



54.52 49.61 49.24 



8.17 
8.29 
2.79 



13.1 
4.23 

24.22 
0.61 
7. 48 
5.79 

12.98 



20.8 



2.06 
6.36 
6.02 



0 2.89 

206.53 225.12 141.21 

3.88 1.52 2.01 
11.7 4.86 

7.33 9.19 17.19 

6.83 6 8.45 

21. S9 10.53 22.05 

3.55 2.61 2.37 
2.25 



2.14 
4.47 
16.73 
11.58 



0.14 



6.46 



1.73 
6.71 

9.75 14.56 

0.55 1.17 

59.76 48.35 50.33 

8.99 8.26 5.92 
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NT2RH1001103 
RT2RH1001105 
NT2RH1001412 
NT2RM1Q0111S 
NT2RB1O0U22 
NT2R«1O01136 
NT2RH1001139 
NT2RM2000003 
NT2RM20D0006 
NTZRM2000010 
NT2RM2OQ0O13 
NT2RH2OO0O3O 
NT2RM2000O32 
NT2RM2Q00039 
NT2RH2O0O042 
HT2RM2O0OO92 
NT2RM200Q093 
N72RMZ00010I 
NT2RM2000104 
NT2RM2000124 
NT2RM20001S5 
NT2RM2000191 
MT2RII2000192 
NT2RM2000239 
NT2RH2000241 
NT2RH2O0O2SO 
NT2RM20Q0259 
NT2Ri20002SO 
NT2RM20002S5 
NT2R«2000287 
KT2RM2000306 
MT2RM2O00312 
KT2RB2OO0322 
HT2RM2000343 



HT2RH2000363 
NT2RH2000368 
NT2RV200037! 
NT2RM2O00374 
HT2RM20O0387 
MT2RM2000393 
NT2RB2000395 
NT2RK2OO0402 
KT2RM200O40S 
NT2RM2000407 
NT2RK2000410 
NT2RM2000420 
NT2RM2000422 
NT2RM20B0423 
NT2RM20004S? 
MT2RK200Q469 
KT2RM2000490 
MT2RM2000497 
NT2RM2000S02 



12.11 
4.22 
5.26 
7.42 
13. 95 
4. 38 
10.44 
3.S8 
19.96 
13.11 
111.85 
47.5 
27.93 
15.44 
22.91 
3.58 
9.7 
92. 12 
62.95 
8.36 
8. SI 
45.98 
4.72 
13.1 
10.79 
5.15 
7.84 
9. 47 
1.13 
47.66 
66.48 
32.44 
7.99 
85.23 
6. 22 



14.64 
7.99 
6.44 



19.71 
12.4 

10.76 

16.09 
25.8 
8.72 

18.58 
8.36 



65.82 177.02 
43.12 78.78 
34. 32 46.51 
18.82 11.91 
29.95 35.12 
7.65 
14. 

99.66 118. 
69.41 129. 33 
13.36 22.64 



8.95 9.3 

4.11 1.99 

17.36 19.88 

20.14 26.86 

150.21 118.48 

78.26 63. 56 

34.09 25. 35 

10.78 6.19 

39.39 23.39 

2.5 2.61 

14.47 18.41 

114.91 128.83 

110.95 90.54 



79.82 71.61 



1.27 5.15 
55.1 96.28 
31.19 72.95 



93.06 177.62 

10.59 23.8 

NT2RM2000362 1 21 . 28 1 40. 62 246. 7 

6. 52 9. 96 

19.81 43.02 

508.14 752.99 

13.63 33.5 



2.91 
3. 56 
8.89 
5. 37 
4.92 
4. 97 
0.34 



4.19 



3.84 
28.44 
547. 25 5 
12.96 
30.78 
10.16 
3.42 
19.66 
3.7 
6.18 
6.69 
12.46 
13.42 
15.54 
3.39 
3.15 
12.63 
6.31 
7.65 
8. 62 
3.24 
0.79 
36.37 
10.96 
35.88 
5.01 
11.75 



122.74 138.14 

9.56 9.52 
173.62 223.63 

5.57 3.72 
11.49 11.34 

148.13 425.69 
14.47 12.05 



22.01 
4.23 
2.51 

13.33 
3.98 

10.01 

13.61 
4.13 
1.87 



50.31 

12.53 
7.63 

17.91 
9. 54 

17.15 
12.8 
60S 
2.28 



10.11 
3.77 
4.26 



8.23 
10.81 
7.85 
8.88 



7.05 
18.49 
8.32 
15.2 
14.35 
5.11 
5.66 
25.09 
7. 94 



3.52 
7.63 
13.67 
3.09 
8.97 
1.48 
13.64 
16. 98 
155.88 
52. 76 
35.27 

ii. a 

35.58 
1.79 
7.29 
118. 95 

74.09 

10. 85 
5.48 

59. 62 
2. 95 
3.86 
6.49 
3.58 
6.63 
6.44 

I. 33 
31.93 

20.2 
15.12 
3.2 
108.3 
5.13 
249.97 
4.83 
10.46 
273.34 
8.49 
24. 36 
5.64 
3.65 
25.33 
3.25 
7.22 
8.57 
12.66 
15.24 
19.31 
4.42 
1.83 
12.7 
5.44 
12.64 

II. 65 
2.21 
1.86 

17.62 
6.21 

33.77 
2.31 
8.54 

17.63 



14.04 
1.61 
5.38 
6.92 
7.73 
2.35 
8.52 
3.39 
34.18 
10.37 
73.81 
55.62 



57 
28.2 
22.38 22.42 
11 10.28 

21.42 15.87 
2.27 5.17 

12.45 10.38 
69.62 52.13 
72. 52 52. 94 
19.19 7.38 

4.06 1.65 
35.22 25.83 
2.76 1.61 
9.92 3. 36 

11.46 3.01 
6.45 1.4 
8.62 2.03 
6.43 4.5 
1.14 0 
36. 1 33. 17 

25.43 22.47 
25.48 21.27 

3.47 0.77 
83.09 46.31 
12.03 2.74 
108 78.11 
5.89 2.02 
8,57 3.39 
355.28 228.93 
18.76 11.86 
9.16 
3.44 
2.09 
3.41 
1.94 
3.58 
7 

6. 33 
10 8.21 
31.02 12.98 
5.91 



10.29 
6.78 
6.98 
8.72 
3.78 
4.36 
4.92 
7.69 



2.99 
9.63 
4.36 
18.37 
11.39 
3.1 
2.44 
15.11 
4.49 



3.89 
10.71 
6.15 
19.29 
5.05 
2.79 
0. 56 
17.92 
7.85 
42.8 32.01 
2.41 4.02 
12.04 11.54 
9.65 9.61 



13.96 

3.34 

3.46 

3.94 
13.09 

0.34 i 

7.34 

1.76 
16.17 

2.67 
69.05 
43.38 
18.15 

4.44 
21.82 

2.19 
11.19 
78.59 
63.78 
15.25 

4.16 
44.53 

1.47 

2.39 * 

8.51 

5.59 

2.42 
4.7 * 

0.82 
17.11 

8.61 
10.02 

1.48 
57.15 

6.22 
121.29 

2.82 

3.24 
135.68 
10.92 

3.11 

2.74 

2.77 

2.72 

0.68 

3.42 

5.39 

9. 37 
5.9 
24.15 

4. 57 

3.38 

10.64 

6.13 

16. 37 

12.11 

1.66 

1.28 

16. S3 

6.72 

34.75 

2.26 

10.63 

18.29 
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NT2RK200058 
NT2RM2000582 
NT2RH20005S8 
NT2RM2000589 
NT2RM20005S4 
NT2RM2000S99 
NT2RH2O0O6O9 
NT2RH2000612 
NT2RM200Q622 
NT2RH2000623 
NT2RM2000S24 
NT2RH2O0OS32 
NT2RM2000635 
NT2RK2000636 
NT2RM20QOS39 
NT2RU2000S49 
NT2RM2000558 
NT2RM2000660 
HT2RM2O00669 
NT2RH2000889 
NT2RH2000691 
MT2RM2000714 
NT2RMZ000718 
KT2RM2000732 
NT2RM200073S 
NT2RH20OO74Q 
NT2RM2000743 
NT2RK2O0O772 
HT2RB2000773 
NT2RM2000776 
HT2RH200D784 
NT2RM200079S 
NT2RM2000796 
NT2RB20Q0798 



NT2RM2000821 
MT2RK2000829 
NT28M2O0O837 



HT2RB2000930 
NT2IW2000937 
NT2RM2000939 



KT2RM20009S1 
NT2RM20009S2 
NT2RM2000966 



16.64 23.76 26. 4 
34.62 16.91 29.03 
206.96 155.13 213.15 

21.73 20.45 25.51 
3.88 3.97 9.16 
23.3 37.43 42.86 

11.28 11.34 20.18 
12.76 13.34 15. 
141.09 153.93 193.67 
10.1 4.92 12.51 
40.95 32.48 S3. 61 
4.22 16.93 13.59 

17.3 14.29 24.16 
8.64 6.1 10.92 

12.38 11.39 15. 28 

21.7 22.5 30.17 
32.82 43.08 46.86 
14.51 13.27 29. ' 
10.87 10.69 21.85 
95.32 133.69 72.27 

8.29 7.99 12.66 
22.27 18.36 27.51 
7.47 11.22 8.73 
30.31 39.24 31.84 
9.9 11.53 13.44 
6.93 5.88 14.03 
6.68 6.8 14.3 
27.24 33.91 37.64 
52.46 53.2 70.82 

68.74 76.62 73.41 
15.31 17.83 22.47 
27.14 19.23 31.28 

7.18 4.13 6.34 
220.92 157.62 241.6 

206.47 181.87 250.93 

19.71 21.75 22.88 

32.72 37.9 42.47 
12.85 10.7 21.49 
66.24 48.22 89.49 
48.55 63.69 52.84 

31.8 58.4 47.42 
6.62 8.62 14.57 

734.65 670.2 631.32 
4.26 4.86 13.05 
9.67 43.75 19.11 

187.94 165.71 228.75 
104.1 257.68 179.14 
44.05 48.21 49.47 

14.04 16.71 14.65 
36.03 29.02 31.03 
87.18 99.34 120.85 

465.07 829.81 488.65 

119.48 128.64 135.94 
30.1 53.09 55.15 

17.78 17.9 22.19 
16.36 10.75 11.34 
7.49 7.2 8.19 
18.94 19.43 21.19 

352.66 309.42 355.51 
7.08 9.84 12.58 

132.53 127.49 140.57 
19.7 23.88 18.02 
20.13 43.33 44.99 
32.89 28.37 36.47 



Table 407 

16.81 10.83 8.04 

32.54 12.57 23.96 
202.22 154.41 234.16 

21.73 16.89 13.34 

5.31 1.87 1.58 

41.55 34.51 20.59 
17.86 7.32 5.53 

12.28 9.14 7.94 
159.94 144.1 158.9 

17.89 6.76 12.96 

29.49 39.42 24.44 

10.55 4.72 5.77 

11.9 11.44 7.82 

8.1 4.79 4.03 
10.66 6.59 

18.52 14.23 12.19 
26.73 41.37 

14.04 12.55 16.72 

10.05 8.58 6.66 
57.73 75.12 39.22 

7.17 5.02 1.98 

17.39 20.26 19.54 

7.49 4.21 3.74 

16.98 20.8 19.07 
9.07 5.38 4.22 

10.18 2. 

6.91 4.28 3.65 

22.25 28.4 15.62 

31.58 39.87 27.02 

45.06 64.43 20.51 
11.93 15.96 6.63 

19.3 19.19 9.44 

5.73 2.37 1.38 

287.45 173.39 313.04 
201.4 210 276.53 
13.91 8.23 8.65 
37.61 27. 12 23.67 

8.33 5.59 2.89 

72.54 62.16 39.92 

46.58 51.6 35.79 

22.54 35.77 15.38 

7.32 3.05 3.47 
344.25 467.07 301.87 

5.55 2.39 1.46 

12.99 13.49 9.68 
214.51 217.85 161.14 

123.46 180.6 103.68 
28.35 25.15 19.95 

9.74 5.64 4.75 
22.45 13.36 11.64 

105.48 104.79 118. 
279. 37 461. 13 292.23 

69.22 98.88 76.14 

35.29 31.06 27.29 

14.07 14.29 12.96 
9.74 5.11 3.09 
5.79 2.69 

16.28 10.87 7.49 

314.53 188.83 298.2 

9.39 11.2 5.35 

168.49 157.74 186.39 
9.87 6 

10.64 14.91 10.34 

39. 19 23.1 32.21 



10.45 
20.07 
169.86 
11.8 
2.08 
19.28 
10. 38 
10.91 
186.97 
6.19 
20.09 
3.71 
£.12 
4.23 
5.72 
12.61 
30.61 
10.13 
4. 07 
34. 72 
1.67 
14. 42 
6.42 
19. 55 
4.93 
6. 84 
5.06 
S.8S 
30.18 
36.77 
6.13 
22.75 
4.64 
164.61 
117.76 
3.33 
12.82 
4.75 
33.79 
27 
12.6 
2. 42 
150. 27 
1.13 
6. 64 
133.25 
80.15 
21.95 
S. 34 
9. 34 
75.52 
411.29 
85.64 
33.8 
14.08 
5. 76 
3.42 
3.44 
178.61 
6.46 
108. 36 
7.31 
19.4 
27.03 



10.74 12.79 
22 22. 14 

193.16 204.6 
15.99 14.79 

3.22 2.03 

20.01 29.72 

8.31 8.85 
11.84 

168.17 180.75 
8.79 10.66 

35.85 21.95 

9.75 42.27 

9.2 22.13 
7.12 5.02 
6. 03 7. 49 

12.94 13.29 

19.44 22.2 

15.37 13.11 

7.21 13.35 

103.73 96. 38 
3.91 
10. 68 

4.3 4.39 
19.14 20.81 

3.86 5.02 

7.79 7.93 

3.56 3.44 

15.75 8.53 
38.39 37.45 
44.34 50.74 
10.15 

21.68 23.6 

1.74 1.29 

215.06 234.9 

135.99 178. 

5.35 4.94 

16.2 13.46 

4.19 3.96 
29.08 
25. 97 
7.67 
2.17 



40.4 
35.7 
4.38 
3.83 



478.62 381.55 * 
1.84 1.19 
9 6.45 
108.26 108.39 
78.39 82.31 
14.49 14.64 t 
3. IS 3.97 i 
22.92 20.85 
78.54 88.2 
508 337.91 
92.65 116 
26.97 56.89 
13.2 13.27 
4.31 3.75 
2.92 3.04 
9.8 10.97 
439.36 452.62 
10.07 4.34 
105.08 125.06 
7.33 7.99 i 
14.81 19.72 
23.61 20.38 
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NT2RM2001126 
NT2RM2001131 
NT2RM2001I41 
NT2RM20Q1152 
NT2RH2001177 
NT2RM2001I94 
NT2RK200U95 
NT2RM2001196 
NT2RM2D01201 
NT2RM2001221 
NT2RH2001238 
NT2RM2Q01243 
NT2RB2001244 
NT2RM2001247 
NT2RB2001256 
NT2RMZ001269 
NT2RH2001278 
NT2RM2001291 
NT2RH20Q1294 
NT2RH200129S 
NT2RM2O013O2 
NT2RH2001306 
NT2RI20OI312 
NT2RM2001319 
NT2RK2001324 
NT2RH2001345 
NT2RM2OO1360 
NT2RH200I370 
NT2RH2001391 
NT2RM2001393 
NT2RK2001420 
NT2RM200M23 
NT2RK2O0M24 
NT2RM2001482 
NT2RH2001499 
NT2RM2O01SO4 
NT2RM2001524 
NT2RM0O153O 
NT2RM20O1533 
NT2RW001540 
NT2RM2001544 
NT2RH2001S47 
NT2RM2001558 
NT2RM2001575 
NT2RM2001582 
NT2RM20D1S88 
NT2RU2O01S92 
NT2RM200160I 
NT2RM200180S 
NT2RM2001611 
NT2RM2001S13 
NT2RM001626 
NT2RM2001632 
NT2RM2901631 
NT2RN200163S 
KT2RM2001S38 
NT2RI2001637 
NT2RM200I539 
KTZRM2001S41 
HT2RI2001S43 
NT2RH2001648 
NT2RM2001652 
NT2RH20O1659 



10.89 14.19 

3S.31 23.37 

23.07 15.72 

7.28 E.3E 

16.43 13.33 

18.95 35.2 
22.22 32.77 
12.18 14.33 

112.26 151.54 

15.16 10.19 

7. 02 4. 76 

28.44 25.47 
14.84 14.77 

149.17 156.12 

12.96 IS. 03 
10. 95 
10. 38 

8.24 
64.54 
8.24 
3.39 
11.41 
3.55 
5.86 
18.95 

28.65 21.37 

17.92 12.3 



10. 85 
5.62 

65. 77 
9.79 
6.85 

14.23 
4. 56 
9.67 



7.05 
4. 99 
6.71 
9.09 

16. 34 
17.9 
6. 53 
5. 56 
6. 52 

10.41 
4.86 



6.59 
17. 98 

3.53 
12. 53 



17.35 
3.66 
9.85 

18.86 18.39 

33.5 33.04 

8.06 9.31 

18.68 34.48 

2.46 1.84 

8.26 11.08 

31. 23 41.23 

7.76 5 

12. SI 10.55 

9.38 12.28 

8.99 10.05 

13.44 12.39 

5.38 4.7 

12.13 12.21 

8.65 5.25 

13.92 14.16 

39. IS 45.91 

12.26 10.35 

16.4 10.95 

10.08 9.77 



16.02 
27.48 
24.48 
6.81 
22.76 
33.45 
41.71 
14. 56 
152.39 
12.98 
7.61 
29.19 
26.94 
167.83 
17.12 
12. 53 
11.45 
12. 69 1 
111.27 
14.29 
11.75 
14. 66 
12.72 
14.24 
13.76 
24.71 
24.16 
19. 66 
11.62 
15.2 
13. 52 
28 
24.35 
IS. 28 
14. 66 
14.65 
10.01 
7.01 
48.05 
17. 79 
12.06 
32.25 
12.29 
20.98 
26.78 
38.62 
10. 24 
37.52 
10.05 
21.04 
53.28 
11. 
19. 26 
13.2 
10.56 
18.22 
11.19 
20.77 
15 
22.25 
36.48 
14. 74 
13.51 
12.95 



9.38 
39.22 
15.15 
7.22 
9.09 
15.63 
19.89 
8.23 
113.21 
12.97 
7. 38 
20 
13.43 
262.88 
8. 24 
11.07 
12.61 
7.3 
63.88 
5.61 
6.43 
11.73 
6. 28 
9.42 
18.03 
26.89 
13.81 
11.56 
6.8 
11.88 
7.85 
15.84 
16.51 
13.75 
6.11 
8.66 
10.19 
5.84 
22.65 
14.39 
6.73 
17. OS 
5.32 
9.37 
16.91 
26.73 
8.08 
19.83 
3.68 
8.21 
26.42 
5.79 
10.94 
7.51 
S.7 
10.09 
6.81 
10.63 
6.44 
10.74 
26.92 
6.98 
8.64 
6.57 



Table 408 

4.33 6.54 
24.25 32.19 
8.42 15.3 
2.67 4.03 
9.55 10.29 
10.75 13.96 
14.02 10.87 
2.8 2.96 
71.67 129.08 
6.39 8.39 
2.47 4.7 
12.3 9.83 
7.79 12.02 
153. 51 292. 21 
5.02 5.55 
7.62 4. 32 
4. 01 9. 04 
4. 57 5. 55 
47. 1 68. 52 
3.8 3.62 
2. SI 
7.08 
2.63 



3. 29 
5.3 



2.54 
5.49 

4.46 12.42 

8 18.65 

8.68 10.67 

5. 81 4. 36 



5.45 

6.57 
5.05 



2. 82 
7. 78 
4.31 

12. T7 

10.81 12. 

6.43 10.52 

6.28 4.16 

7.17 4.96 

8.66 6.87 

1.95 3.09 

24.5 20.86 
9.31 10.73 
1.95 

12.78 13.61 

1.92 2. OS 

(.51 6.57 

11.16 8.85 

19.6 15.21 
7.97 

12.18 16.7S 

0.89 3.29 

4.42 4.61 

31.28 14.27 
3.19 



8.41 
9.17 
4.03 
11.69 



23.84 12.46 

5.99 3.53 

9.21 1.42 
5.46 



7.81 4.58 

17.26 18.93 

16. 57 25.01 

3.72 4.85 

11.03 12.82 

9.18 10.24 

14.76 17.07 

2. 65 3. 74 

182.51 124.84 

4.13 7.92 



2.6 



3.8 



7.01 16.89 

6.46 7.21 

159.18 102.66 

4.85 4. 32 

9. 04 9. 38 

14.51 13.94 

4.22 4.08 

73.02 74.33 

3.42 2. 36 



3. 87 
5.34 
2.59 



3.71 
S.43 
4.61 
4.35 

10.21 14.53 

5.12 14.99 

6. 5 8. 95 

5.18 4.87 

4.23 6.86 

5.84 9.03 

3.66 4. 14 

10.06 5.58 
10.74 18.59 

8.21 10.88 

4.43 4.99 

4.36 8.69 
5.54 6.7 

2.61 3.78 

46.4 35.86 

9.68 7.65 
3.34 3.2 

10.07 14.99 
1.78 3.67 



9.69 
13.11 
19.42 

6.26 
16.12 



2.87 
4.79 
4.93 
5.27 
2.96 



3.48 
3.74 
6.33 
5.49 
2.09 

4. 1 7. 5 

6.08 10.65 

2.29 4.88 

22.53 23.65 

3.25 2.26 

3.18 2.99 

2.55 2.98 



5.85 
15.18 
24.73 
2.92 
14. 78 
10.12 
21.12 
5.12 
110. 23 
7. 64 
3.66 
8.25 
5. 59 
137. 39 
6.34 
S.97 
16.53 
3.96 
85.75 
2.25 
1.57 
3.99 
2.39 
2.75 
14. 86 
21.21 
13.99 
5.67 
5.98 
6.99 
3.54 
6.91 
16.89 
32.33 



44.09 

7.91 
4.05 

28.06 
4.24 
8.27 

13. 56 

22.31 
5. 52 

10.1 
1.52 
7.18 

35.82 
1.62 
3.67 
3.89 
5.79 
4.75 
1.51 
7. 85 
9. 66 
4.18 

32.08 
3.06 
3.04 
2.6 



1421 



EP 1 074 617 A2 



NT2RM2001664 
NT2RM2001668 
NT2RM2001670 
NT2RM2001671 
NT2RM2001675 
NT2RH2001681 
NT2RH2001685 
NT2RM20016S8 
NT2RH2001695 
NT2RU200169S 
NT2RM2001698 
NT2RM2001699 
NT2RM2001700 
NT2RH2001704 
NT2RM2001706 
NT2RH2001714 
NT2RM2001716 
HT2RM2001718 
NT2RH2001723 
NT2RM2001727 
NT2RM2001730 
NT2RH2001738 
NT2RH2001743 
NT2RM2001753 
NT2RM200175S 
NT2RM2O0176O 
NT2RB2001765 
8T2RM2001767 
NT2RM2001768 
KT2RM2001771 
NT2RM2001778 
NT2RM2001782 
NT2RH2001784 
NT2RM2001785 
NT2RM2001792 
NT2RK200I79S 
NT2RH2001797 
NT2RM200180C 
KT2RH20O1803 
NT2RV200180S 
NT2RM20O1806 
HT2RM20Q1813 
NT2RW001814 
NT2RM001818 
NT2RK2001823 
NT2RK2001825 
NT2RM2001S32 
NT2RK2001839 
NT2RM2001840 
NT2RK20018S1 
NT2RM200185S 
NT2RH2001867 
NT2RH2Q01869 
HT2RM2001879 
NT2RM2001883 
NT2RM2001S86 
HT2MI2001887 
NT2RH200189S 
NT2RH2001902 
NT2RM2001903 
NT2RM2001930 
NT2RH2001935 
NT2RM2Q0193S 
NT2RM20O1939 



5, 02 
15. 06 
5. 32 
8. 87 
5.39 
10.15 
5.99 
7.3S 
21.84 
11.4! 
4.46 
9.41 
6.01 
15.56 
17.58 
6,57 
8.11 
5.27 
7.52 
13.96 
19.9 
24.21 
11.04 
33.97 
5. 43 
42. 97 
3.06 
156.3 
10.21 
8.46 
7.68 
8. 45 
2. 33 
26.54 
9. 85 
6.29 
5.8 
8. 98 
9.13 
5. 23 
9.59 
4. 64 
4.12 
2.04 
3.33 
18. 28 
8.66 
39.76 
16. 73 
13.19 
24. 09 
4.7 
150.4 
4.S 
0.S 
5.2 
10. 27 
1909.2 
4. 57 
63.33 
4.16 
6.31 
4.3! 
1.41 



5.48 
19.03 
7.34 
8.86 
3.86 
3.72 
4.42 
10.19 
15.61 
12.78 
5.04 
7.54 
3. 92 
11 
13 
6. 52 
6.76 
4.14 
14.9 
15.14 
22.32 



32 
12.3 

33. 52 
4.23 

46. 84 
3.62 
123.32 
7.85 

12.44 
9.54 

16.26 
J. 38 

25.99 
6.48 
3.46 
5. 87 
9.98 

11.59 
4. 93 
8.37 
2.78 
2. 59 
2.24 
1.51 



9. 83 
13.13 
22. 55 
5.27 
263.47 
3. 92 
1.23 
8.33 
7.46 
1304.9 
4.04 
63.93 
7.96 
7.33 
7.8 
2.6 



8.11 

io. i; 

19. 44 
20.23 
24.32 
34.82 
13.73 
45.06 
7.05 
32.99 
6.89 
123.27 
24.02 
14.25 
13.49 
12.43 
2.94 
26.3 
8.81 
12.45 
12.89 
12.02 
12.8 
4.93 
10.47 
4.37 
2.69 
0.99 
3.32 
18.88 
9. 59 
5S.7 
12.67 
16. 
30.11 
10.74 
450.85 
9. 65 
3.35 
7.95 
19.23 
1706.8 
12.43 
80. 39 
10. 97 
13.94 
13.64 
6.02 



10. 5 
16.05 
10.47 
6.62 
7.73 
7.19 
7.65 
12.4 
5.63 
6.9 
6.69 
7.99 
10.17 
11.37 
11.52 
7.4 
27.22 
6 

27.92 
4.79 
161.08 
6.47 
6.18 
7.21 

10.97 
5.28 

14.79 
6.44 
6.74 
5.74 
6.5 

14.78 
5.77 
8.03 



4.37 
6.13 
2.18 
4.31 
1.07 
2.43 
0.95 
8.43 



5.45 
8.76 
5. 94 

7.58 
2.25 
3 

1.77 
8.79 
9.39 



4.32 2.84 

20.28 23.67 

2.04 4.11 

15.82 19.33 

2.41 2.93 

199.81 185.95 

5.49 3.96 



3.6S 



5 

21.81 
7. 39 
17.75 
16.44 
15.12 
14.9 
7.68 
333. 27 
7 

4.6 

8.22 
10.21 
669.09 
5.26 
57.98 
7.26 
7.14 
6.57 
7.8 



2.81 
2.61 
3.08 
1,65 
0.99 
0.06 

10.23 18.33 
2.65 5.19 

23.24 41.75 
10.4 10.16 
5.82 

11.35 11.17 

2.21 3.72 
292.69 360.02 

2.4 3.74 

1.17 2.06 

4.29 6.46 

4.91 6.33 

517.88 706.49 

2.22 2.22 



3.83 
5.23 
3.89 



2.47 
2.42 
5.04 
3.03 
1.29 
3.17 
1.76 
8.27 

12.98 
3.84 
2.2 
4.63 
1.65 
7. 22 
9.21 
2.36 
1.7S 
3.07 
2.66 

16.21 
9.63 

10.25 
7.29 

19.89 
2.32 

23.92 
4.69 

99.49 
2.75 
3.36 
5.69 
7.19 
1.88 

11.42 
3.68 
1.95 
4.29 
3.89 
5 

2.38 
1.45 
2.05 
2.04 
0.43 

I. 75 
13.27 

2.03 
69. 27 
11.51 

7.33 

II. 7 
3.8 

366.03 
3.05 
2.26 
4.42 
4.19 

508.04 
1.58 
56.94 
3.87 
3.89 
6.76 
3.06 



2.29 
0.44 
2.69 
24. 27 
8.22 
3.3 
5. 76 
2.78 
3.63 
8.02 
2.21 
4.87 
2.63 
6.02 
10.41 
10. 59 
6.51 



3.64 
3.19 
4. 35 
9.88 
8.89 
7.37 
5.26 
16.73 21.61 



3.78 
113.99 
3.87 
4 

4.22 
5.67 
3.54 



2.66 
3.75 
2.41 
4. 99 
1.02 



0. 73 
2.14 
20.99 
4.44 



4.17 5.58 
265.55 360.35 

3.17 

1.81 2.31 

3.66 

5.06 5.45 
455.61 977.52 

3.18 
50. 98 

4. 57 

3.34 
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NT2RM2001941 
HT2RH2O0195O 
NT2RM2001952 
NT2RK200t97G 
HT2RII2001982 
NT2RB2001983 
NT2RH2001984 
NT2RII2001989 
«T2R«2001996 
NT2MI2001997 
NT2RM20Q1998 
MT2RM2001999 
NT2RH2002003 
NT2RM2002004 
NT2RH20020O9 
NT2RM20020i4 
NT2RH2CQ2019 
NT2RM2Q02029 
NT2RM2002030 
NT2RH2002034 
NT2RM2002049 
NT2RM20QZG55 
NT2RK2002072 
NT2RK2Q02088 
NT2RII2002091 
NT2R1I2002100 
NT2RM2002109 
NT2RM2002126 
NT2RM2002128 
NT2RB2002129 
NT2RU2002142 
WT2RH2002144 
NT2RM2002145 
NT2RM2002153 
NT2IW2002163 
HT2RM2002170 
N72RH2002178 
NT2RK2002t79 
NT2RM2002270 
NT2RM2002326 
NT2MI2002337 
NT2RM2002339 
NT2RM200234S 
NT2W2002368 
NT2IW2002381 
NT2RH2002424 
NT2RH2002450 



5. S5 
8. 26 
9.91 
S.S2 
12.28 
11.9 
5.04 
6.19 
5. 83 
6.57 
115.88 
8.81 
12.81 
30.1 

MT2RM2002608)107.02 
21.13 
37.43 
17.23 
10.84 
19.66 
40.87 
$0.8 
15.86 
6.96 
6S.28 
96.93 



NT2RM2802482 
HT2RH2O02492 
NT2RH2O02575 
NT2R12O0258O 
NT2Ri2002592 



NT2RM20026I5 
NT2RM2002622 



6.04 
10.88 
5.22 
43.9 
3.43 
12.18 
20.37 
3.86 
16.29 
11.71 
9.82 
18.02 
50.92 
4.18 
12. 24 
2.73 
125.13 
13.94 
16.61 
58.72 
21.26 
3.27 
40.82 
82.31 
22. 22 
12.27 
4.21 
27.51 
4.47 
22.51 
23.72 
5.53 
12.68 
10.64 
3.34 
9.23 
9.54 
8.2 



8.18 17.59 
20.28 27.06 



8.57 
9.74 
6.97 

42.85 
6.99 

15.68 

16.47 
8.98 

16.49 
7.7 



20.57 21.82 
6.1 5.88 

124.6 184.0! 

31.19 27.i 

18.25 22.39 

73.27 

22 23.61 
6.4 6.36 

52.88 39.93 
80.35 
21.11 34.44 

9.78 20.49 

5.64 16.28 

39.25 34.46 
5.67 11.09 

19.86 17.11 

27.99 22.69 

4.42 5.98 

17.57 21.16 

8.88 12.47 

3.58 10.5 
12.24 23.46 

6.98 11.63 
10.06 9.02 

6. 66 8. 96 
5. 94 8. 26 

.15.68 18.49 

10.73 17.92 
11.64 16.5 

12.43 21.01 
4.54 

9.87 12.12 
4.84 6.17 

3. 99 6. 22 
159.06 153.05 

10.86 19.91 

11.63 17.51 

60.89 57.77 
108.16 125.35 

24.19 16.26 

55.62 40.03 

13.55 15.45 

11.13 17.05 

20.09 27.47 
51.15 

59.26 54.64 
23.36 17. 16 

5.59 6.84 
100.72 114.83 
107.15 111.07 



5.72 
12.13 

8.11 
89.22 
28. 59 
8.8 
59.63 
14.68 

5.47 
24.05 
73.51 

9.76 

8.79 

7.68 
33.04 

4. 57 
13.35 
11.44 
7 

8.81 
8.77 
5.65 
10.21 
5. 56 
7.04 
6.13 
7.55 
12.85 
7.67 
11.35 
8.78 
5.17 
6.06 
9.5 
7. 86 
67.65 
10. 34 
7.68 
16.85 
68.13 
10.72 
34.45 
18.01 
9.62 
17.63 
15.35 
17.81 
10.87 
5.88 
36.62 
119.35 



3.76 
3.68 
3.67 
38. 56 
3.67 
19.01 
10. 56 
3.51 
15.54 
4.63 
S.29 
9.9 
36.02 
2. 78 
12. 36 
3.54 
90. 25 
19.23 
11.56 
56.44 
15.64 
2.96 
29.78 
51.16 
9. 27 
6.55 
3.73 
40.35 
2.71 
16.48 
14.47 
2.78 
4. 88 
5.52 
2.59 
7.83 
4.58 
6. 34 
3.31 
3.63 
7.23 
6.02 
8.87 
6.6 
3.68 
3.81 
2.45 
2.37 
86 
8.51 
4.03 
24. 42 
83.62 
11.75 
40.44 
9.28 
2.19 
14.57 
22.28 
19.82 
6.59 
3.32 
27.49 
46.49 



5. 38 
2.12 

26.62 
2.56 
S.03 

10.16 
2.63 

12.47 
5.51 
6.42 
5.15 

21.81 
2.44 
8.91' 
6 

54. 05 
17.84 
S.3S 
27.9 
11.74 
2.6 
18.81 
68.26 
5.82 
5. 99 
3.18 
13.28 
t.S 
7.76 
7.07 
3.75 
6.47 
6.62 
1.58 
3.14 
2.92 
2.72 
1.8 
3.3 
4.54 
5.59 
6.37 
5.66 
1.33 
1.42 
2.17 
2.81 
93.3 
6.85 
7.15 
15.36 
75.26 
7.36 
21.34 
15.57 
5.41 
10.2 
15.25 
20.32 
8.39 
1.36 
27.32 
100.69 



3.69 5.77 

5. 27 9. 54 

3.56 5.93 

16. 38 23.06 

3.51 3.09 

9. 47 6. 45 

8.25 7.86 
4. 78 3. 3 

7.55 13.49 

3.14 5.18 

2.82 8.96 

3.81 3.98 

18.72 19.18 
2.58 3.1 

7.8 3.92 

6.1 6.78 

33.48 56.11 

11.48 35.39 

5.58 12.47 

21 20.77 

6.05 9.95 

3. 63 3.29 

18.47 15.25 

90.62 55.31 
2.71 



3.91 
3. 74 
17.62 
2.22 
5. 96 
5.7 
3.22 
2.77 
3.59 
0.8 
3.4 
3.63 
2.79 
2.35 
2.53 



4.6 
4.97 
2.23 
2.55 
3.24 

5. 1 - - 

108.8 133.63 

6.71 8.36 

4.84 5.41 

23.91 11.59 

86.4 51.95 

11.09 7.92 



16.57 
19.85 
7.89 
9.86 
17.4 



14.11 
18.36 
6.49 



24.11 
7.1 
2.92 
87.26 32.69 
117.84 48.85 



20.86 

3. 63 

4.73 
3.8 

2.04 
15.15 

8.39 

6.36 

3.66 
19.35 < 

3.84 

5.72 

3.31 
68.43 
33.05 

9.07 
37.34 

7.32 i 

2.55 
18 
84.87 

5.17 
6.5 

4.42 
21.42 

1.62 

6.92 

5.78 > 
3.5 



4.17 
1.48 
2.85 



5.77 

4.49 

5.18 

7.34 

3.79 

2.39 

1.89 

2.52 
153.04 

8.38 

5.92 
15.71 
98.01 ! 

5.92 

8.97 
16.46 

7.31 

25.3 
15.62 
23.98 i 
11.22 

3.51 
72.44 
124.45 
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NT2RM2002764 

NT2RM2002772 

NT2RM2002H 

NT2RM20Q2818 

NT2RM2002879 

NT2RH2002979 

NT2RM2002981 

NT2RM20029S5 

NT2RH2003031 

NT2RM2003042 

NT2RM2003044 

NT2RH20Q309O 

NT2RH2003095 

NT2RM20O3116 

NT2RM0O3222 

NT2RH2003224 

NT2RM200325O 

NT2RH2003258 

NT2RM20O3262 

NT2RM4000023 

NT2RM4000024 

NT2RM4000027 

KT2RM4Q00030 

NT2RM4000033 

NT2RM400Q034 

NT2RM4000046 

NT2R»4000052 

NT2RM4000054 

NT2RM4000D61 

NT2RII4000074 

NTZRM4000085 

HT2RM4000086 

NT2RIM000100 

NT2RM4000101 

NT2RM4Q00102 



NT2RH40001 IS 
NT2RH4000129 
NT2MMC00139 
NT2RM4000149 
NT2RK40001S5 
NT2RM400015S 
KT2RIM000167 
NT2RM4Q0Q169 
NT2RM4000191 
MT2RH4000197 
NT2RJM000198 
NT2RM4000199 
MT2MM00020O 
N72RM4000202 
NT2RM4O0021O 
NT2RM4000215 
NT2RM4000220 
NT2RM40002Z9 
NT2RJMQO0231 
NT2RB400Q233 
NT2RH4000244 
NT2RM4O002S1 
NT2RM400Q255 
NT2RM4O00265 



21.3 
4. 29 
12. 18 
21.08 
7.04 
8.01 
8. 99 
13. 77 
KT2RM40002S3 213.58 



NT2RM4000284 



S.49 
29.76 
18.39 
20.34 
25.35 
45. 8 
S.39 
4.58 
4.98 
32.29 
5.51 
15.51 
23.07 
19.38 
4.03 
23.91 
119. 92 
14.27 
13.63 
16.25 
5.57 
4.73 
5.72 
5.95 
14.03 
5.52 
3.65 
24. 72 
2.45 
109.94 
18.78 
5. 56 
33.67 
24.08 
31.73 
12.56 
5.71 
2. 55 
5. 53 
3.74 
17.15 
43.23 
5.13 
116.9 
10.04 
3.31 
13.19 
3.72 
3.27 
7.07 
5.45 



85. 27 
13.22 
9. 32 



67 
5. 25 
2. 61 
5.14 
28. 58 
2.76 
15.57 
26.27 
32.85 
3.37 
19.9 
69.2 
11.09 



3.54 
8.1 
4.77 
8.95 
5.71 
3.61 
16.37 
2.46 
111.99 
26.39 
6.66 
23.83 
19.83 
28. 52 
10.41 
9. 33 
5.58 
8. 52 

4. 09 
10. 36 
34.65 

4. 59 
136.33 
6. 72 
6.64 
12.13 
4.48 

5. 32 
4.86 
5.44 

9.1 
15.96 
6.1 
22. 17 
19.41 
6.33 
7.64 
6.74 
11.08 
220. 77 
81.74 
11 
6.67 



7.39 
38.82 
25v2t 
21.22 
32.28 
65.04 

5.04 

3. 97 

6.7 
51.11 

2.92 
25.03 
29. 36 
27.63 

4.48 
24.52 
166.74 
23.88 

21.1 
24. 54 
11.59 

9.85 

11.8 

7.64 
17.36 
10.27 

9.75 
22.59 

7.19 
162. 79 
27.87 

7.88 
35.82 
27.89 
43 
15.15 
11.32 

5.12 
11.67 

4.62 

17.5 
52.17 
12.54 
190. 06 
12.84 

7. 83 
17. 78 

6.47 

11.6 
13. 64 
15. 45 
12.69 
19.47 
7.3 
22. 16 
23.05 
12.22 
14.53 
14.46 
20.66 
174. 14 
108.73 
18 

7.61 



6.52 
20.56 

9.15 
13.83 

9.31 
29. 24 

5.13 

7.89 

6.97 
28. 69 

6.07 
16.18 
22.31 
12.52 

6.23 
18.14 
153.09 
11.45 

7.07 
14.62 

9. 02 

6.85 

8.56 
13.08 
14.71 

5.43 

4.88 
16.92 

5.03 
132.85 
18.47 

8.93 
31.94 

18.1 
29.96 
10.13 
11.36 

5.02 

6.45 



7.78 
9.21 
3. 55 



9.42 15.36 
107.43 107.61 
8.67 5.92 



2.31 3.26 

16.99 12.56 

3.91 3.49 

134.31 127.91 

15.63 12.58 

4.39 5.02 

18.5! 25. 56 

9.03 12.06 

36.82 28.28 

9.81 7.37 



6.79 
4.24 
6.29 
2.03 
8.06 



2.89 
4. 96 
6. 58 
17.66 
5.48 
45.71 
2.21 
3.35 
2.14 
9.6 
2.44 
18. 74 
29.67 
6.49 
2.91 
24. 57 
63.52 
4.04 
6.15 
9.34 
3.82 
4.65 
5.02 
10.23 
7.66 
4.42 
1.99 
13.57 
2.41 
155.38 
12.15 
8.75 
27.68 
10.92 
11.54 
8.35 
7.68 
3.26 
4.73 



4.03 5.76 

16.05 9.09 

8.61 10.62 

20.72 25.61 

6.4 6.89 • 

18.88 SO. 67 
27 



2.92 
4.35 
10.82 
2.91 



4.03 
4.33 
7.31 
3.92 



5.15 

6.58 

2.65 

2.04 " 

3.02 

6.85 



3.02 

15.39 11.37 

2.69 0.75 

114.81 153.05 

6.78 9.96 

6.18 6.29 

38.43 48.27 

15.22 16.58 

34.43 29.82 

10.19 9.76 



3.99 



i 31.74 35.59 
! 2.19 0.82 
! 166.35 130.17 1 



14.45 
8. 34 
5.66 
7. 53 
6.67 
7.49 

12.48 
4.96 
12.3 

29.48 
6.72 
7 

7.34 
10. 64 
136.23 
78.21 
10.81 
11.47 



2.95 
9.44 
5. 35 
4. 69 
3.26 
1.92 
2.59 



8.84 3.91 

5.4 4.93 

8.41 4.23 

205.5 145.83 

81.89 45.3 

5.15 3.95 

5.8 4.29 



2.4 
12.48 
6.27 
3. 52 
4.51 
1.86 
3.73 
10.31 
2.82 
11.29 
23.49 
2.65 
3.55 
3. 56 
9.98 
158.43 
89.45 
7.71 
6.42 



3.18 
5.31 
3.35 
! 7.7 6.79 
I 34.2 32.88 
I 2.03 1.71 
! 152.04 180.53 
7.38 7.91 



2.51 
10.4 
5.09 
3.66 
5.82 
2.7 
4.19 
10.33 
2.26 
7.48 



3.17 
9.17 
6.45 
3.02 
5.86 
2.32 
3.48 
6.87 
3.55 
7.64 



132.77 224.43 
84.2 83.7 
6.59 6.44 
5.34 6.78 
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NT2RM40O03O6 
NT2RH4QQ0307 
NT2RM400d369 
NTZRIMO00313 
NT2RM4000318 
NT2RM4000324 
NT2RM400032S 
NT2RM4000327 
HT2RH400Q344 
NT2RM4000349 
KT2RM4D003S4 
NT2RM400Q356 
NT2RM40003S6 
KT2RM40003S8 
NT2RM4000373 
NT2RM4000386 
NT2RM400039S 
HT2RM4000414 
NT2RH4000417 
NT2RH4000421 
MT2RM400042S 
NT2RH4000433 
NT2RH400O436 
NT2RM4000444 
NT2RM40004S7 
NT2RM400047! 
KT2RIM000472 



NT2RM40Q0490 



NT2RM400050S 107. 79 



NT2RM4QD0511 
KT2RK4000S14 
NT2RM400051S 



KT2RM4000517 351.24 



NT2RM4000520 
KT2RH400OS31 
NT2RM4000S32 
NT2RM4000533 
NT2RH4O0OS34 
NT2RK4000563 



NT2RH4000587 
NT2RH4000S90 
NT2RH4O0O593 
NT2RM400OS95 
NT2RH4000603 
N72RM4000SU 
NT2RM4O0OS1S 
NT2RM400O621 
NT2RH400064S 
NT2RM4000649 
NT2RM400O6S8 
NT2RM400066! 
NT2RH4O0OS73 
NT2RM4000S74 
HT2RH4000689 
NT2RII4000698 



KT2RWO0O701 
NT2RJM00C712 
NT2RM4000717 



39.39 
10.91 
G.25 
8.25 
7.74 
7.02 
9.61 
10.82 
28.12 
54.86 
3.83 
5.03 

no. is 

16. 94 
32.64 
6.62 
10.95 
4.69 
11.27 
10. 28 
91.24 
6.13 
18.9 
18.5 
13.18 
11.07 
19. 66 
10.68 
14.19 
4.23 



5.4 
28.57 
9. 69 
3. 69 
7.93 
4.41 
S.46 
15. 52 
13.87 
33.39 
13.32 
3.25 
9.2 
37.49 
28.37 
24.65 



31.22 
9.3 
6.98 
9.27 
12.3 
4.79 
6.92 
7.04 
43.85 
44.05 
4.95 
3.65 
124. 74 
13.21 
29.04 
S.28 
13.82 
4.37 
10.89 
10.99 
92.57 
6.12 
19.36 
21.83 
19.12 
11.03 
22.31 
18.04 
17.43 
E.24 
139. 53 
84.21 
17.06 
18. 43 
469.1 
5.44 
6.94 
5.58 
4.73 
3.29 
15.27 
6.65 
13.96 
1.9! 
6.74 
2.23 
5 

4.42 
2. 57 
18.91 
7.13 
1.04 
5. 22 
3.44 
6.14 
9.28 
8.93 
14. 79 
8.68 
4.45 
12.82 
38. S3 
34.47 
10. 07 



45.45 
17.74 
13.33 
15.88 
19. 97 

7. 97 

8.36 
10.88 
37.76 
74.07 

10.6 

9.35 
186.28 

17.9 
37.96 
8.3 
15.83, 
11. Iff 

8.84 

14.3 
106.69 

8.53 
27.32 

23.5 
21.52 
12.38 

!7.4 
19.73 



6.03 
8.4 
11.61 

5. 66 
6.7 



3. 16 
4.79 
7.91 
2.78 
2.41 

10.24 4.86 
23.98 18. 35 
45.06 38.46 
6.31 1.75 
5.42 1.79 
108.07 122.86 
9.95 5.92 



15 
5. 23 
149. 56 
82.3 
20. 66 
19. 43 
440.94 
6.75 
9. 49 
4.11 
4.92 
2. 

21.44 
10. 24 
20.25 
3. 09 
8. 76 
4. 43 
10.19 
3. 36 
9.66 
36.37 
13.2 
7. 35 
9.62 
7.74 
9. 39 
15.4 
21.18 
28.45 
20. 09 
8.82 
18.94 
57.82 
28.93 
20. 07 



12.44 15.19 

11.41 9.93 

9.61 4.76 

3.18 0.15 

114.44 75.32 



7.56 4.12 
138.38 381.29 
2.43 
2.88 



7.75 
7.27 
6.83 
5.97 1.61 
28.24 15.01 



1.35 



7. 76 
10.89 
6.82 
8. 56 

7.11 



6.04 
8.39 
6.28 
8.84 

13.03 
9.61 

15.54 
9.6 
7.51 



1.35 
3.29 
6.02 
2.52 

15.39 
3.11 
1.52 
3.12 
2.95 
2.67 
7.61 
6.09 

18.31 



2.58 
98. 86 
5.45 
24.87 
4.93 
9.02 
3.43 
6.41 
2.7 
58. 32 
4.18 
11.77 
21.75 
7.18 
4. 57 
12.8 
10.39 
5.97 
0.92 
107.4 
88.6 
16.07 
3.43 
140.48 
4.29 
4.52 
1.72 
2.87 
1.7S 
45.63 
13.26 
22.83 
4.77 
5.69 
3.31 
5.21 
3.43 
2.39 
24.58 
4.07 
1.99 
4.35 
1.85 
4.42 
7.72 
5.58 
16.46 
5.32 
2.16 
10.66 
38.99 
13.59 
18.21 



14.22 20.93 

5. 59 9. 36 

2.68 1.25 

4.24 4.11 

11.58 10.87 

1.61 0.69 

2.41 1.32 

7.37 9.72 
25.83 27.75 
$2.48 76.26 

2.77 2.79 

3.38 0.81 
143.05 122.68 104.4 

7.79 10.81 

24.62 25.87 

2.91 5.23 



2.3 
3.8 
11.64 
19.35 
53.73 
2.77 
1.32 



33.11 
5.02 
5.57 
2.88 
8.68 
2.33 

76.16 
2.6 



7.2 
3.84 
11.64 
10-.79 
7. 87 
1.52 
136.82 



10.22 

1.6 3.45 

3. 94 4. 92 

2.02 4.78 

70.13 74.53 

4.18 3.51 

14.79 15.69 

13.95 20.52 

10.64 8.19 
6.85 
22.04 
12.22 
5.19 
0.44 



83 

11.41 
3.77 
205.12 
3.06 
5.61 
3.22 
3.57 
3.52 

27.71 
8.88 
7.78 
2.79 
7.38 
2.85 
6.43 
4.16 
2.28 

19.91 
2.46 
3.47 
6.48 
3.85 
4.63 
5.33 
4.94 
9.71 
9. 33 
4. 55 
5.56 

50. 37 
9.02 

17.18 



27.4 
9.89 
5.16 
1.12 
107.52 141.57 
54.31 48.26 
15.96 14.62 
6.97 4.37 
297.92 317.1 
2.99 1.91 



3.99 

3.22 
2.18 
3.71 



4.45 

3.25 
3.55 
3.07 



31.71 29.82 

9. 31 9. 58 

15.36 11.01 

4.1 3.39 

7.94 10.18 

3.67 2.59 

4. 7 4. S3 

2.82 3.87 

2.67 2.18 



3.26 
5.01 
1.71 
4.69 
7.59 
6.04 
12.48 12.12 



2.31 
6.06 
2. 41 
4.24 
7.97 



7.16 

4. 72 

6.11 
52.92 

8.85 10.91 

23.49 18.21 



5.74 
3.77 
5.5E 
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NT2RM40O0733 
NT2RM4000734 
NT2RN4008741 
NT2RM4000744 
NT2RH4000749 
NT2RM4000751 
NT2RM4000752 
NT2RM4000760 
NT2WM000761 
NT2RH4000764 
NT2RII4000768 
NT2RM4000778 
NT2RM4000779 
NT2RN4000787 
NT2RM4Q00790 
NT28M4C00795 
NT2R1WC00796 
NT2RH400Q798 
NT2RJMO0O8OO 
NT2RM400081; 
NT2RM4O00820 
IKT2RM4000827 
NT2R1M000830 
NT2MMO00B33 
NT2RM4000841 
NT2RH40Q0846 



NT2RH4080852 
NT2RM4000855 
NT2RM40008S9 
NT2RH40G0868 
NT2RM4000870 
NT2RH4000879 
NT2MI4000882 
NT2RM4000887 
NT2MM000895 
NT2MI4000897 



9.25 S.15 

£.83 £.23 

13.34 10.33 

88S.S3 4S1.3 

St. 3 49.81 

10.01 10.59 

14.18 18.82 

66.66 27.61 

19.9 12.95 
28.14 13.4 

91.29 73.54 
8. 24 6. 22 

13.14 10.85 

15.66 16.22 

2620.9 2248.3 
7.92 4.23 
26.78 
7.01 
5.35 
11.25 

26.13 26.55 
10.03 14.9 

12.07 12.08 
11.24 7.17 

12.98 15.96 
9. 5 7. 99 
7.99 8 

14.87 14.63 



NT2RM4000950 
NT2RM4000965 
NT2RM4000971 
NT2RM4000979 
NT2RM4000987 
NT2MMO0O989 
NT2RM4O0O991 
NT2RH4000992 
NT2RM4000996 
NT2RM4000997 
NT2RH4001001 
NT2RM4001002 
NT2RM4001016 
NT2RM4001025 
NT2RIM001027 
NT2RM4001032 
HT28M4001047 
NT2RH4001049 
NT2RH4001051 
NT2MH001052 
NT2RM4001053 
NT2RM4001054 
NT2RB4O01059 
NT2RH40C1071 
NT2RJM001084 
NT2RM4001092 



15.24 
8.1 
S.72 



6.4 

16.62 15.67 

19.91 23.16 

13 13.65 

41.44 32.18 

IS 11.7 

41.97 33.25 

26.8 20.11 

9.87 8.53 

10.96 12.11 

9.78 8.98 

28. 19 32.79 

97.81 77.57 

6.96 6.06 

998.76 831.62 

20.87 13 



7.63 6.6 
459. 98 441 

19.09 20.3 

6. 64 7. 24 
4. 69 5. 86 

13.63 13.78 

17.2 23.07 



9. 72 6. 17 
8.35 8.46 
15.68 17.03 



12.62 12-59 
7.67 7.08 



14.75 
12.29 
15: 73 

1241 
57.77 
16.02 
13.54 
44. 38 
27.34 
30. 32 
83.67 

8.88 
20.24 
17.04 

2439 
13.52 
27.73 

18.9 
10.01 
13.48 
28. 07 

13. 91 
13.71 

16.3 

14. 24 
19. 32 
13. 35 
15. 93 

7.14 
16.78 
23.62 
19.75 
43.25 
22. 42 
51.62 
33. 05 
11.07 
11.53 
10. 35 
35.21 

101.74 
14.84 

1103.5 
27.71 
35. 75 
8. 53 
18.01 
25. 96 
15.15 

503.26 
24. 95 
14.2 
4.64 
6.47 
17.27 
16.43 
19.46 
11.79 
10. 92 
15.78 
8.09 
33.58 
13.06 
7.41 



Table 413 

8.98 6.63 6.77 

7. 58 4. 56 3. 67 

9.84 9.36 7.54 

1383.2 150S.5 707.31 

49.46 44.79 42.49 

7.97 7.75 5.0S 

10.44 6.55 5.76 

43.74 22.69 40.29 

11.59 8. 66 7.67 

14.61 9.8 20.16 

77.4 70.39 93.31 

7.38 4.94 5.13 

8. 82 8. 68 7. SI 

13.21 10.45 11.66 

2090 3251.6 2752.2 
7.6 3.13 
12.57 



18.41 
8.2 
6.15 
6.95 . 



.63 



8.35 
3.24 
12.52 
5. S3 
3.66 



5. 82 2. 45 

13.33 8.27 

14.39 12.92 10.23 

13.98 14.72 8.66 

14.78 13.02 16.56 

13.18 7.01 

36.36 23.39 28.87 

17.45 16.12 
8.99 4.54 
7.56 7.1 
8.13 5.43 
15.2 12.26 

132.86 95.27 155. 13 

8.87 6.06 5.77 

625.74 1156.8 778.33 

19.07 13.82 14.2 

37.46 31.48 28.64 
6.07 2.23 2. 13 
12.6 11.82 10.41 

19.16 13.92 19.47 

9.35 5.1! 5.88 

494.01 440.37 522.33 

12.05 10.46 13.91 
5.08 



7.46 
3.34 
4. 42 
3.19 
17.85 



7.08 
4.07 
6.13 
11.83 
12.47 



7.64 
11.07 
S.5 
18.66 
12.4 
8.26 



3.26 

1 1.53 

6.41 2.73 
13.43 

5.42 11.65 
11.09 9.95 

£.45 2.86 

6.3 5.31 

4.7 7.63 

2.85 

9.28 

5.97 

5.02 



4.25 


7.21 


11 








3.75 


5. 75 


9.29 








6. 59 


7.87 


3.9 








777.95 717.55 894.48 








59.41 


56.25 


54.64 








5.19 


5.27 


4.04 








8.04 


11.07 


5.33 








50.15 


65.89 


60.41 








5.75 


12.58 


17.06 








18.5 


24.69 


24.19 








63.42 


64.16 


68.6 




* 




2.54 


2.81 


2.48 




** 




2. 45 


7.69 


5.22 




* 




11.77 


12.92 


11.34 


** 


** 




3676.2 


775.7 


256.3 








6.03 


8.23 


6.4 








14.45 


19.92 


38.07 








3.86 


7.47 


8.07 








2.61 


2.89 


3.11 




* 




3.76 


4.39 


3.13 


** 


** 




22.8 


23.35 


20.32 


** 


* 




7.29 


6.84 


3.6 


* 


* 




11.27 


7.81 


7.47 


** 


* 




2.5 


5.31 


5.24 








4.07 


5.69 


5.39 




** 




£.17 


10.68 


8.48 








2.7 


4.77 


2.57 




* 




3.95 


4. 67 


2.59 


** 


** 




1.77 


2.66 


1.11 




** 




12.27 


10. 96 


12.51 


* 


** 




4.82 


6.2 


3.98 


** 


** 




5.75 


8.62 


12.86 








3.72 


8.51 


8.81 


** 


tt 




5. 18 


5. 53 


4.92 




* 




18. 02 


26.87 


25.16 




* 




11.88 


6.83 


10.98 




* 




4.8 


3.39 


4.04 




** 




5.41 


4.23 


6.77 


** 


** 


_ _ 


2.51 


2.31 


1.79 


* 


** 




6.17 


10.47 


12.16 


** 


** 




87.73 


92.85 108.16 








4.88 


5.81 


4.09 








1010.1 


1262.3 


668.26 








14. 36 


15.32 


14.94 








21.97 


22.75 


24.51 








3.02 


2.16 


2.78 


* 


** 




9.81 


3.95 


3.92 


* 


* 




16.5 


21.62 


24.11 


** 


* 




3.96 


7.75 


5.13 








521.26 628.75 590.54 




* 




10.42 


12.83 


14.8 


* 


* 




5.04 


3.42 


2.59 








1.18 


1 


1.23 


* 


** 


_ _ 


4.98 


2.77 


2.21 








14.05 


4.88 


2.78 




* 


_ _ 


9.35 


13.4 


14.12 








3. 77 


14.4 


12.67 




* 




8. 57 


9.7 


6.4 








6.88 


7.16 


3.68 








9.63 


9.71 


11.5 




** 




2.48 


2.39 


3 




* 




17.49 


15.69 


16.83 




* 




14.16 


9.85 


15.23 








2.05 


6.72 


4.2 
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NT2RM4O0110O 
NT2RM4001116 
NT2RB40OU19 
NT2RH4001140 
NT2RH4001148 
fiT2Ri4O01151 
KT2RM4O0U55 
RT2RH4001157 
NT2RM400H60 
MT2RH4O0H63 
NT2RII4001187 
NT2RH4O01191 
NT2RH4001200 
HT2RM4001 203 
HT2RH4001204 
NT2RH4001217 
NT2RM4001245 156.95 



4.65 
9.61 
70.47 
5.89 

I. 34 
8.06 

51.19 
8.38 
98.2 
6.16 
tO. 67 
20.75 
3.2 
6. 99 
1J.2 
59.12 
6.4 
414.8 
6.26 
8.63 
15.56 
21.16 
16.22 
4. 53 
10.43 
4.67 
6.89 
25.9 
825.39 
12.79 
63.2 
26.18 
3.41 
19.23 
5.88 
8.69 
12.59 
36.43 
22.29 
6.81 
8.21 
8.19 
73.84 
10.75 

II. 94 
NT2RM4001554 151.86 

51.14 



KT2RM4O01247 
MT2RH40012S6 
KT2RM4001258 
NTZRM4001267 
NT2RIM001273 
NT2RM4001281 
NT2RM4001286 
NT2RM4001290 
NT2RM4O01309 
NT2RM4001313 
NT2RH4001316 
NT2RM4001320 
NT2RH400132t 
NT2RH40O1325 
NT2RM4001333 
NT2IW4001340 
NT2MM001344 
NT2RM4001347 
NT2RM4001357 
NT2RM40Q136Q 
NT2RM4001371 
WT2MM001377 
NT2RM4001382 
NT2RM4001384 
MT2RM4001400 
NT2RM4O014O9 
NT2RM4001410 
NT2RM4001411 
KT2RJI4001412 
HT2RH4001414 
KT2BM001436 
NT2RM4001437 
NT2RV4001444 
NT2RM4001454 
NT2RM4001455 
NT2MM001483 
HT2RM4001489 
NT2RM4001495 
NT2RM4001499 
NT2RM400151S 
NT2RIH001519 
NT2MH0O1522 
NT2MM001523 
MT2MH001550 
NT2RIM001553 



10. 34 
6.46 
4.41 
6.58 

77.43 
25.3 
7.7 
4.69 

10.13 
8. 69 

15.55 
6.6 
2. 58 
6.43 
9. 94 

24.69 



6.97 
5. 43 
2.95 
8.81 
82.01 
23.87 
10. 96 
2.46 
5.87 
6.99 
10.66 
5.61 
2.46 
5.54 
10.43 
17.41 
84.48 
4.91 
7.67 
64.71 
4.4 
2.22 
5.61 
32.28 
5.81 
68.64 
7.7 
13.16 
22.22 
9.27 
10. 29 
7.57 
52.84 
4.63 
327.64 
7.97 
8.04 
11.85 
11.62 
9.22 
5.9 
9.23 
5.55 
14.26 
30.99 
1226.8 



14. 94 
9.66 



8.81 
8.08 
4.88 

_ 5.74 

87.89 109.01 
14.14 



6.6 
35.96 
27.89 
3.61 
20.25 
19 
16.03 
12.07 
24. 24 
18.15 
5.91 
4.24 
6.53 



9.45 
3.77 
8.44 
8.41 
18.41 
4.99 
3.46 
5.53 
11.48 
30.8 
149.16 
11.8f 
12.78 
70. 52 
10.4 
3.89 
14.03 
36.36 
13.36 
139.85 
10.44 
19.79 
27.83 
5.51 
13.71 
11.93 
78.91 
10.13 
302.6 
8.82 
10. 78 
10 
19.22 
22.97 
14. 13 
12.46 
8.19 
12.51 
34.06 
1011.2 



12.02 
71.57 
9.98 
11.96 



14.26 
5.35 
9.04 
6.85 
9.39 
6.79 
4.38 
5.95 
7.05 

23.78 
130.37 
4.49 
9.59 

44.98 
6.42 
5.02 

10. SI 

29.23 
7.76 

90.19 
8.55 

13.68 
18.9 
7.64 

11.04 
8.81 

69.02 
7.69 
368.33 
6.78 
8.59 

11.21 

16.27 

11.49 
S.I3 
8.14 
6.09 
8.64 

31.33 
1004. 1 
6.35 

56.83 

20.31 
6.98 

16.73 
4. 26 
7.61 
5.56 

12.41 
16.01 
6.91 
S.65 
6.15 
35.51 
6.43 
9.12 



5.31 
5. 44 
4.54 
2.39 
92.69 
12.5 
6.55 
1.74 
3.06 
4.09 
4.2 



2.33 
2.78 
80.91 
10.51 
9.63 
4.67 
4.73 
5.89 



1.89 
12.47 
116.53 
3.5 
5.91 
46.66 
2.33 
1.41 
4.33 
18.59 
4.34 
105.33 
3.72 
8.94 
15.02 
4.65 
4.07 
7.22 
66.75 
4.29 
392.69 
6.02 
6.1 
16.5 
7.45 
7. 37 
2.13 
5.92 
3.26 
5.38 
32.6 
804.98 
2.72 
54.08 
15. 52 
3.02 
15.4 



4. 41 

6. 34 
16.18 
14. 05 
2.64 
1.45 
2.52 
37.16 
6.16 

..... ,, 5.U 
141.69 S64.83 103.78 
49.65 



56.35 



6.02 
1.51 
1.97 
2.44 

18.57 
157.67 
3.11 
6.14 

50.08 
2. 85 
1.99 
7.34 

18.64 
4.65 
108.01 
5.52 
6.99 

17.67 
3.21 
7.04 
5.3 

67.91 
5. 37 
323.06 
4.63 
3.5 

13.92 

12.65 
7.19 
2.71 
4. 37 
2.83 
3.51 

28. 51 
983.25 
5.16 

67.38 

18.05 
1.89 

12.09 
3.65 
5.78 
2.86 

17.63 

14.71 
4.03 
0.78 
1.81 
20.7 
2.2 
4. 64 

171.98 

76.92 



7.75 
5.27 
3.03 
3.27 

71.63 
24 
8.68 
1.85 
3.63 
3.57 
4.74 
8. 39 
1.91 
3.96 
3.49 

27.41 
151.03 
6.79 
7.73 

53.38 
4.9 
4 

4.05 

13.09 
S. 33 
86.7 
2.76 
6.58 

25.16 
6.77 
5.14 
2.36 

59.71 
3.9 
333. 75 
3.22 
4. 75 
36.9 
8.88 
3.28 
2.62 
4. 37 
3.17 
3. 98 

31.72 
1210.2 
2.14 

42.65 

16.35 
2.57 

15.71 
1.94 
3.96 
4.94 
5.62 
4.23 



3.81 
80. 79 
34. 69 



4.4 

2.67 

26.41 
141.35 
3.17 
8.06 

45.51 
3.94 
2.5 
7.62 

20.76 
4. 38 

73. 37 
5.94 
5.71 

19.45 
5.74 
7.06 
6.09 

47.75 
5.77 
373. 98 
2. 89 
7.61 

13.45 

10.18 
8.65 
2. 27 
6.39 

3. 27 
6.53 

28. 52 
810.05 
4.73 
35. 42 
28. 68 
2. 59 
18. 45 
1.57 
3.81 
5. 52 
16. 36 
11.08 

4. 57 
3.15 
3.64 

23.43 
2.68 
2.93 
76.13 
30.81 



7.75 
5. 99 
2.24 
2.47 
60. 54 
17.03 
7.8 
2.34 
4.8 
3. 99 
3.81 
8.34 
0.33 

I. 73 
2.11 

29.34 
178. 46 
2. 29 
8.51 

40. 98 
4. 52 
2.16 
5. 35 

31.46 
7.29 

76. 26 
3.03 
5. 93 

25.01 
7.05 
21.4 

14.33 

38. 99 
3.72 

353.9 
2.9 
3.39 
6.6 
9.45 

16.08 
2. 98 
3.72 
3.39 
3.24 

32.83 
943.27 
3.09 

49.83 

22.74 
2.26 

13.57 
2.98 
3.42 
3.23 

II. 58 
11.85 

2.36 
1.34 
1.62 
33.3 
8.03 
3.19 
147.24 
38. 74 
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NT2RM4001565 
NT2RM4001566 
HT2RM40O15SS 
HT2RN4001579 
HT2RM4001582 
HT2RU400158S 
NT2RM4O01592 
NT2RK4G01594 
MT2RIM001597 
NT2RH400160S 
NT2RM4001S09 
NT2RH4001610 
HT2RH40016 11 
NT2RH4001618 
NT2RM40O1622 
KT2RM4C01S24 
KT2RH4O01625 
NT2RB4001629 
NT2RM4001632 325.71 



NT2RM4001642 
HT2RH4001647 
NT2HWO01650 
NT2RM4001662 
NT2RM4001666 
ST2RH4001670 
NT2RM4001682 
NT2RM4001710 
NT2RM4001712 
NT2RM4001714 
NT2RM400J715 
KT2RM40O1727 
NT2RM4001731 
OT2RIM001735 
NT2WM001739 
NT2RH4O01741 
NT2RM4001746 
MT2RV4001754 
RT2RD4O01757 
NT2RM40C1758 
KT2RM40017S8 
HT2RH4001775 
NT2RM40Ct776 
MT2RM4001783 
NT2RH4M1793 
NT2RM4O018I0 
NT2RM4O01813 
NT2RM4001818 
NT2WI4001819 
HT2RM4001823 
NT2RH4001828 
NT2RH4001835 
NT2RM4001836 
NT2RM4001841 
NT2RM4001842 
NT2RH4001843 
KT2RM4001856 
NT2RH40018S8 



17.39 26.89 

11.12 20.03 

2.79 9.43 

7.8 9.32 
5.09 

113.7 167.05 103.64 

6.17 5.42 14.24 

386.49 313. 56 285.69 

6.23 6.27 13.54 

18.33 22.25 
15.9 22.4 

8.52 11.74 

U.7 15.89 

13.74 16.13 14.23 

5.3 5.16 10.27 
7.85 5.37 

8.28 12.41 10.38. 
14.67 21.52 22.9 

457.93 338.97 
5.97 4.92 5.47 

12.21 17.82 

31.97 47.33 

10.55 10.99 



12.7 
17.21 
3.45 
7.75 
6.95 



16. 38 
23.54 
10. 55 
14. 22 



14.14 12.4 
22.75 14.87 
4.65 1.24 



3.8 



18.42 
27.91 
12.58 



1. 

1.35 
1.73 2.34 
57.6 46.23 
4.41 

287 185.32 238.47 
6.73 3.64 4.25 
14.56 11.19 
13.71 9.55 
9.35 5.13 
7. 27 
4.82 
3.16 
1.81 

15.36 14.48 
19. 11 13.87 22. 31 
242.41 290.06 370.51 
2.19 2.19 
14.27 



7.49 
5.76 
41.43 
6.52 



10.73 
8.24 
7.37 
5.27 



8.87 
9. 27 
4.46 
6.47 
5.02 
3.6E 
3.96 
2.63 



10.21 
9.89 
6.94 



9.77 
20.86 
10.73 
13.67 

9. 77 
18.31 



5.56 
8. 65 
4. 05 



13.3 



17.83 

9.18 
15.03 

3.31 

S.03 

27.18 35.45 35.48 

47.9 62.7 56.46 
4.77 10.74 3.2 
8.89 8.75 6.1 
3. 37 0.36 1.12 
6. 53 3.93 5.59 

28.42 28.92 28.25 
4.96 4. 55 4.74 

14.95 13.94 19.52 

23.52 24.77 30.47 
9.51 6.59 9.34 
4. 65 1.67 8.39 

80.16 35.79 68.43 
10.42 6.03 

2.82 6.95 

4.42 12.73 

3.81 8.12 

6.82 10.79 
4.82 

48.57 28.12 59.83 

14.1 14.11 19.35 

20.02 12.7 24.11 

14.08 10.48 18.84 



3. 57 
4. 94 
5.12 
6.73 
2.89 



15.67 30.03 

9.87 15.29 

16.35 21.36 

9.79 10.96 

13.28 10.02 39.33 

22.41 18.46 28.54 



27.15 
8.03 

12.34 
6.51 



7.45 
10.31 
2.19 
2.94 



6.92 
12.88 
2.38 
2.54 
1.19 

27.72 15.73 
4.13 6.42 
160.25 299.69 275.08 
2. 96 4.23 3.88 
10.5 12.13 
6.4 7.54 



4.69 
15.08 

I. 74 
2.36 

2.1 

II. 4 



6.11 
6.73 
4. 84 
2.49 



9.23 
6.99 
5.63 
3.38 



18.58 
36.24 30. 14 
18.39 

4.29 
17.87 11.22 

7.71 



7.31 
2.86 
2.96 
3.92 
6.58 



5.19 
2.49 
3.88 
2.98 
9.31 

12.28 12.44 
594.61 333.67 482.68 
0.94 2.25 0.91 
13.87 14.03 
22.2 16.78 26.83 
11.98 12.75 8.09 
4.49 4.14 
19.89 23.01 
3.94 4.22 
4.38 
4.16 
3.44 
7.8 



9.69 6.1 
1.7 2.71 
2.85 

20.34 15.62 12.62 
79.4 39.53 40.99 
1.73 
3.51 
1.88 
3.97 
15.74 



6.77 

8.32 

5.36 

8.91 
33.08 

5.37 
14.23 
26.07 19.33 20.51 



2.53 
5.38 
2.21 
5.25 
17.3 
3.32 
7.85 12.31 



3.7 



8.5 



5.12 



2.88 

71.44 40.61 80.22 
10.8 5.46 5.65 



5.66 
8.71 
5. 95 
10.33 



1.6S 1.21 



1.8 



1.63 
4.39 
2.83 

46.07 40.73 45.97 
5.04 " 
7.61 
9.53 

1S.24 18.38 17.87 
7.44 8.43 6.34 
13.19 9.35 
7.15 2.28 
14.58 13.74 11.65 
18.91 14.09 15.45 



11.87 
14.43 
13.72 



7.15 



1.39 
M7 
6.84 
15.07 



1.85 
3.67 
10. 39 
12.55 



4.36 
24. 94 
3.18 
1.64 
1.89 



3.1 
9.18 
1.76 
2.72 

16.68 21.57 



3.44 

17.33 

48.7 37.13 

2.83 4.79 

5.98 8.51 

0.35 1.5 

4 3. 54 3. 16 

19.26 20.43 19.52 

2.42 
14.46 

34.17 38.53 24.96 

12.3 12.03 14.87 

5.55 5.88 5.41 

41.62 48.42 47.06 
5.68 8.09 6.63 

1.92 
4.11 
3.45 
6.45 
3.29 

28.16 28. tl 29.49 
7.47 
17.09 

12.28 18.05 13.36 

16.63 16.94 11.79 
6.68 5.7 6.95 

19.86 14.54 12.88 

4.21 4.29 2.39 

6.08 13.34 13.31 

13.74 18.99 19.02 



2.42 
4.63 
2.61 
6.7 
3.82 



39. 56 
2.31 
9.88 



2.31 
5.11 
2.12 
7.77 
2. 69 
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NT2RM4001885 

NT2RK4001889 

NT2RM4001894 

NT2RM4001897 

NT2RM400I899 

NT2RM4001905 

NT2RH40019Z2 

NT2RH400I930 

NT2RM4001938 

NT2RM4001940 

NT2RM4001942 

NT2RH4001953 

NT2RM400196S 

NT2RM4001966 

NT2RH4001969 

NT2RII4001974 

NT2RM4001979 

NT2RM4001980 

NT2RM4001984 

NT2RIM001987 

NT2RH4002013 

NT2RK4002018 

NT2RH4002033 

NT2RU4002034 

JIT2RII4002044 

NT2RIM002047 

NT2RW002054 

NT2RH4002055 

NT2RM400Z0S9 

NT2RM4002061 

NT2MM002062 

NT2RK4002063 

NT2RB4002066 

NT2RH4002067 

NT2RM4002073 

NT2RH4002074 

NT2RH400207S 

NT2RM4O02076 

NT2RH4002078 

NT2RM4002081 

NT2RM4002082 

NT2RM4O02O93 

NT2RM4002109 

NT2RM400211 

NTZRM40Q2U! 

NT2RM4002I28 

HT2MM002137 

NT2RH4002139 

NT2RH4002140 

NT2RM400214S 

NT2RH4002146 

NT2R1M002161 

NT2RM4002174 

HT2RM4002178 

MT2RH4002180 

NT2RM4002185 



NT2RM4OQ2205 



71.31 
10.85 
30.62 
8.76 
4.19 
8.04 
10.52 
42.04 
11.86 
40.15 
7.8 
2.56 
9 

51.68 
9.53 
12.36 
23.89 
94.16 
9.67 
7.05 
15.54 
18.51 
6.2 
9.06 
29.35 
20.66 
31.19 
21.78 
10.36 
9 

97.19 
8.61 
7.96 
10.87 
34. 87 
13.13 
12.66 
5.05 
61.79 
12.47 
28.78 
9,61 
5. 91 
9.41 
37.45 
8.86 
10.72 
4.03 
IS. 52 
9.85 
53. 03 
42.85 
10.01 
12. 55 
29.73 
43.79 
7.67 
41.77 
65.16 
10.02 
21.88 
7.77 
41.57 
7.28 



49.62 
7.93 
32.08 
10.37 
5.18 
9.67 
7.5 
27. 93 
11.93 
39. 79 
8. 46 
5.71 
9.88 
52.74 
10.35 
21.98 
19. 24 
97.18 
8. 39 
10.61 
16.72 
18.01 
4.97 

7. 36 
20.58 

17 
30.54 
18.7 
12.77 
11 
68.62 
5. 55 

8. 56 
18.12 
29.49 

16 
9.69 
4. 42 
41.41 
11.63 
23.3! 
9.51 
6. 93 
7.3 
58.41 
5.7 
7.46 
2.83 
11.7 
17.52 
50.09 
50. 59 
10.09 
13.35 
19.51 
41.64 
6.99 
35.89 
103.48 
12.63 
23.22 
7.03 
37.46 
7.73 



81.98 
15.01 
44.07- 
11.73 
10.36 
9. 34 
13.46 
35.21 
17.44 
42.12 
12.68 

6.3 
11.74 
61.28 
15. 87 
16.69 
22.43, 
94 
11.58 
11.42 
17.68 
18.38 
12.78 
15.25 
32.56 
25. 07 
36.08 
21.85 
15. 52 

9. 24 

99.9 
11.75 
22.27 
21.45 
32.35 
13.48 
13.41 

4. 84 
62.13 
21.52 
28.71 
12. 26 
10.41 

7.03 
50.21 

4.74 
13. 29 

9. 32 
18.78 
15.66 
60. 28 
52.56 
12.11 
13.2' 
29 
55.35 
10. 29 
39.22 
83.23 
11.47 
24.09 



53. 98 
8.59 
33.7 
7.79 
7.76 
12.13 
10.13 
26.34 
9.19 
29. 48 
6.27 
5.41 
9. 82 
70. 45 
9.41 
16. 74 
14.04 
64. 27 
7.27 
5. 92 
12.71 
23.63 
7. 92 
10.05 
18.82 
17. 46 
20. 52 
12.08 

6.8 
10. 93 
109.04 

8.31 
12.72 
11.17 
16.42 

9.5 
10.12 

7. 24 
44. 43 

11.3 
31.25 
11.79 

8.11 

6.27 
20.19 

7.73 
9.5 

5.97 
14.09 

7.49 
48.49 
30.41 

7.53 
15.19 

18.7 
22.67 

5.96 
19.41 
24.68 
6.5 
13.45 
10.01 
67.73 

4.52 



43.04 45.93 

4.29 4.67 

34.28 35.89 

4.55 4.65 



5.5 

4.62 

4.31 

18.3 

6.81 
25.03 

3.74 

2. 95 
12.01 
40.89 59.05 

5.57 8.09 

8.35 12.5 
16.93 18.71 
69.09 81.77 

4.78 4.84 

3.18 

8.41 
14. 06 

4.07 

4.49 



16.22 17.19 

15.74 9.49 

17.55 11.13 

11.37 8.76 

7. 53 3. 99 

6.62 5.33 

77.98 163.08 

3.06 3.95 



22.89 
10.75 
15. 53 
9.68 
6.41 



4.97 
7.5 
13.85 
8. 27 
6.32 
1.99 2.02 
23.08 49.45 
5.46 8.36 
27.4 16.48 
5.58 6.25 
5.84 
4.66 1.89 
26.02 17.58 
3.31 3.74 
3.57 
2.53 
10.76 
7.31 
40.37 
24.15 28. 
4.92 
8.36 
7.96 
17.47 
5.23 



68.83 64.57 
4.77 6.73 

33.56 30.42 
3. 35 3.47 
4.99 5.17 

17.26 
4.26 

35. 05 
7.09 



14.19 21.77 

28.75 36.65 

3.78 3.22 

7.91 12.62 

6.36 6.33 

42.88 64.51 

3.54 3.6 



7.42 
7.33 
37.8 
10.88 



2.21 3.3 

7.4 10.04 

88.01 53.06 

5.17 7.89 

5.35 17.32 

17.76 22.69 

75.44 72.18 

2.35 4.35 



2.56 
18.32 
18.72 

2.33 



4.02 
10.81 
13.95 
3.53 



4.17 10.89 
21.2 22.06 
16.1 15.14 
16.47 15.97 
14.04 16.74 
4.33 4.04 
6.65 4.88 
52.62 59.12 
4.25 4.81 
2.38 10.48 
4.23 11.4 
5.51 8.53 
2.81 4.16 
4.7 4.84 
1.56 2.18 
46.13 69.55 
4.38 5.75 
17.58 15.02 
5.84 7.44 
3.3 3.14 
1.9S 
5. 39 
4.03 
8.61 
4.86 
13.55 
8.25 



48.87 
3.99 
25.18 
2.33 
3.45 
9.7 
9.75 
24.49 
7.99 
18.41 
2.64 
2.4 
8.64 
72.22 
12.14 
22.51 
22.51 
71.63 
2.8 
2.33 
11.68 
13.04 
3.27 
9.93 
24.1 
16.08 
19.8 
17.09 
2.53 
4. 34 
71.01 
4.94 
2.89 



3.74 
13.66 

6.06 

5.86 

2.11 
10.97 

9.29 
51.33 53.96 
27.02 24.86 
3. 7 2. 29 



9.09 
22.12 
42.39 



9. 67 
13.92 
26.11 

5.92 2.8 

29.88 28.52 
24.56 34.17 

4.61 2.19 

20.89 17.99 
6.06 4.45 

42.92 35.21 

2.94 7. 15 



5.15 
5.74 
4. 77 
1.6 

79.59 
7.06 

15.49 
5. 28 
2.63 
2.7 
8. 55 
5.02 
6.51 
1.91 

10.92 
6.8 
59.3 
21.9 
3.16 
6. 99 

26.06 

45.09 
1.53 

30. 53 

38. 68 
6.22 

21.66 
5.36 

34.67 
4.84 
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NT2RB4002240 
NT2RMO02251 
NT2MM0O2256 
NT2RM4002262 
NT2RM4O02266 
NT2RM4O02276 
NT2RM400227S 
NT2RM4002281 
NT2RH4002287 
NT2RB4002294 
NT2RK4002238 
NT2RH4002301 
NT2RB4002306 
NT2RH4002323 
NT2RM4002334 
N72RIM002339 
NT2RM4002344 
NT2RH4002345 
NT2RB4002352 
NT2RM40023S2 
NT2RM4002373 
NT2RM40Q2374 
NT2RM4O02376 
NT2MMO02383 
NT2RM4002390 
NT2RIMO02398 
NT2RH4002409 
NT2RH4002414 
KT2RH4002438 
NT2RH4002440 
NT2RM4002446 
NT2RH40024S0 
NT2RH4002452 
NT2RM4O024S7 
NT2W40024S8 
HT2RD4002460 
NT2RM4002464 
NT2RH4002479 
HT2RM40O2482 
NT2RH4002489 
NT2RH4002493 
NT2RM40024S9 
NT2MI4002504 
NT2RM4002S06 
NT2RM4O02510 
NT2RH4O02S27 
NT2RM4002S32 
NT2RM4002534 
NT2RM4002535 
NT2RH4002SS4 
NT2RB4O02558 
NT2RM4O02565 
NT2RM4002SS7 
NT2RM4002571 
NT2RM4002S72 
NT2RM40O2577 
NT2IW4002583 
NT2MU002S84 
NT2RH4002593 
NT2RM4002594 
KT2RIH002604 
NT2RH40Q2614 
KT2RM4002616 



41.31 
3. 39 
4.28 
25.4 
32 
14.45 
18.11 
9. 29 
17.77 
5.99 
(4. 75 
3.57 
25.86 
7.61 
14.45 
36.85 
17.19 
7.58 



44.0 
39. 95 
9.44 
0.94 
14.29 
5.57 
8.2 
16.51 
3.91 
18.86 
3.96 
32.39 
10.16 
5. 69 
15.3 
5. 93 
5.3 
5. 82 
5.03 
40. 28 
13.66 
15.44 
8. 53 
16.96 
24.74 
9.92 
17.14 
5.27 
2.04 
C.24 
9.02 
6.47 
10.72 
7.12 
8.35 
3.38 
3.42 
17.78 
26.66 
24. 55 
13.18 
17.08 
8.24 
14. 57 
31.41 
6.22 
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23.47 
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26.19 
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21.39 
3.61 
2.61 
9.23 

15.02 

13.36 
7.14 
4.74 
5.05 
2.38 

28. 72 
2.3 
9.84 
3.26 
9.98 
27.9 
8.27 
3.79 

35. 28 
24.7 
3.38 
0.19 
5.38 
3.39 
3.2 

12.49 
1.55 

23.59 
3.61 

20. 77 
6. 56 
2.92 
7.95 
3.34 
5.54 
6.55 
2.82 

24.81 

10. 35 
8.35 
2.46 
8.53 

12.22 
4. 68 
8.64 
2.73 
2.01 
2.8 



7.02 
17.87 
15.38 

4.85 
10.96 

3.74 



33.98 
2.4 
2. 38 
12.13 
21.58 
16.53 
10.52 
10. 06 
12. 57 
5.99 
43. 54 
3.07 
17.37 
7.4 
15.23 
40.82 
8.93 
3.52 
37.69 
27.77 
4.42 
1.91 
11. 
2.94 
6.3 
8.92 
2.44 
21.32 
4.94 
30.03 
8.04 
4. 53 
8.52 
2.74 
4. 54 
£.42 
2.94 
36.24 
15.81 
8.73 
3.69 
18.09 
12.67 
4.22 
11 
4.8 
0.75 
3.26 
2.92 
2.29 



42.08 
2.93 
2.35 
20.41 
34.67 
16.37 
3.65 
6.18 
14.23 
3.64 
69.57 
3.59 
30.57 
8.04 
10.19 
21.13 
15.04 
2.31 
25.21 
28.92 
5.88 
M9 
12.33 
3.24 
4.57 
7.11 
2.22 
20; 36 
4.85 
30.94 
5.21 



38. 96 43.61 
2.15 17.6 
2.33 

14.34 24.05 

32.96 37.69 

10.08 



6.03 
9.79 
12.4 
2.35 



10.13 
13.18 
14.04 



7.88 
8.22 
14.92 
2.91 
64.59 61.46 
2. 99 3.21 
32.67 35.82 
6.9 4.8 
12.3 13.22 
20.38 29.16 
14.72 15.42 
4.45 2.41 
30. 31 27. 97 
25.64 24.85 
3.57 3.37 
2.71 2.57" 
14.05 16.09 
5.28 5.45 



6.71 
8. 76 
2.93 
19.06 



7.54 
5.38 
0.87 
17.22 
2.07 
25.22 



5.4 



1.81 
9.04 
3.42 
4.93 
6.02 
2.52 

37.84 
9.15 
7.84 
1.55 

18.09 
S.73 
2.88 
8.3 
7.63 
2.59 
1.86 
0. 97 
2.04 
5.89 
5.55 
2.87 
2.86 
0.78 
3.18 
6.06 
7.11 
3.83 
3.63 
2.65 
5.49 

13.84 
3.87 



9.95 
3.15 
3.12 
3.91 
2.23 



11.33 
3.45 
4.05 
6.26 
3.29 

34.54 34.16 

8.99 19.35 

10.26 14.04 

3.88 3.31 

16.97 14.0 

8.11 7.63 

4.99 2.98 

5.68 5.29 

6. 1 4. 65 

1.83 2.16 

3.47 2.45 

4.02 2.94 



5.5 
1.83 
0.74 
8.47 
13.66 
11.26 
4.05 
4.19 
0.99 
5. 87 
17.54 



5.46 
6.18 
1.84 
1.09 
5. 97 
11.34 
5.72 
2.43 1 
2.45 
1.52 
6.71 
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NT2RM4002634 
NT2RH4002636 
NT2W1000002 
NT2RP100000S 
NT2RP1000015 
NT2RP1000018 
HT2RP1 000034 
NT2RP1000035 
NT2RP1 000040 
NT2RP1000042 
NT2RP1 000048 
NT2RP1 000050 
NT2RP10000S6 
NT2RP1000058 
NT2RP1000063 
NT2RP1O0O06S 
NT2RP1000072 
NT2RP10OOO73 
NT2RP3 000078 
NT2RP1000079 
NT2RP1 000080 
NT2RP1000086 
NT2RP1 000087 
HT2RP1 000089 
NT2RP1000090 
NT2RP10O0I00 842.61 



35.43 
7. 7S 
23.37 
2S.62 
10.72 
53.88 
19.47 
3.93 
9.61 
4. 53 
9.99 
14. 26 
12.96 
24.16 
9.53 
6.22 
12.37 
10.81 
8.39 
2.25 
20.23 
2.12 
10.54 
6.06 
3.83 
4. 37 
10.16 
18.67 
3.46 
34.17 
3.22 

MT2RP1000353 180.66 
8.01 
38.01 
9.65 
11.08 
37.26 
6.26 



NT2RP10O0101 
NT2RP10O0111 
NT2RP1000J12 
NT2RP100O124 
NT2RP1000125 
NT2RP1000I29 
NT2RP1000130 
NT2RP1000154 
NT2RP1000163 
NT2RP1000170 
NT2RP1000174 
HT2RP1O00181 
NT2RP100019! 
NT2RP1 000202 
NT2RP1000239 
NT2RP1000243 
NT2RP1000255 
NT2RP1 000259 
NT2RP1 000261 
IIT2RP1000269 
MT2RPt000271 
HT2RP1 000272 
HT2RP100O279 
NT2RP1000290 
NT2RP1000293 
NT2RP100O331 
NT2RP1000333 
HT2RP1000336 
NT2RPI000347 
KT2RP1 000348 
NT2RP1 000349 



HT2RP1000356 
HT2RP1G00357 



8.22 

6. 55 
38. 84 
16.16 

7. 32 
7. 99 

93. 68 
18.17 
16.4 
3.77 
11.21 
5.73 
13.77 
2.7 
17.16 
29.14 
39. 99 
30.81 
9. 27 
5.69 
8.49 
8.5 
90.2 
42.88 
36.01 



33.13 
12.37 
9.13 
5.66 



8.44 8.35 
9.4 9.89 
68. 37 62.22 



1542. 2 1396.7 

98.15 94.63 

7.95 10.33 

50.82 42.64 

22.22 19.79 

8.67 12.07 

53.28 57.25 

14.75 28.76 

3. 52 5.78 



17.58 
4.62 
10.63 
14.61 
10.86 



4.43 

12.15 
8.35 
2.66 
3.12 
11.57 26.77 
9.68 



4.68 
15.41 
10.69 

5.85 



8.91 14.66 

4.1 11.1 

4.19 7.55 

2.83 13.34 

8.8 16.01 

16.33 24.52 

4.07 7.92 

39.38 47.03 
4. 33 

121.66 192.83 

8.29 12.26 

31.52 38.61 

6.55 14.28 

7.25 16.85 

30.39 52.28 
6.27 9.53 



9.11 
5.63 
29.04 
10.42 
6.24 
10.16 
64.65 
15.17 
12.38 
6.24 
8.93 
5.34 
9.41 
4.8 
8.7 
16.13 
26.8 
17.05 
6.24 
5.53 
6.53 
12.4 
84.59 
24.16 
42.34 
306.69 
31.12 
5.26 
24.98 
7.84 
7.14 
42.69 
11.14 
5.04 
11.58 
6.31 
6.41 
10.84 
16.4 
18.17 
9.29 
7.85 
16.34 
9.6 
15.75 
5.48 
18.9 
5.22 
10.51 
13.63 
5.54 
5. 34 
10.64 
12.77 
6.45 
19. 99 
6.49 
151.27 
8.S2 
32.16 
10.15 
18. 78 
41.73 
5.76 



4. 37 
3.08 

32.42 

5. 99 
3.84 
3.74 

53.66 
8.64 
8.64 
2.47 
8.14 
2.29 
8.14 
0.95 
3.73 
16.83 
23.08 



14.28 
56.96 
25.57 
38.64 
827.1 
33.53 
2.18 
11.61 
2.34 
2.95 
30.82 
15.19 
1.58 
5. 58 
2.3 



11.59 
2.89 
5.29 
7.48 
2.44 
5.57 
2.06 
8.83 
1.59 
4.61 
4.43 
1.62 
2.19 
5.56 

10.82 
3 

17.54 
4.16 

98.19 
4.2 

21.31 
5.03 
9.48 

39.62 
4. 97 



2.65 
6.92 
88.52 
29. 27 
45.67 
384.76 
50.26 
1.26 
20.15 
7.4 
7.79 
50.19 
12.69 
2.69 
5. 03 
2.01 
3.81 
12.79 
15.31 
9.79 
11.94 
6.41 
13.06 
9.12 
6.12 
2. 18 
20.16 
2.18 
8.63 
7.63 
3.86 
3.45 
6.94 
14.23 
4. 58 
15. 37 
3. 15 
147.88 
7.42 
27.89 
7.68 
8.41 
39. 87 
3.76 



1.21 
2.42 

13.28 
9.46 
4.29 
7.93 

72.54 
7.31 
5.04 
1.5 
8.58 
2.26 
6.92 
2.76 
5.36 

21.73 

35.59 
9.08 
2.69 
2.99 
4.1 
7.93 

51.31 

22.12 
26.7 
1509.9 

29.26 
2.31 
18.5 
4.52 
4.48 

47.48 
8.3 
2 

6.39 
2.67 
5.44 

10. 24 
6. I 
7.42 
8.48 
2.34 
9. 35 

13.53 
7.38 
4.74 
9.94 
2.89 

10.77 
6.81 
2.95 
2.73 
8.71 

17.03 
4.14 

14. 54 
4.9 
118.94 
6.21 

24. 36 
4.14 
8.09 

33.79 
4.87 



3.45 
3.32 
16.85 
7.81 
2.29 
7.02 



2.39 
2. 29 
17.96 
8. 28 
4.19 
6.47 



4.11 
0.43 
5.06 



2.07 
6. 49 7. 97 
53.27 70.97 



1.62 
13. 38 
4. 07 
7.44 
64. 98 
10.06 
2.85 
4.65 
3.54 
4. 09 
5. 66 
13.72 
9.13 
12.01 
3.31 



2.48 

11.05 
6.19 
1.13 
fi. 07 
5.87 

16. 82 
3. 03 



2.57 
13.37 

4.19 i 

4.25 
53.17 
14. 98 

2.74 

5.07 
2.2 

3.96 •■ 
5. 53 
9.91 
15.3 
11.59 
5.03 



2. 25 
13.98 
8.17 
3.16 
2.6S 
8.68 
19.7 
3.73 



165.86 159.59 

5.29 12.39 

33.21 30.56 

4.11 2.37 

9.21 9.08 

24. 41 33. 64 

4.58 3.63 
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Table 419 



NT2RP1 000386 
NT2RP1000407 
NT2RP1000409 
HT2RP1000413 
HT2RP1000416 
NT2RP1 000418 
HT2RP1 000420 
HT2RP1 000434 
KT2RP1 000439 
HT2RP1 000443 
NT2RP1 000447 
HT2RP1 000448 3.96 
NT2RP10004S1 
NT2RP10004S8 



NT2RP1 000470 5.79 2.68 



37.77 48.73 

20.7 11.19 

24.93 20.8 

24.89 20.12 

9.92 9.55 
5.47 5.48 

22.79 21.35 

13.91 15.33 
25. 29 35. 1 

20.2 15.54 

8.08 15.72 
4.08 
4.39 7.13 
7.7 7.09 



NT2RP1 000477 
HTZRP1 000478 
NT2RP1000481 
MT2RP1000493 
KT2RP1000513 
NT2RP1000522 
NT2RP1000533 
NT2RP10O0544 
HT2RP1000547 
NT2RP1000SS1 
HT2RP1000567 
NT2RP1OO0574 
HT2RP1 000577 
MT2RP1000579 
NT2RP1 000581 
MT2RP10005S3 
HT2RP1000604 
NT2RP1000609 
NT2RP1000613 
KT2RP1000622 
NT2RP1000627 
KT2RP100O629 
NT2RP1000630 
NT2RP100063S 
NT2RP1000640 
NT2RP1000646 
HT2RP1000659 
MT2RP1D00674 
NT2RP1 000677 
NT2RP1 000679 
NT2RP 1000688 
NT2RP10S0689 
NT2RP1000695 
NT2RP1000701 
NT2RP1000702 
NT2RP1000713 
HT2RP10O0721 
MT2RP1000730 
NT2RP1000733 
IIT2RP1000738 
HT2RP1000739 
NT2RP1OOO740 
KT2RP1000746 
NT2RP1000750 
MT2RP10007S1 



92.32 107.32 

15.37 19.72 

26.31 30.78 
20.43 14.94 

46.32 35.58 
31.35 42.08 

3.26 4.01 
15.77 9.5 

6.82 3.87 



11.3 18.39 

24.51 26.11 

11.66 13.43 

17.95 20.62 

5.38 3.34 

4.69 3.23 

8.08 7.69 
7.73 9.3 

15.2 13.58 

7. 36 9. 59 

4.24 5.51 

23.32 18.8 

5.93 7.17 

14.6 24.32 

49.27 69.62 

8.01 6.65 

32.73 30.66 

17.35 14.65 

7.19 4.87 

7.2 10.25 

7.21 6.46 

15.01 8.63 

34.22 37.43 

9.95 10.41 

1.62 1.49 

19.87 17.5 

10.94 13.28 

3.82 5.92 

12.79 9.22 

10.42 10.46 



51.62 
17.51 
32. « 
32.27 
19.32 

8.66 
33.37 
17.37 
29.04 
27.59 
18.03 
14.01 

7.39 
11.38 

8.77 
14.42 
10.41 
97.76* 
31.56 
29.03 
23.34 
52.07 
42.76 

2.16 
19.95 
11.11 
20.26 
12.24 
14.91 

7.37 
10.08 
16.41 
27.51 
37.01 
21.36 
29.59 

9.13 

5.07 
11.36 

8.35 
16.62 
17.46 
12.04 
20.24 
11.83 
25.71 
36.95 



HT2RP1000767 10.46 7.93 
NT2RP1000769 4.03 4.96 



7.8 
30.93 
15.87 
10.84 
10.38 

7.91 
33.56 
42.87 

8.91 

4.67 
27. 32 
13.49 

7.73 
13.66 

12.4 
10.97 

3.53 



24.07 
22.94 
23.46 
23.23 
9.98 
6.04 
16.39 
9.5 
26.55 
12.04 
9.49 
5.34 
6.28 
7.06 
6.04 
9.41 
5.27 
75. 25 
11.53 
24.24 
16.46 
60.82 
21.13 
4.33 
8.16 
7.34 
6.79 
11.47 
6.66 
6.99 
5. 29 
11.21 
6.2 
27.05 
13.95 
15.28 
5. 39 
4.57 
7.12 
7.9 
7.62 
9. 53 
6.49 
8. 66 
6. 23 
10.51 
29.7 



19.81 
10.45 

7. 55 
5. 65 
6.66 

6.6 
27.42 

8. 92 
5.56 

13.76 
8.2 
5.64 
7.67 
8. 57 
6.93 
5.29 



21.15 
11.29 
10. 36 
14.81 
6.1 
3.54 
IS. 84 
9.94 
28.88 
8.66 
4.04 
1.34 
2.08 
4.06 
2.34 
9.31 
1.59 
82.97 
8.67 
26.58 
8.49 
43.2 
28.37 

I. 36 
5.29 
2.91 
4.51 
5.44 
4. 35 
2.31 
2.62 
8.47 
5.55 

13. 43 
9.13 

14.93 
2. 07 
2.03 
3.71 
4.49 
5.84 
6. 74 
2. 96 

II. 69 
3.45 

12.87 
31.01 
2.8 
8.55 
3.47 
5.43 
2.25 
2.57 
3.3 
15.22 
3.88 
1.13 
6.59 
7.61 
4.22 
4.28 
5.65 
2.33 
3.09 



29.99 
15.13 
22.79 
20.34 
6.11 
3.99 
13.03 
9.87 
19.87 
7. 66 
7.9 
3.27 
2.05 
2.49 



57.94 
8.82 

11.39 
8.21 
48.5 

20.27 
1.15 
4. 62 
3.12 
3.96 
5.98 
2.94 
2.08 
2.74 
7.93 
5.03 

25.97 
6.99 

12.95 
1.13 
t.4i 
2. 97 
4.92 
8.02 
8.49 
3.77 
4.88 
3.46 
7.3 

14.48 
2.42 
17.9 
5. 36 
2.64 
1.64 
3.12 
4. 77 

17.38 
5.5 
3.01 

15.22 
6. 64 
2.64 
4.14 
4.98 
2.54 
2.58 



24.61 
8.7 
11.36 
6.71 
5.35 
4.07 
9.29 
16.13 
29.22 
5. 79 
4. 98 
1.83 
2.16 
4.41 
3. 32 
8.52 
1.42 
30.6 
5.74 
8.04 
13.43 
36.73 
18.09 
1.34 
4.57 



14.84 15.66 

15.9 29.09 

15.76 11.35 

17.88 15.72 

8.54 6.35 

4.75 2.23 

9.88 

15.05 16.89 

23.74 23. 38 

6.64 10.23 

7.S9 18.07 

3.09 2.48 



2.95 
2.72 
3.69 



1.76 
2.94 
3.78 
7. 58 

2.51 
83.57 85.18 

7.51 6.16 
10.78 12.11 
15.08 18.68 
37.16 31.64 

8.09 12.01 



11.76 
1.75 

13.69 
3.92 
12.7 
2.51 
1.45 
5.95 
4.54 
4. 83 
5.28 
4.79 



5.18 
34.6 
6.02 

17.63 
2.82 
2.6 
3.18 
4. 23 
2. 95 

23.72 
7.94 
1.45 

15.07 
6.43 
2.76 
7.19 
4.2 



1 

9.59 
4. 52 
5. 06 
3.24 
2.6 



0.91 
8.27 
2.98 
3.29 
2.13 



1.89 
2. 85 
4. 88 
7. 5 4. 02 
26.68 23.37 
12.37 8.18 



7. 04 



12.66 
2.2! 
1.18 
2.89 
3.4 



9. 93 
0. 46 
1.66 
3.59 
2.81 
5.87 i 
7.68 
2.35 
5.99 i 
3.57 



7. 17 
6.04 
5.79 
5.33 
2.58 

10.1 

17.18 10.04 

2.46 2.38 
24.88 21.39 

6.77 7.19 

6.76 

3.24 

3.89 

3.62 
15.85 



2.92 
2.92 
28.31 
11.92 
3.96 
4.29 
5.02 
2.21 
5.45 



1.7 
2.32 
27.4 
5.71 
1.28 
27.46 
8.57 
2.29 
4.16 
5.07 
3.81 
2. 66 
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NT2RP1000780 
NT2RP1 000782 
NT2RP1 000796 
NT2RP1000797 
NT2RP1000800 
NT2RP10O0825 
KT2RP1 000833 
KT2RP1000834 
HT2RP1 000836 
MT2RPI 000837 
NT2RP1000846 
NT2RP1000847 
NT2RP1 000851 
NT2RP1 000856 
MT2RP1 000860 
NT2RP1 000902 
HT2RP1 000903 
XT2RP1 000905 
NT2RP100091S 
HT2RP1000916 
HT2RP10O0921 
KT2RP1000943 
NT2RP1 000944 



19. 06 
3.8 
23.21 
8.11 
6. 36 
6.14 
6. 32 
12.66 
6.87 
4.76 
14.34 
17.63 
3.61 
15.4 
5.61 
10. 67 
14.49 
11.82 
63.69 
81.28 
71.86 
6.66 
36.56 



NT2RP1 000947 229.13 



NT2RP1 000954 
NT2RP1000958 
MT2RP10O0959 
NT2RP10O0966 
NT2RP1 000974 
NT2RP1 000980 
NT2RP1000981 
KT2RP1 000988 
NT2RP1001002 
NT2RP1001004 
NT2RP10O1O07 
NT2RP1 001011 



8. 73 
12.83 
51.88 
30.03 
16.61 
85.21 
14.84 
21.09 
23.42 
3.32 
5.36 
5.98 



NT2RP1001013 168.04 



NT2RP1001014 
NT2RP1001020 
NT2RP1 001023 
MT2RP10O1027 
NT2RP1001031 
HT2RP1001033 
NT2RP1001042 
NT2RP100104S 
HT2RP1001073 
NT2RP1001079 
NT2RP1001080 
NT2RP10O1113 
NT2RP1001159 
NT2RP1001173 
KT2RP100117S 
HT2RP1001 in 
NT2RP1001185 
NT2RP10O1199 
NT2RP100120S 
NT2RP1001215 
NT2RP10O1225 
NT2RP10O1245 
NT2RP1001247 
KT2RP1M1248 
NT2RP1001253 
NT2RP 100 1286 
NT2RP1001294 



13.02 
12.63 
16.05 
5.55 
5. 67 
7. 93 
63.59 
9.83 
12.41 
38.47 
21.61 
57.87 
7.51 
4.39 
52.86 
10.79 
14.18 
13.52 
93.58 
17.01 
11.8 
6.59 
S.32 
15.25 
84.68 
5.14 
57.97 



11.29 

I. 98 
12.88 

7.21 
7.42 

10.58 
4.62 

13.91 
3.86 
2.83 

10.47 

21.93 
3.71 
23.9 
4.82 
7.93 

II. 64 
8.69 

60.39 
82.59 
52.08 
5.16 
43.79 
162.3 
6.8 
9.08 
27.73 
20.71 
13.83 
82.27 
15.8 
10.38 
12.11 
4.31 
4. 39 
6.54 
170.77 
16.54 
15.72 
14.39 
8.55 
4.8 
6.3 
58.82 
10.21 
18.41 
46.51 
6.66 
45.81 
4.75 
5.23 
45.96 
9.96 
11.86 
11.24 
72.48 
15.57 
18.2 
5.31 
3.32 
12.77 
116.5 
8.32 
32.23 



17.88 
4.82 
16-; 72 
12.88 
8.45 
8.77 
5.45 
14.59 
10.29 
13.29 
22.36 
45.89 
7.21 
24.75 
11.39 
13.65 
18.42 
16.54' 
85.78 
69.7 
72.49 
12.72 
53.16 
242.56 
11.31 
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7.96 
8.77 
13.6 



1.96 
4.34 
1.39 
1.22 
4.38 
3.13 

43.46 53.17 

20.69 14.13 19.17 
5.89 0.93 1.24 

12.39 9.94 11.42 
7.55 3.8 5.68 
6.46 3.08 3.75 

45.68 38.74 39.04 

6.01 2.72 4.74 
12.57 11.91 
12.86 12.08 
15.84 12.38 
14.04 10.65 

5.79 2.49 
23.25 19.11 22.34 

7.02 5.17 5.22 
5.06 2.33 3.65 
7.49 5.36 5.46 

11.21 5.35 
79.36 45.65 56.22 
10.88 5.91 11.87 



3.28 
6.37 
3.22 
2.09 



10.27 
9.62 
13.2 
8.26 
3.27 



4.2 
5.71 
3.47 
3.15 
0.79 
3.01 
2.98 
83.43 
24.64 
2.05 
3.9 



3.53 
11.35 

7.92 
11.46 

8.53 

2. 33 
22.03 

4.91 

r.42 

5.01 



6. 29 
5.11 
S.S8 
9.42 
36.56 



4.4 



6.3 



8.7 19.22 

S.25 16.26 

31.67 27.44 

11.95 17.99 

114.16 171.06 

11 13.93 
9.17 

7.84 14.76 

12.4 22.27 

9.65 15.17 

45.57 54.49 

31.1 43.71 
16.45 



7.43 
11.17 
8.66 
5.64 



2.13 3.91 

2.25 5.97 

3.88 8.64 

39 37.32 

7.57 6.65 

8.47 12.93 

2.87 7.29 
3.74 

3. 27 5. 34 

13.7 10. OS 
7.04 

139.58 136.44 144.08 

9. 61 7.28 5.99 
6. OS 
4.44 
7.43 
4.51 

39.05 26.43 20.35 

20.28 16.78 21.16 

5.82 3.61 
4.46 



13.35 
6.19 
7.25 
7.12 

16.78 
9.67 



13.86 
7.12 

12.06 
9.88 



6. 36 



2.98 11.46 

5.27 12.58 

S2.94 68.69 

9.84 11.3 

13.42 17.68 

5. 25 9. 24 

3.58 10.06 



9.08 
5.59 
12. 52 
9.15 

9.49 6.33 



1.81 
4. 47 
13.44 
34.56 
6.86 
22.9 
2.98 
5. 24 
2.82 
7.2 
9.67 
91.22 
9.06 
6.86 
1.43 

3. 34 

4. 78 
16.67 

3.56 



10.24 
6.53 
5. 59 
2.88 

11.69 
5.04 
4 

4.35 
2.27 
2.38 
4.98 

4. 52 
53.58 
17.82 

1.59 
7.3 
5.83 
6. 69 

50. 96 
6.5 

11.32 
6. 77 
7. 34 

13.65 
3.91 

24.06 
6.31 
4.64 
4.21 
5. 24 

57.37 

5. 26 
9. 03 



3.27 
5.88 
5.7 10.07 
7.02 
2.03 
3. 54 



1.46 
5.83 4.32 
38.83 38.29 31.92 
8.11 4.61 3.58 
15.7 9.96 11 
8.2 



!. 12 
2.44 

10.25 

25.63 
6.02 
14.8 
6.45 
6.81 
4.15 

11.02 
8.11 
91.1 
6.03 
4. 28 
4. 83 
5.27 
3.89 

26. 46 
8.61 
11.1 
3.35 
4. 55 
9. 07 

10.65 
1.11 



6.42 

2.16 * 

14.4 

2.87 * 

3.87 

4. 95 

3.38 

0.48 

1.52 

3.39 
63.67 
18.81 

0. 53 

8.83 

9. 68 

2.85 
42.92 

4.71 
10. 57 

7. 19 " * 
10.15 4 
30.31 

S.08 
17.57 

5.96 

2.62 * 

4.57 

4.14 
68.85 
32.14 
14.78 

1.71 

1.11 

9.81 

30.2 

5.34 
18.71 

4.78 
6.9 

2.23 

9.66 ■ 

6.87 : 
91.43 

5.15 

5.36 

4.58 

4.96 

4.68 
19.71 

6.24 i 

8.19 

2.39 

5.82 

9.06 

9.48 

1.73 

1.81 
36.14 i 

3.74 

13.79 

4.72 

3.23 
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NT2RP2000863 
NT2RP2000880 
NT2RP200M92 
NT2RP2OO0894 
NT2RP2000903 
NT2RP2000908 
NT2RP2000910 
NT2RP2000931 
NT2RP2OO0932 
NT2RP20OO938 
NT2RP2000943 
NT2RP2000957 
NT2RP20009S8 
JIT2RP20009S9 
NT2RP2000965 
NT2RP2OO0970 
KTZRP2000973 
NT2RP200098S 
NT2RP2000987 
NT2RP2000997 
NT2RP2001024 
NT2RP2001028 
NT2RP2001036 
NT2RP2001039 
NT2RP20O1044 
N72RP20010S6 
NT2RP2001065 
NT2RP2001067 
NT2RP2001070 
NT2RP2001081 
KT2RP2001087 
NT2RP2001094 
NT2RP2001119 
NT2RP200U27 
NT2RP2001133 
HT2RP2001137 
NT2RP20Q1I42 
NT2RP2001 !49 
NT2RP2001168 
NT2RP2001173 
HT2RP2001174 
NT2RP2001 184 
HT2RP2001196 
MT2RP20012CO 
NT2RP20Q12I8 
HT2RP2001223 
NT2RP20O1226 
HT2RP2001227 
NT2RP2001232 
NT2RP2001233 
NT2RP20O1245 
MT2RP2001246 
NT2RP2O01268 
NT2RP2001270 
NT2RP2001276 
HT2RP20O1 277 
HTZRP2001290 
HT2RP2001295 
NT2RP2001297 
NT2RP2001301 
NT2RP20D1312 
MT2RP2001327 
NT2RP2001328 
HT2RP2001341 



9.23 
6.89 
6.48 
6.84 
14.72 
7.83 
7.08 
17.23 
4.85 
32.12 
6.65 
8.82 
5.64 
11.75 
4.05 
58.85 
5.19 
3.85 
39. 38 
9.33 
12.74 
38.71 
10.56 
29.77 
111.16 
16.47 
12.87 
18.27 
4.55 
11.96 
65.9 
12.2 
4.16 
11.36 
S.67 
49.8 
S.27 
6.92 
6.12 
4; 74 
44.63 
7.2 
188. 27 
S.84 
12.41 
10.09 
295. 34 
9.29 
8.25 
17.2 
42.01 
5.12 
76.86 
10. 64 
23.31 
24.91 
8.95 
14.82 



1.15 
47. 34 
8.43 
20.88 
10.32 
3499. 3 



2.37 
4.15 
7.22 
8.43 

12.47 
5.78 
7.41 

16.66 



7.9 
6.03 
9.04 
2.66 
65.2 
3.92 
2.51 
36.27 
8.58 
7.92 
37.69 
11.08 
24.74 
103.9 
11.38 
18.54 
13.06 
6.03 
15.94 
61.9 
8.99 
4.58 
13.12 
4.14 
41.1 
S. 53 
5.61 
7. 49 
3.23 
21.39 
4. 99 
171.63 
6.42 
10.49 
12.26 
151.71 
9.83 
9.05 
11.64 
30. 76 
5.92 
63. 92 
12.74 
16.76 
10. 73 
7.82 
7.48 
6.67 
44.45 
10.98 
28.57 
3.77 



9.61 
10.09 
\O.AV 
12.75 
10.22 

8.49 
7.6 
19.14 
12.51 
41.75 

8.98 

11.5 

15.9 
10.68 
2.8 
74.74 

9. 39 

4.33 
32.68 

9.52 
18. 67 
41.88 

9.13 
30.19 
116.83 
12.03 
21.09 
19.79 

7.25 
13.97 
76.08 
11.02 

7.07 
3.9 

5.86 
45.81 

5.06 

5.45 

5.66 

8.28 
37.72 
10.33 
278.21 
11.03 
14.66 
12.04 
253.15 
15.24 
13.72 

26.2 
56.72 

8. 66 
101.42 
14.24 
30.97 
18.18 
10.48 
15.13 
10.81 
63.71 
14.02 
34.54 

9.25 



12.6 
8.75 
-6.88 
7.7 
6.37 
5.67 
9.95 
9.83 
5.58 
20.34 
6.63 
5.58 
6.17 
6.59 
5.91 
64.15 
8.06 
4.79 
33.06 
9.72 
6.22 
33.98 
9.7 
17.85 
65.77 
9.34 
9.6 
9.25 
6.14 
8.19 
39.7 
14.61 
10.85 
16.08 
10.97 
39.26 
5.3 
13.36 
8.34 
7.11 
44.99 
8.93 
277.29 
6.08 
10.34 
13.71 
264. 52 
10.83 
6.11 
12.06 
22.72 
6.91 
88.4 
12.74 
21.15 
16.47 
8.48 
8.28 
9.36 
42.51 
7.43 
16. S3 
9.2 
1364.9 



5.57 
3.65 
3.53 
5.61 
7.96 
3.5 
3.31 
11.03 
2.98 
22,26 
2.06 
3.81 
2.43 
3.84 
0.94 
40.74 
5. 68 
3.19 
40.49 
3.47 
2.48 
15.8 
2.35 
11.75 
42.98 
5.04 
6.83 
5. 26 
2.9 
3.81 
16.73 
10.72 
1.99 
4.34 
6.13 
21.66 
2. 26 
3.32 
5.85 
2.4 
18.88 
4.09 
156.85 
6.9 
6.96 
9 

155.79 
5.91 
9. 52 
8.02 
58. 34 
4.33 
109.5 
10.24 
16.68 
6.03 
7.41 
5.62 
7.32 
36.25 
5. 35 
15.03 
3.81 
1644.2 



92.64 
3.54 
4. 55 
26.38 
7. 24 
2.6 
30.64 

6. 59 
29.98 
31.59 

8.68 
8.58 
3.58 
2.2 
5. 26 
50.09 
9.52 
7.07 

7. 73 
8. 56 

24. 92 
3.98 
6.27 
5.09 
3.67 
46.31 
3.96 
217.9 
5.52 
7.23 
9.77 
205.35 
8.02 
4.37 
7.4 
32.96 
3.68 
90.32 
11.95 
10.08 
6.24 
5.73 
4.48 
4.92 
33.89 
5.08 
15.84 
6.74 
898. 17 



2. 95 
3.32 
2.63 
6.32 
6.3 
5.51 
6.74 
5. 66 
2.51 

28.05 
2.39 
2.18 
1.92 
4.69 
2.34 

72.54 
3.01 
1.82 

33.61 
9.63 
4.96 

34.47 
6.06 

20.42 
30.2 

12.51 
6.23 
5.5 
3.37 
5. 58 

38.08 

11.02 
4.12 
5. 38 
8.68 

25.21 
2.41 
6.19 



7. 64 
2.13 
3.41 
4.12 
1.9 
6. 36 
13.37 
3.48 



2.03 
2.92 
2. 32 
5. 03 
3.45 
1.89 
7.22 
8.87 
1.84 



2.83 1.56 

2. 26 3. 56 

3.69 5.66 

1.56 2.95 

97.39 89.84 
9.76 



25.69 33.62 

3.75 3.17 

28.95 23.24 

74.24 42.92 

8.41 8.9S 



6.54 
6.23 
2.83 
4.15 



21.24 22.36 
11.03 11.05 
3.63 2.63 



4.61 
52.67 
4.88 
310.45 
4.06 
9.11 
10.94 
225.76 
6.71 
3.08 
8.66 
29.15 
3.64 
72.85 
10.68 
14.57 
22.15 
5.82 
5. 33 
4.17 
33.81 
6.81 
11.1 
4.44 
1201.7 



7.85 
4.41 
45. 63 
3.56 
4.78 
4. 63 
6.S4 

53.94 56.67 

4.86 5.S 

339. 15 334.54 

2.49 4.45 

8.8 8.23 

7.86 9.72 

302.68 279.91 

6. 54 8. 43 

5. 35 5. 73 

6. 69 6. 62 

30.96 32.88 
7.01 

73.19 77.59 

9. 82 10. 94 

16.7 14.66 
25.09 49.12 

9.63 10.81 

6.4 4.62 
4.98 

29.8 26.52 
4.46 4.32 

20. 64 9. 65 

5.56 7.15 

2570.4 2392 
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NT2RP2001347 
NT2RP2001366 
NT2RP200T378 
NT2RP2001381 
KT2RP20O1388 
NT2RP200139! 
NT2RP2001392 
NT2RP2001394 
NT2RP2001397 
NT2RP2001400 
NT2RP20014O8 
NT2RP200I420 
NT2RP2001423 
NT2RP2001427 
NT2RP2001428 
NT2RP2001436 
NT2RP2001440 
NT2RP200I445 
KT2RP2001449 
NT2RP2001450 
NT2RP2001467 
NT2RP2001469 
NT2RP2001480 
NT2RP2O01495 
RT2RP2001499 
NT2RP20015O6 
NT2RP20015O8 
NT2RP2O01511 
NT2RP2O01S14 
HT2RP2001520 
KT2RP2Q0152S 
NT2RP2001529 
NT2RP2001536 
NT2RP2001538 
NT2RP2001547 
NT2RP2001560 
NT2RPZ001562 
MT2RP2001566 
NT2RP2001569 
NTZRP2001576 
NT2RP2001581 
KT2RP2001597 
NT2RP2001601 
NT2RP2001613 
NT2RP2001628 
NT2RP2001634 
MTZRP200163S 
NT2RP2001660 
NT2RP2001662 
NT2RP2O01663 
NT2RP2O01672 
NT2RP2O01675 
KT2RP2001677 
HT2RP2O01678 
KT2RP2O01683 
HT2RP2O01699 
NT2RP2M1707 
NT2RP2O0172O 
NT2RP2001721 
KT2RP2001740 
KT2RP2O01748 
NT2RP20017SS 
NT2RP2001762 
NT2RP2001768 



539.84 



514.01 628.74 

33.77 43.04 

6.18 12:14 

22.01 25.11 

21.55 19.16 

21.48 20.82 

2.J9 9.23 

9.52 18.06 

4.95 15.76 

35.87 41.2 

23. 86 22.82 

18.37 19.98 

161.12 169.36 

17.22 16.25 



17.05 
11.13 
12.17 
5.05 



18.71 
8.65 
20.33 
23.09 
19.47 
6.22 
9 

5.52 
33.05 
22.02 
13.99 
138.22 
11.99 
11.05 
28.98 
21.88 
9 

28.07 
20.8 
77.4 
12.38 
16.58 
5. 39 
31.27 
7.58 
10.21 
18.18 
8.2 7.15 8.01 
8.17 
15.63 
18.96 
14.16 
8.11 
9.99 
11.5 
17. 39 
14.26 
25.02 
129.89 
20.4 
17.49 
376.46 
6.29 
20.46 
4.72 
20.18 
27.92 
141.9 



15.42 32.18 
178.91 114.02 
22.7 22.23 



9.3 



13 



102.28 
6.83 
7.51 
18.83 
10.06 
98. 93 
36.15 
6.77 
8.16 
33.41 
64.22 
6.3 
8.56 
4.42 
7.43 



416.73 382.1 

5.75 7.26 

20.27 25. 19 
7.04 

16.77 22. 18 

47.45 35.98 

137.52 151.45 

119.36 140.87 

9.61 11.14 

11.75 9.95 

22.14 19.19 

6.87 8.92 

103.45 119.49 

36.2 44. 

7. 75 



6.41 
34. 55 
76.89 
15.07 
8.68 
4. 43 
5.23 



565.74 422.96 

29.42 28.24 

10.82 6.77 

15 9.62 

14.87 11.09 

19.07 15.36 

6.23 2.48 

7.33 4.64 

7.71 3.52 

15.06 15.67 

11.45 12.19 

12.59 10.04 

120.84 1 40.16 
9.35 7.9 
11.18 3.4 

22.78 25.35 

14.71 9.47 

10.91 10.54 

25.02 19.29 

18.17 18.42 

41.14 94.21 

9.61 8.91 
14.68 6.35 

5.62 3.39 
29. 35 33.83 

9. 25 7. 24 

9.32 5.78 

8.06 6.96 



6.7 
8. 28 
11.75 
13.03 



9. 74 
6.82 
10.84 
11.53 
22.93 



47.3 49.96 
13.8 17.88 
11.25 8.35 



3.83 



14.18 

7.61 
15.58 

27.8 15.26 

151.4 116.43 

48.03 51.07 

6. 86 4. 73 
6.41 3.17 

10.64 6.34 

7. 97 6. 41 
195.62 102.44 

18.8 7.95 



5.48 

7.22 
25. 33 



34.74 42.49 

6.61 1.9S 

6.1 3.13 

6.06 1.37 



19.1 
17.13 
6.62 
16. 65 
8.85 
47.44 
7.86 
9.1 
3. OS 
17.6 
4.11 
3.48 
5.65 
2.31 
3.08 
10. 59 
10.02 
8.28 
3.77 
3.49 
7. 18 
7.21 
4.68 
26.81 
55.77 
10.54 



2.93 
10.65 
22.85 
136. 78 
39.15 
5.02 
2.8 
6.91 
4.67 
134. 62 
13.4! 
5.0Z 
5.49 
17.93 
31.73 
2.37 
5.08 
4.5 



495.32 585.14 
18. 19 26.65 
3. 49 4. 36 



15.83 
2.68 
4.34 
2.61 
5.11 



10.98 11.38 
9.18 10.79 
142.58 124.54 
7.44 6.11 



46.82 
S.16 
6.53 
2.02 



0.19 10.43 

4.43 6. 31 

2.13 3.46 

5.09 4.32 

5.68 10.57 



8.22 
11.37 
4.36 
3. 74 
5.6S 



429. 89 
21.17 
4.96 
12.9 
14.87 
10. 03 
3.72 
7. 88 
3.74 
5. 55 
13.8 
13.16 
152.09 
3.2 
8.32 
27.44 
14.86 
7.21 
13. 99 
18. 66 
29.18 
4.91 
10.31 
3.13 
15.2 
2.75 
10.1 
7. 52 
3.84 
4.95 
11.64 
8. 57 
11.72 
2.56 
4.33 
4.21 
10.24 
4.54 
21.94 
72.18 
15 



252. 12 219.45 

3.72 3.99 

11.98 13.91 

4.15 1.66 
10.91 15.44 
16.57 20.69 
154.6 188.28 
80.45 80.81 

7.16 6.7 
4.39 4.7 
9.72 6.83 
9. 59 5.34 



4.74 
3.19 
3.03 



12.32 
3.09 
14. 53 
20.06 
148.8 
83.65 
5.29 
4.26 
7. 68 
9.32 
65.68 
13.11 
3.45 
5.89 
33.9 
41.05 
2.45 
4.01 
2.83 
3.45 
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Table 426 



NT2RP2001769 
NT2RP2001784 
HT2RP2001&05 
NT2RP2O01813 
NT2RP2001817 
ST2RP2O01818 
HT2RP2001837 
KT2RP2001839 
NT2RP2001861 
NT2RP20O1869 
NT2RP20G1876 
HT2RP200I878 
NT2RP2001881 
NT2RP2001883 
KT2RP2001884 
NT2RP20O1B8S 
NT2RP2001898 
NT2RP2Q019DO 
KT2RP2001903 
NT2RP2001907 
NT2RP2001915 
HT2RP2001921 
NT2RP2001926 
NT2RP2001933 
NT2RP2001936 
NT2RP2Q01943 
NT2RP2001946 
NT2RP2001947 
NT2RP2001956 



74.25 
6.1 
18.84 
12.2 
50.4 
7.27 
24.91 
16.58 
19.37 
8.35 
52.07 
10.84 
11.51 
15. 67 
1443.8 
86. S3 
13.46 
20.73 
11.05 
9.79 
17.49 
13.67 
34.47 
36.39 
11.42 
14.71 
20.64 
6.28 
21.67 

NT2RP2001969 201.65 1 
4. 33 
14.35 
13.77 
37.12 
13.99 
3.95 
14.92 
39.84 
28.92 
41.77 



NT2RP2001976 
NT2RP20O1978 
NT2RP2001985 
NT2RP2001991 
NT2RP2001997 
NT2RP2002015 
KT2RP2002017 
NT2RP2002025 
NT2RP2002Q30 
«T2RP2002032 
NT2RP2002033 
NT2RP2002041 
NT2RP2002046 
NT2RP2002047 
NT28P2OO2050 
NT2RP2002052 
NT2RP2002058 
NT2RP2002060 
NT2RP20O2063 
NT2RP2002066 
NT2RP20O2070 
KT2RP2002076 
NT2RP2002078 
NT2RPZM2079 
NT2RP2002099 
NT2RP20O210S 
HT2RP2002115 
HT2RP2002124 
HT2RP2002137 
NT2RP2002139 
NT2RP2002154 
MT2RP20021S5 
KT2RP2002172 



767.12 607.01 
81.18 119.19 
6.9 14.73 



14.92 
5.18 
18.23 



7.8J 
63.15 
19.79 
15. 96 

6.47 
16.16 

10.7 

7.22 

27.7 
14.12 
47.82 
50.79 

3.82 
13.68 
11.59 
15.09 
15. 39 
59.86 

8.42 
93.62 

6.04 
16.04 
26.05 
13. 73 



19.33 
10.25 
59. 53 
54.44 



49.19 51.48 
6.92 5.74 
18.75 15.28 
8.88 4.21 
41.79 32.65 
5.91 1.54 
23.35 23.21 
17.12 15.87 
1 1.83 7.45 
9.01 6.82 
41.56 38.63 33.22 
8.71 6.81 6.18 
11.39 8.77 
18.32 7. 55 11.74 
701.8 356.77 733.69 
86.34 68.67 72.27 
6. 96 6. 72 

8.43 10.74 
7.63 



48.88 
5.64 

15.88 
6.14 

39.63 
5.16 

19.49 

19.03 
7.51 
4.27 



18.79 

12.77 

8.11 6.3 
11.45 7.41 

11.35 6.61 
22.68 13.7 

23.35 20.81 
9.32 7.07 

11.8 23.77 

8.64 12.56 
7.88 5.98 

16.61 12.12 14.12 

176.35 143.62 157.42 
7.78 4.49 4.49 
12.02 5.57 
9.55 5.93 

37. 16 44.84 

11.27 12.08 
4.61 
5.04 



5.03 
6.64 
28.4 
8.47 
2.96 
8.42 



7.51 
7.3 
33.02 
26.27 
31.44 
7.44 

48.43 54.38 37.99 
13.61 15.41 
9.42 12.66 
7.07 2.69 
6.94 
8.72 
3.78 
12.42 



10.56 
9.12 
7.18 

16.06 



9.04 
4.33 
8.28 



3.46 
6.01 
8.3 5.49 
50.9 22.08 



9.69 6.98 

8.81 6.98 

10.34 7.26 

11.04 12.24 

56.59 47.35 36.88 

6.56 6.55 3.48 

52.77 52.45 52.95 

5.24 1.47 

17 10.94 

17.74 14.37 15.16 

14.18 14.86 10.72 



17.28 



16. 14 29.26 21.95 

4.78 4.07 4.19 

12.77 15.01 19.71 

9.29 6.92 9.66 

54.02 42.75 56.58 

5.71 4.24 6.18 

21.43 23.69 22.4 

13.8 13.73 15.93 

9.29 9.04 10.22 

3.19 6.52 

53.55 54.23 52.55 

8.15 6.26 

10.8 14.93 9.65 

13.41 14.76 12.05 

199.74 492.38 1929.8 

80.49 93.38 87.15 

5.67 4.43 

16.1 17.71 

14.28 12.43 

8.52 7.33 7.63 

7.94 7.59 6. 62 

6.2! 10.48 17.99 

10.15 26.13 

10.85 17.5 22.37 

8.12 12.42 62.46 

6.86 10.79 7.88 

5.24 6.37 7.54 

4.36 3.2 4.16 

16.82 19.29 13.33 

143.79 183.78 182.57 

2.81 5.46 10.35 

3. 1 3. 56 4. 91 

4.89 6.51 5.47 

28.39 20.28 24.2 

13.49 12.5 12.19 
6.25 2.61 
6.85 8.43 

23.31 31. 13 31.97 

29.55 36.7 30.22 

15.28 25.82 17.93 

2.63 4.43 2.72 

33.68 26.24 30.79 

20.12 17.67 17.54 
8. 52 3. 77 



3. 72 



9.26 

1.22 

6.44 

3.71 

2.87 
14.89 

7.86 7.37 
11.62 12.95 



8.83 
8. 14 
4.32 



21.75 
0.81 
5.55 
5. 57 
5.5 



13.06 
5.31 
8.29 
8.29 
9.12 



13.2 
12.15 
3.09 
6.41 
5. 75 
6. 68 
11.06 

55.21 47.08 46.87 
2.47 3.09 3.68 
81.88 52.45 48.22 
2.02 3.26 3.03 
12.12 14.76 13.07 
12.78 22.56 16.28 
12.32 12.52 11.2 
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NT2RP20Q2188 
MT2RP2002192 
NTZRP2002193 
NT2RP2002208 
NT2RP2002219 
NT2RP2O02231 
NT2RP2O02232 
NT2RP2O02235 
MT2RP2O02239 
NT2RP2002252 
HT2RP2002256 
KT2RP2002257 
NTZRP2O02259 
NT2RP2O02264 
NT2RP2002267 
HT2RP200Z270 
HT2RP2O02281 
NT2RP2O02288 
NT2RP2002292 
NT2RP2002299 
NT2RP2002304 
NT2RP2O02312 
NT2RP2002316 
KT2RP2O02325 
HT2RP2002333 
NT2RP2O02371 
NT2RP2O02373 
NT2RP2002381 
NT2RP2002385 
NT2RP2002394 
NT2RP2002408 
NT2RP2002409 
NT2RP2002424 
NT2RP20C2426 
NT2RP2002429 
KT2RP2002437 
NT2RP2002439 
NT2RP2002442 
NT2RP2002457 
NT2RP2002464 
NT2RP200247S 
NT2RP2O02479 4. 38 



222.52 243.75 126.54 
S6.59 140.59 123.86 

9.92 9.38 5.54 

24.07 21.97 26.87 
67.68 67.68 54.54 

7.62 8.91 9.95 

82.24 77.63 81.5 

28.16 33.42 30.04 

46.02 63.63 67.29 

7.05 9.07 9.23 

27.97 26.83 27.09 

7. 18 9.4 7.52 

16.53 13.43 11.26 

26. 23 33.28 22.8 

32. 17 30.65 32. 28 

24.56 42.02 39.93 

77.89 96.13 97.81 

21. 39 25.5 23. 86* 

54.6 51.47 64.64 

38.27 50.42 61.77 

11.94 6. 17 8.22 

27.46 21.25 33.99 
51. 29 40.93 55.81 
14.79 13.26 29.38 

37.71 73.03 60.93 
18.55 14.9 20.81 

7.7 6.37 4.6 

9.55 13.3 13.26 

0.45 2.78 2. 19 

32.72 26.71 26.62 
6. 97 5. 52 5. 1 1 
7.43 7.51 7.75 

13.74 18.21 4.21 

31.08 22.01 26.45 
5.25 5.45 6.58 

8.15 

1.85 28.63 
2.48 10.06 

3.86 9.43 
9.04 19.39 

18.47 16.05 30.87 
4.25 7.68 



NT2RP2002S27 



NT2RP2002533 13.17 



151.89 124.73 

61.74 74.83 
5.64 8.2 

14.79 10.85 

42.26 45.01 
5. 33 3.41 

78.38 94.62 

28.68 25. 16 

21.58 16.63 
8.29 3.79 

15.84 11.06 
6.89 3.78 
24.93 14.6 

12.91 13.58 
23.04 23.01 
12.58 23.51 

150.54 78.9 
18.7 13.7 

33.71 24.08 
19.48 10.3 
10.44 3.85 

24.99 23.29 

26.92 27.74 
13.29 7.49 
25.88 22.98 
15.66 7.83 

6.91 3.79 
6. 59 



5.68 
23.83 
4.21 
5.91 



NT2RP2002487 8.46 11.73 16.26 

NT2RP2002498 12.42 14.56 14.54 

XT2RP2002S03 38.54 26.71 38.28 

NT2RP2002504 10.58 It. 45 20.66 

NT2RP200251Q 35.82 27.78 

NT2RP2002520 21.45 



36. 1 23.32 35.4 



NT2RP20O2537 
NT2RP2002542 
NT2RP20O2546 
NT2RP2002549 
NT2RP2002564 
NT2RP2002S91 
NT2RP2002595 
NT2RP2002602 
NT2RP20O26O6 



13.08 



14.75 23.1 

12.39 14.79 

68.44 80.08 72.33 
14.88 18.98 17.6 

14.96 11.64 16.89 

39.56 26.21 34.95 

42.59 28.9 37.43 

5.68 8 12.85 

54.53 55.87 75.68 
12.52 13.19 14.5 



KT2RP2002609 11.6 17.33 13.31 

14 10.22 19.04 

11.85 9.77 15.54 

NT2RP2002643 11.04 6.19 16.62 

NT2RP2002672 6.88 6.19 9.33 



4.9 

28.1 

6.31 
10. 28 
14.47 
29.33 

6.82 

8.99 

30 21.32 

7.13 2.17 

6.08 1.82 

8.26 2.91 

26.73 13.63 

9.08 3.28 

11.78 4.98 

14.3 15.74 

36.97 26. 13 

9.47 10.7 

25.78 25.92 

16.61 13.24 

20.75 25.32 

11.93 9.58 

10.65 13.69 

74.6 46.95 

15.64 9.66 

10.43 8.76 

20.11 17.81 

32.97 30. 51 

9.34 7.39 



8.04 

9.29 
7. 99 



74.73 
59.86 
3.35 
11.7 
39.83 
3.41 
65.25 
22.07 
25.15 
3.9 
11.47 
4.59 
14.24 
12.04 
26.57 
8.23 
96.99 
14.18 
25.61 
12.83 
9.51 
27.25 
16.77 
7.83 
32.97 
11.84 
4.83 
3.7 
3.5 
26.16 
4.31 
7.17 
10.67 
28.89 
4.26 
4.37 
18.74 
3.83 
4. 35 
3.02 
23.54 
4.87 
7.15 
13.48 
31.51 
9. 29 
21.7 
8. 38 
20.27 
7.87 



6.1 

17.77 

25.24 
5.51 

46.71 
9.8 

14. 55 
9.59 
5.01 
6.59 
4.36 



64.57 
111.82 
4. 38 
14. 39 
12. 23 
3.43 
53.25 
20.58 
34.54 
4.57 
26.86 
5.56 
10.77 
9.7 
18.83 
20.01 
77.36 
19. 97 
33.57 
10.02 
5.62 
22. 52 
8.08 
6.29 
22.31 
19.13 
4.84 
6.54 
0.24 
15.67 
2.1 
4.61 
7.29 
38.27 
5. 54 
5.91 
18.69 
3.89 
4. 32 
6.2 
27.01 
3. 36 
5.71 



29. 92 
14.06 
27.42 
8.62 
8.5 
49.02 
6.06 
5.02 
18.21 
25 
5.35 
59.72 
13.98 
10.05 
7.56 
3.35 
3.63 
3.64 



82.95 98.67 

74.79 70.77 

2.62 2.3 

13.9 16.1 

52.49 39.63 

5.73 5.85 

57.27 56.31 

21.22 23.01 

22.63 19.45 

3.45 2.91 

22.34 28.47 

4.76 5.16 

18.34 15.94 
17.76 13.48 

21. 9 22. 12 
17.31 

60.86 55.61 
22.13 17.3 
27.11 23.57 

9. 38 6. 36 

11.16 9.83 

32.61 25.31 

18.25 13.09 

6. 54 6. 53 

24.03 28.79 

18.4$ 18.7 

5. 13 5. 14 

4. 52 6. 36 
0.66 

15.8 20.33 

5. 36 5. 24 

5.21 4.74 

17.72 5.01 

34.35 51.45 
2.96 5.77 
5.66 5.8 

27.87 21.85 
4.18 
3.38 4. 15 

7.3 8.31 

26.72 27.62 

7. 1 3. 51 

5.33 8.37 

11.5 14.04 

37.76 40.27 

7.64 9.65 



28.5 
8. 59 
15.63 



29. 43 
12.04 
26.23 

7.96 

6.59 

39. 47 37. 92 

11.83 13.87 

9. 52 

24.98 19.23 

30.71 25.2 

4. 75 4. 31 

54.59 54.85 

12.61 14.58 

12.64 13.06 

12.06 11.33 

5. 97 7.64 

6.53 4.9 

6.54 3.29 
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NT28P2002673 
NT2RP2O02674 
NTZRP20O2686 
NT2RP2002688 
HT2RP2002695 
NT2RP2002701 
NT2RP2002706 
NT2RP2002710 
NTZRP2O0Z7Z1 
NT2RP20027Z7 
NT2RP2002734 
NT2RP2O02736 
NT2RP2O0274O 
NT2RP200Z741 
NT2RP200Z750 
NT2RP2O027S2 
NT2RP2002753 
NT2RP20QZ760 
NT2RP2002769 
NT2RP2002778 
NT2RP2002791 
NT2RP2Q02800 
NT2RP2002805 
NT2RP2002811 
NT2RP2002824 
NT2RP2O02839 
NT2RP2002845 
NT2RP2002857 
NT2RP2002862 
NT2RP2002880 
NT2RP2002885 
KT2RP20Q2891 
NT2RP20029O7 
NT2RP2002925 
NTZRP2002927 
NT2RP2002928 
NT2RP2002929 
HT2RP2002934 
NT2RP2002939 
NT2RP2002942 
NT2RP20029S4 
RT2RP20O2959 
NT2RP2002974 
KT2RP2002976 
PiT2RP2002979 
NT2RP2O0298O 
KT2RP2002986 
HT2RP2002987 
NT2RP2002988 
NT2RP2002993 
NT2RP20030OO 
NT2RP2003008 
NT2RP2OO302O 
NT2RP20O3032 
NT2RP2003034 
NT2RP2OO3042 
HT2RP20O3O50 
KT2RP2O03OE0 
HT2RP2O03O73 
NT2RP20O3099 
NT2RP20O31O8 
NTZRP20031 
NT2RP2O03117 
NT2RP200312I 



103. 76 I 
28. 24 
20. 76 
13.92 
19.25 
4.75 
14.53 
30. SI 
7. 29 
6.54 
48.13 



9.71 
19.4 
23. 72 
S3. 6 
10.52 
12. 15 
73.48 
92.25 
10. 58 
21. SS 
57. 5E 
10.55 
13.01 
16.63 
7.61 
12.27 
11.78 
39.8 
68.2 
6.6 
7.27 
27.84 
8.14 
11.04 
14.93 
34. 38 
25.44 
16.49 
60.99 
14.37 
11.9 
27.97 
33.37 
34.44 
56.79 
8.8 
103.8 
13.55 
30.07 
23.19 
20. 38 
8.4 
16.62 
9.72 
7.27 
41.14 
13.62 
11.88 
IS. 8 
16.99 
140. 52 
8.58 
15.37 



11.24 114. IE 

27.69 14. 14 

27.04 31-. 72 

12.24 10 
14.55 23.17 

5.4 12.91 

15.48 22.22 

29.84 37.75 
6.84 7. 35 
9.38 10.59 

41.34 40.09 

9.47 8.91 

13.22 23.87 

17.52 33.51 
50.03 E4.42 

9.47 15.12 

11.11 17.25 
81.4 101.38 

85.07 85.98 
7.74 8.45 

17.69 24.67 

44.68 67.26 

19.25 27. S4 
13.43 18.S1 
12.33 20.93 

6. 4 5. 94 

9.25 11.68 

16.15 14.57 
48.81 41.43 
65.99 77.82 

7.46 15.43 
7.43 13.2 

27.28 39.25 

12.06 8.92 

11.53 9.75 

19.65 15.07 

37.86 32.48 

20.87 30.69 
24.31 21.25 

80.16 86.43 
21.3 26.97 

10.85 14.73 

23.95 30.02 

27.08 30.74 
28.83 35.03 
52.53 62.74 

8.37 8.86 

100.12 86.59 

24.45 23.43 

31.12 32.86 
27.52 36.47 

21.66 17.68 
9.59 8.76 

21.12 22.97 

12.06 10.53 

8.68 12.91 

39.77 34.47 
10.73 6.38 

8.02 

18.78 12.88 
10.19 16.94 

119.44 125.07 
4.12 

11.96 21.6 



70.07 
21.08 
23.26 
14.56 
14.75 
6.52 
9.32 
21.5 
5.81 
7.9 
29.15 
9.58 
11.87 
16.7 
39.1 
8.58 
9.74 
101.02 
43.44 
8.8 
15.97 
27.41 
13.98 
12.19 
15.22 
5.9 
10.47 
14.65 
30.51 
51.13 
8.27 
9.04 
27. 93 
6.22 
8.5 
19.82 
20.14 
18.19 
14.42 
63.29 
15.75 
7.3 
18.63 
41.03 
24. 79 
67.66 
6.06 
73. 66 
8.39 
20.82 
14.21 
30.65 
9. 59 
11.47 
7. 37 
7.34 
22.7 
6.73 
7.53 
19. 36 
12.41 
149.82 
7.48 



45.09 
20.78 
22.04 
10.69 
11.8 
3.02 
11.09 
19.35 
4.84 
7.44 
43.09 

7.4 
7.31 
12. 26 
24.44 
15.15 
6.82 
88.73 
97.23 
4.88 
10.79 
29. 24 
23.59 

7.67 
10. 57 

4.06 

8.06 
30.41 
20. 27 
34.35 

7.08 

9.22 
20.22 

5.24 
11.71 
17.04 

17.6 
13.85 

15.1 
72.69 
10.45 

8.01 
11.35 
19.52 
13.64 
61.62 

9.31 
56.64 

5.16 
20. 33 
13.97 
16.58 

3.53 
10.11 
15.19 

5.07 
14.89 
19.61 

3.76 
10.86 

6.81 
106.25 

2.66 



85.59 
16.49 
15.33 
8.28 
15.12 
5.45 
8.76 
13.67 
2.96 
4.24 
31.56 
9.48 
11.43 
14.24 
35.(3 
3.88 
4.55 
62.2 
54.77 
4.14 
19.44 
35 
9.88 
8. 64 
ir.14 
3.3 
5 

11.09 
24.76 
43.94 
4.47 
4.71 
19.34 
3.39 
5 

17.08 
22.45 
16.46 
11.79 
51.11 
11.22 
4.57 
13.46 
40.87 
25. S3 
49.88 
3.85 
94.83 
5. 67 
19.14 
11.57 
30. 92 
4.92 
7.97 
4.72 
3.54 
22.18 
3.28 
4.73 
16.96 
13.81 
154.27 
5.97 
9.97 



7.4 
7.15 
9.08 
9.77 
6.84 
9. 34 
25. 07 
48.02 
4.01 
4. 88 
24.71 
2.57 
4.88 
11.05 
18.17 
17.37 

7. 22 
69. 34 

8. 24 
5.17 

21.06 
48.18 
28.21 
36.91 

4. 83 
99.25 

6.67 
25.73 
16.09 
20.83 

4.04 
7.7 

7.75 

6.69 
30.79 

5.01 

2.61 
13.15 

6.41 
145.7 

6.92 

7.29 



85.88 91. 14 

22.8 22.81 

8.68 8.13 

8.67 10.91 

15.77 21.62 
3.42 5. 6 

11.12 9.16 

15.23 13.68 
3.96 1.62 
5.05 3.6 
34.2 33. 11 
7.21 5.83 

11.24 13.39 
22.55 22.7 
36.29 30.98 

5.03 3.54 

8. 44 4. 88 

64.02 59.41 

14.78 19.89 
4.2 5.19 

15.96 17.2 

66.85 61.35 
10.07 7.75 



10.12 
9.37 
3.03 
S.98 
S.45 



7.7 
7.94 
3.13 
4. 06 

.... 5.36 

37.41 27.22 

65.53 66.61 
3. 85 3. 27 
7. 24 5. 8 

20. IS 30.92 

2.53 2.32 

3.47 4.87 

6.88 7.13 

27.25 31.67 

22.76 21.39 

8.55 7.99 

65.39 67.68 

9.15 9.35 

3. 69 3. 58 
14.1 .... 

35.03 46.65 

33.42 38.67 
45.4 40.52 
5.06 6.03 

107.73 109. 

7. 13 6. 

28.68 29. 

13.68 17. 

11.54 23. 
S. 43 6. 
9.72 7. 
4.61 t 
5.74 4. 

33.73 32. 

3. 28 4. 

3.98 5.14 

11.19 10.41 
10. 09 7. 95 

152.43 149.71 

5.37 

7.74 
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N72RP2003125 
NT2RP2003127 
HT2RP200M29 

mmmm 

NT2RP2003138 
NT2RP2003146 
NT2RP2003148 
NTZRP2003J50 
NT2RP2003157 
NT2RP20O3158 
NT2RP20031S1 
NT2RP2003164 
KT2RP2003165 
HT2RP2003177 
NT2RP2003179 
HT2RP2003194 
HT2RP2003206 
NT2RP20O3210 
NT2RP2003227 
NT2RP2003228 
KT2RPZOO3230 
HT2RP200323I 
HT2RP20O3237 
NT2RP2003239 
NT2RP2003243 
NT2RP2O0326S 
NT2RP2003267 
NT2RP2003272 
NT2RP2003277 
NT2RP2O03280 
NT2RP2003286 
NT2RP2003293 
NT2XP200329S 
KT2RP2003297 
NT2RP2003300 
NT2RP2003302 
NT2RP2003307 
NT2RP20033Q8 
WT2RP2003311 
NT2RP2003329 
NT2RP2003339 
NT2RP2003345 
NT2RP2003347 
NT2RP2003367 
NT2RP2003369 
NT2RP20033B3 
NT2RP2003390 
NT2RP2003391 
NT2RP20Q3393 
NT2RP2003394 
NT2RP2Q03401 
NT2RP2003403 
NT2RP2003433 
NT2RP2003445 
NT2RP2003446 
NT2RP2003456 
KT2RP2003466 
KT2RP2O03469 
NT2RP2003470 
KT28P2003471 
HT2RP2003480 
NT2RP2003485 
KT2RP2003499 
NT2RP2003S0S 



148.62 
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NT2RPZ004U4 8. 26 7 

N72RP2004425 10.2 6.28 

NT2RP2004447 7.9 4.2 

NT2RP2004463 53.44 48.94 

NT2RP2004476 18.45 12.53 

NT2RP2004488 10.21 10.37 



NT2RP2004490 6.88 
NT2RP2004495 59.84 



NT2RP2004512 
NT2RP2004523 
HT2RP2004524 
NT2RP2004536 
NT2RP2004538 
NT2RP2004548 
NT2RP2004551 
HT2RP2004556 
NT2RP2004568 
NT2RP2004580 
NT2RP20O4585 
HT2RP2004587 
NT2RP2004SS4 
NT2RP20O4S00 
NT2RP20O46O2 
NT2RP2004606 
HT2RP2004614 
NT2RP20O4648 
NT2RP20O465S 
NT2RP2004664 
HT2RP2004670 
NT2RP2004675 
HT2RP2004681 
NT2RP2004689 
MT2RP2004709 
HT2RP2004710 
NT2RP2004721 
N72RP2004736 
NT2RP2004743 
NT2RP20O47S0 
NT2RP2004755 
NT2RP2004767 
NT2RP2004768 
IIT2RP200477S 
NT2RP20047S1 
HT2RP20O4794 
NT2RP2004795 



17.42 8.07 

26.61 22.99 

21.22 18.85 

39.58 17.04 

145.51 113.79 

21.33 25.87 

8.55 11.05 

107.44 116.09 

25.54 15.99 

28.48 22.84 

104.19 75.97 

7.64 7.71 

9.49 13.7 

11.79 11.86 

16.85 24. 33 

282.85 252.35 

9.31 7.04 

12.5 37.87 

27.02 40.5 



KT2RP2004933 
KT2RPZ004936 
HT2RP2004951 
HT2RP20049S9 
KT2RP2004961 



12.3 
9.81 
22.26 
11.82 



5.34 26.14 

38.28 22. IS 

23.78 32.41 

16.3 9.83 

12.51 12.2 

18.86 18.19 

59.2 56. 12 

27.3 33.26 

16.81 19.28 
39.27 17.22 

10.4 6.35 
35.3 37.93 

54.46 52.25 

16.82 13.04 



46.52 

20.72 
7.21 
19.09 
15.6 

45. 23 
23.94 
13.58 
11.96 
52.11 
18.38 
26.09 
29.36 
37.57 

134.59 
20.88 
18.95 

IIS. 3# 
32.04 
30.46 

102.59 
10.73 
13.53 
12.42 
21.89 

268. 41 
11.06 
41.62 
41.28 
15.06 
9.6 
25.45 
14. 89 
16.38 
35.75 
33.69 
18.51 
14.69 
16.11 
63.52 
34. 09 
18.07 



NT2RP2004799 16.76 14.17 
NT2RP2004802 
NT2RP2004810 
NT2RP2004816 
KT2RP2004837 
NT2RP200484 
NT2RP2004847 
NT2RP2004861 
KT2RP2004897 



30.61 
55.01 
12.28 



34.82 
32.8* 
19. S 
45.24 
6.78 
8. 52 

HT2RP2004932 11.96 10.46 



8.78 7.42 

9.66 18.67 

8.57 7.11 

12.5 13.61 

15.97 14.64 



NT2RP2004962 15.99 15.58 
NT2RP20M966 6.94 8.72 



28. < 
15.81 
43.25 
59. 56 
16.28 
14. 52 
41.16 
17.35 

43.2 
59.21 
17.04 
59.59 
10.74 
10.02 
13.81 
14. 62 
21.72 
15. 72 
22.18 
23.99 
20.13 

7. 55 



39.11 
26.06 
7.75 
7.43 
7.23 
51.07 
14.93 
8.53 
10.41 
47.08 
11.03 
20. 55 
17.14 
26.29 
95. 27 
16.6 
8. 38 
100. 64 
18.77 
23.04 
102.16 
6.38 
10.94 
9.8 
13.29 
181.43 
6.07 
14. 38 
26.01 
9.64 
6.17 
19. 55 
8.26 
16.38 
22.32 
19.19 
7.64 
12.94 
11.52 
47.6 
17.59 
14.61 
49. 02 
7.59 
33.95 
37.23 
12. 97 
9.03 
46.78 
9.03 
16. 85 
31.78 
13.83 
31.54 
6. 21 
7.86 
9.34 
6.21 
10. 34 
9.26 
6. 53 
12.05 
13.9 
5.31 



16.74 
1.9S 
3.36 
2.9 

I. 76 
39.96 
16.73 

5.46 

4.06 
29.44 

4.08 

9.S6 
12.55 
26.05 
89.81 
11.36 

5.63 
83.01 

7.42 
12.01 
96.71 

2.94 
10.06 

6.39 
12.49 
249. 55 

2.67 

8.31 
23.69 

6.17 

5.86 
10. 99 

5.82 
9.9 

II. 28 
16.47 

2.48 
8.12 
9.54 
43.74 
21.76 
10.15 
23.23 
3. 37 
20.1 
24. 39 
8.52 
7.47 
39.32 
6.57 
15. 68 
19.92 
8.03 
30. 59 
2. 52 
4.8 
4.73 
3.1 
4. 39 
2. 32 
5.09 
7.35 
10.21 
3.88 



16.35 
8.17 
2.32 
4.39 
4.51 
24.66 
11.7 
7.65 
3.06 
39.52 
6.19 
18.73 
10.77 
14. 38 
81.41 
9.17 
4.59 
68.21 
18.63 
15.3 
82.97 
4.03 
5.96 
8. 89 
8.02 
245.26 
4.48 
11.65 



13 
5. 52 
2.45 
11.73 
3.58 
10.44 
19.42 
14 
4.31 
6.27 
6.56 
38.38 
19.12 
10. 32 
30.46 
4.94 
16.04 
16.04 
3.96 
5.55 
30. 76 
4.19 
3.1 
27.08 
5.66 
31.44 
2.33 
3.34 
6.48 
2.23 
7. 29 
5.42 
6.63 
8.71 
9.93 



21.28 23.23 
8.89 4.91 
8.71 6.3 
7. 1 5. 14 
4.43 8.04 

38.74 19.02 

16.21 16.49 
8.97 6. 18 
6.4 5.15 

53.9 45.74 
1.75 5.77 

12.96 22.93 

11.27 10.59 

14.91 28.86 



118.33 

14.62 15.2 

5.77 5.04 

138.61 66.34 

9.21 19.06 

24.34 30.63 

64.51 65.78 

2.08 3. 66 

7.18 7.17 

9.84 7.14 

12.27 7.59 



2.65 4.39 

3.26 4.14 

17.4 17 

5.62 7.61 

10.84 15.98 

7.33 20.31 

10.16 17.13 

3.84 6.3 
5.93 10.36 
6. 31 8. 72 

59.22 63.07 

17.05 12.23 

11.83 8.67 

23.63 20.93 

1.86 3.35 

17.4 29.11 

14.21 17.04 

6.33 6.26 

2.73 2.76 

28.53 29.92 

8.85 4.21 
S.7 11.84 

12.99 11.53 

4. 26 5. 92 

43.02 39.63 

3.42 5.23 



2.33 
4.87 
3.41 
2.62 
3.11 
3.92 
10.28 



3.07 
3.86 
1.97 
3.9 
6.13 
5.67 
8.72 



25.45 
6. 36 
5. 47 
4.24 
S. 17 
17.11 
14. 59 
4.15 
3. 37 
40.44 
3.87 
30.09 
14.5) 
19. 32 
132. 33 
15 
6.54 
73.2 
44.48 
24.49 
63.06 
11.64 
14.25 
9.81 
7.04 
158.13 
6.4 
22. 59 
13.87 
2.54 
2.42 
31.58 
5.68 
14.64 
16.27 
21. ' 



9.61 

62.81 
8.96 
9. 96 

17. 76 
3.03 
27.1 

17.83 
8.64 
3.58 

38.26 
4.39 
0. 57 
9.41 
8.44 

29.66 
3.33 
4.66 
6 

1.54 
3.25 
4.04 
5.43 
8.04 
9.69 
2.89 
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NT2RP20O4967 
NT2RP2004974 
NT2RP2004978 
NT2RP2004982 
NT2RP2004985 
NT2RP2004999 
NT2RP200500O 
NT2RP2005001 
NT2RP2005003 
NT2RP20O5012 
NT2RP200S018 
NT2RP200S020 
NT2RP2005022 
NT2RP2005027 
NT2RP2005031 
NT2RP200S037 
NT2RP2005038 
NT2RP2005048 
HT2RP2005069 
»fT2RP2005073 
NT2RP2005097 
NT2RP2005108 
HT2RP2005116 
NT2RP200S126 
NT2RP2005135 
NT2RP200S139 
HT2RP2Q05140 
NT2RP2005144 
KT2RP2005147 
KT2RP200S148 
NT2RP200S1S9 
NT2RP2005162 
NT2RP2G0S163 
NT2RP2005168 
MT2RP20051SI 
NT2RP2005204 
NT2RP2005219 
NT2RP200S227 
NT2RP2005237 
NT2RP2O05239 
NT2RP2005247 
KT2RP2005254 
NT2RP2005270 
NT2RP2005276 
NT2RP2005287 
NT2RP2005288 
NT2RP2005289 
NT2RP2005293 
NT2RP2005315 
HT2RP2005322 
NT2RP2005325 
NT2RP200S336 
NT2RP2005343 
NT2RP2005344 
NT2RP2005347 



IS. 8 
8.02 
14.12 
4.88 
209.85 
16.04 
9.18 
18.08 
15.88 
40.61 
6.29 
138.98 
8.77 
53.46 
6.85 
16.82 
6.96 
39.21 
79.3 
67.78 
10.25 
13.57 
11.75 
21.43 
10.21 
4.47 
10.93 
13.73 
22.69 
19.34 
9.52 
14.54 
25.5 
10.58 
4.05 
14.87 
24.24 
12.24 
103. 35 
4.86 
22.45 
36.5 
25.5 
40.6 
16.9 
6.35 
19. 76 
9.79 
15.84 
33. 55 
54.2 
20. 36 
12.61 
6.04 
7.59 



NT2RP2005354 41.58 

NT2RP2O05358 43.39 

NT2RP200S36O 11.79 

NT2RP2005378 29.24 

MT2RP200S391 8. 87 

HT2RP2D05393 18.88 

KT2RP2005407 7.79 

NT2RP2005419 14.03 

NT2RP2005425| 22.13 



14.08 15.99 

8.78 7.74 

27.31 13.7 
6.54 10.22 

195.75 215. 75 

12.97 26.42 

10.25 11.07 
20.79 40.06 

14.42 15.05 
57.66 43.(1 

10.32 12.32 
109.02 105.29 

8.01 12.34 

62. 9 53.33 

8.81 9.58 

18.46 19.47 
8.98 

28.46 29.89 

47.14 64.37 
54.66 62.54 

7.51 14.59 

11.63 13.11 
10.87 12.14 
28.84 28.25 
11.92 11.29 

5.9 6.41 
7.52 

10.54 13.89 

15.06 21.74 
14. 98 12. 3 

7.06 9.83 

12.5 16.31 

37.52 33. 86 

6.62 14.16 

2.99 8.75 

10.24 20.73 

19.15 32.19 
9.75 17.91 

89.54 103.29 
6.22 

26.01 32.27 

15.86 25.1 

13.21 29.5 

21.43 40.17 

10.22 25. 14 
8. 09 8. 85 

15.26 21.43 

11.07 10.95 
21 21.65 

31.7 65.28 

44 55.99 

12.98 27.96 

22.98 14. 15 
8.8 10.41 
13.3 8.99 

40.59 43.7 

32.77 43.03 

10 18.74 

21.46 29.8 

18.64 25.48 
11.72 17.99 

10.99 12.03 
13.17 13.95 
23.63 29.77 



Table 433 

13.12 6.04 9.98 
5.74 3.27 3.73 
11.96 4.65 6.79 
4.28 1.48 0.85 
166,58 153.94 208.41 
17.44 8.41 10.32 
6. 99 2. 87 3. 26 
15.62 11.69 13.08 
11.32 5.53 6.52 
20.05 11.76 16.65 
7.2 3.34 4.91 
97.72 59.61 79.54 
5.07 
56.5 
3.36 
2.93 
3.49 



6. 47 



4. 36 
7.2 2.46 
31.24 22.21 43.14 
36.64 18.08 20.34 
70.16 48.08 
6.49 1.21 
5.69 
4.17 
6.89 
3.02 
3.02 
3.55 
4.49 
5.61 



10. 24 
14.77 
12.06 

5. 94 
7.58 
8.29 

11.07 
16.32 
13.34 
14. 53 
15.82 
11.05 

6. 74 
15.12 
26.01 
17. 67 



81.7 
4.7 
6.68 
4.29 
5.64 



7.5 



5.14 
7.94 

13.92 18.66 
5.89 
2.11 

7.06 10.51 
12.29 
5.27 

128.64 70.44 96.83 

8.57 2.23 3.55 

14.24 19.04 

11.36 15.24 

9.93 13.53 

14.43 16.86 
7.29 
3.43 



32.43 



7.18 3.2 

14.2 10.57 10.92 

8.57 5.47 3.14 
20.97 8.72 

25.82 25.53 26.43 

38.68 30.92 29.07 
7.87 
5.77 
3.18 
4.35 



11.35 



9.01 



11.01 
11.99 
15.21 
12.44 
9.14 
13.78 
16.49 



3.71 
4.03 
29.41 
50.49 
7.24 
7.48 
9 

10.75 
6.4 
12.37 
16.5 



11.43 
5.44 
4.16 

I. 99 
198.37 

9.65 

5.46 
12.25 
11.83 
21.02 

3.54 
117.66 1 

4.96 
33.74 : 

3. 46 

2.65 

4.34 
32.34 - 
23.96 
55.95 

3.75 

5.31 

7. 43 

7. 77 

9. 29 

4. 16 
3 

1.84 

5. 53 
18:68 

4. 36 

8. 72 
24.95 

4.83 

1.74 

II. 01 
21.03 
11.51 
81.16 

3.5 
34.79 

5. 51 
11.24 
10.58 

8.33 

4.54 
15.53 

6.98 



12.91 9.85 
2.35 2.1 
9.57 4.35 
1 1.83 
224.84 192.82 
18.31 9.11 



13.4 
14. 38 
18. 94 
10.99 
7.81 
4.76 
4.9 
26.2 
63.9 
3.72 
6.73 
4.05 
12.61 
4.56 
11.42 
26.07 
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NT2RP2005429 
HT2RP20O5436 
KT2RP2005441 
NT2RP2005442 
NT2RP2005444 
NT2RP20054SJ 
NT2RP2005457 
NT2RP2005458 
NT2RP2005463 
NT2RP2005464 
NT2RP2005465 
NT2RP2005472 
NT2RP2005476 
NT2RP20O549O 
NT2RP2005491 
NT2RP2005495 
NT2RP2005496 
NT2RP2005498 
NT2RP20OSSO1 
NT2RP20OS5O6 
NT2RP2 005509 
NT2RP20055I4 
NT2RP2005520 
NT2RP200S525 
NT2RP2005531 
NT2RP200553S 
NT2RP2005539 
HT2RP2005540 
NT2RP2005541 
NT2RP2005S49 
NT2RP20055S5 
NT2RP2005557 
NT2RP2005581 
NT2RP2O05S86 
NT2RP20Q5597 
NT2RP20OS6OO 
NT2RP2005605 
NT2RP2005614 
NT2RP2005620 
HT2RP2005622 
NT2RP2005632 
NT2RP2005635 
KT2RP2O05637 
NT2RP2Q05640 
HT2RP2005645 
NT2RP2O05651 
NT2RP2005SS4 
NT2RP200S666 
NT2RP2005669 
NT2RP2O0567O 
NT2RP2005671 
HT2RP200567S 
NT2RP200S683 
NT2RP2O0SS9O 
NT2RP2005694 
NT2RP200570J 
NT2RP200S712 
NT2RP2O05719 
NTZRP2005722 
NT2RP2005723 
NT2RP200S726 
NT2RP2005729 
NT2RP200S731 
NT2RP200S732 



20.77 
21.72 
12.34 
100.99 
44. 56 
6.3 
65.08 
19.63 
26.71 
28.8 
8.44 
156.47 
18.49 
38.19 
79.97 
8.67 
40.82 
14.64 
15.01 
386.46 
12.93 
15.12 
125.71 
11.61 
6.49 
28. 78 
7.33 
16.33 
14.69 
11.12 
16.74 
15.1 
28.08 
16.13 
S.89 
10.61 
53.68 
9.49 
17.66 
16.16 
24.79 
41.82 
8.32 
15.46 
23.93 
27.47 
13.13 
12.61 
15. 23 
7.59 
8.66 
53.41 
12.5 
7.16 
13.45 
21.29 
5.67 
17.92 
24.17 
11.76 
13.16 
20.35 
4. 25 
64.72 



13.41 18.06 

127.25 179.85 

17.23 18.6 

48.01 41.98 

62.21 87.46 

12.67 12.73 

33.68 40.13 
10.07 20.28 
11.26 15.06 

291.76 402.21 

15.67 24.29 

18.77 16.43 

88 119.54 



7. 34 
52.91 
10. 07 
10. 99 
16. 55 



21.59 16.99 
31.3 47.35 



10.24 14.43 



6.5 6.73 
12.64 12.02 



12.75 
8.38 
6.34 



Table 434 
28.87 19.9 22. 

15.82 10.49 It. 
6.82 3.95 2.88 

85.22 107.34 64.16 

45 41.48 37.39 
6. 26 

51.25 79.76 59.93 
12.24 12.61 6.33 
21.35 13.39 

16.26 12.23 
10.55 9.11 
146.2 122.26 139.88 
15.08 8.51 7.62 

41.4 60.4 46.27 

43.7 46.69 33. 15 
8.05 5.23 3.12 

35.53 16.36 22.99 
8.15 3.71 0.94 
10.4 6.02 5.78 

469.63 426.17 208.66 
8.78 9.8 9.01 
9. 09 

107.31 84.59 104.73 
11.91 8.22 5.77 

5.65 2.65 
18.42 7.97 

8. 51 6. 39 

9.77 17.11 
13.02 7. 16 

9.08 7.83 5.49 

10. 59 10.43 7.67 
10.06 7.31 4.94 

26.59 10.92 19.41 

8.84 4.94 6.39 

7.01 1.89 3.66 

8.41 8.29 5.16 

30.27 27.97 29.06 
6.5 3.69 4.19 
7.1 2.87 

9.98 5.85 

24.01 11.37 16.72 

47.22 30.84 66.01 



0.74 



8. 57 
14.33 
10.6 
15.98 
6. 36 
7.56 
12.86 
7. 09 
6.17 



7.31 
8.68 
13.54 
7.41 
8. 92 
22.5 
8.9 
13.17 
11.64 
5.17 



4.47 
13.4 
S.84 



6.24 
6.41 

88.08 

11.13 
3.76 
4.46 
7.23 
3.04 

13.08 
9.89 
7.12 

10.58 
5.78 
0.69 



91.69 67.12 83.97 



3.88 5.58 
56.06 96.44 
33.32 34.33 



11.36 



11.08 

4.05 

5. 69 

141.98 194.05 

10.76 9.58 

36.8 25.85 

42.26 41.55 
3.29 2.22 

49.27 41.88 
3.15 5.06 
5.37 7.88 

248.04 333.44 

11.69 14.68 

5.07 6.13 

102.45 122.23 

J. 77 4.63 



3.63 
8.14 
8.57 
4.44 
5.08 
4.36 
21.24 
7.07 
4. 02 
5.97 



7.89 
5.01 
22.78 



7.43 
8.81 
3.98 
3.39 
46.13 
12.51 
6.01 
6.63 
9.96 
4.59 
4.64 
8.38 
5.8 
7.85 
12.25 
1.06 



6.32 
7.49 
5.41 
7.42 
47.46 
11.13 
4.75 
6.81 
8.67 
2.86 
11.29 
12.95 
6.31 
8.96 
8.44 
1.65 



27.5 
15.31 

7.88 
76.81 

40.3 

2.65 
47. 82 
11.01 

8.93 
13.81 

5.88 
159 

6.82 
27. 98 
39. 38 

4.63 
52.93 

7.24 
6.8 
241.6 
14.73 

3.95 
104. 75 

4.84 
1.4 
16.38 

4.88 

4.41 
7 

5.21 
3.67 
4.73 
23.29 
6.9 
1.82 
3.47 
26.25 
2.63 
3.37 
3.54 
12.69 
30.82 
5. 54 
12.67 
9.16 
24.88 
5.28 
9.59 
8.17 
8.38 
4.35 
45.27 



5.81 
8.01 
7.38 
2.66 
9. 06 
9.48 
6. 59 
10.35 
10.44 
0.86 
67. S3 
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NT2RP2005737 
KT2RP2005741 
NT2RP2005748 
NT2RP20057S2 
NT2RP2005753 
NT2RP2005763 
HT2RP20057S7 
NT2RP2005773 
NT2RP2005774 
HT2RP2005775 
NT2RP2005781 
NT2RP2005784 
NT2RP2O0S789 
NT2RP2C0S799 
NT2RP2005804 
HT2RP2005812 
NT2RP200S815 
NT2RP2005835 
NT2RP200S841 
NT2RP200S853 
HT2RP2005857 
NT2RP2005859 
NT2RP200S860 
NT2RP2005863 
MT2RP200S8S8 
NT2RP2005876 
KT2RP2005878 
NT2RP2005883 
HT2RP20C5B86 
NT2RP2005887 
NT2RP2005890 
NT2RP20CSSO1 
KT2RP2005902 
NT2RP200S908 
NT2RP200S927 
NT2RP2005933 
NT2RP2005941 
KT2RP2005942 
NT2RP2005946 
NT2RP20O5970 
NT2RP2005980 
NT2RP200S994 
NT2RP200S0B4 
NT2RP2006013 
NT2RP20O6023 
NT2RP2006028 
NT2RP2006038 
NT2RP2006042 
NT2RP2006043 
NT2RP20060S2 
KT2RP2006057 
KT2RP2006064 
NT2RP2006068 
NT2RP2006069 
NT2RP2O06O71 
HT2RP2Q06090 
NT2RP2006092 
NT2RP2006097 
NT2RP2006Q98 
NT2RP2006099 
NT2RP2006100 
NT2RP20O6103 
KT2RP20061O6 
NT2RP2O06127 



61.08 
8. 17 
8.36 
31.75 
34.44 
8. 78 
8.89 
53.73 
13. 75 
12. 13 
39. 68 
30. 34 
16.92 
11.23 
108.7 
6. 56 
2. 78 
26. 87 
22.25 
18.13 
11.03 
12.15 
0. 96 
8.01 
5. 66 
29. 94 
17.4 
9. 58 
109.48 
12.65 
11.6 
11.96 
4.82 
24.41 
7.88 
14.92 
10.69 
10.35 
8.12 
73.5 
7.01 
12.99 
7.54 
11.06 
79.4 
23.13 
4.35 
15.45 
17.81 
12.36 
7 

31.45 
7.85 
10. 49 
12.09 
10.61 
15.25 
52.21 
13.67 
65.92 
14.09 
6.26 
48 
6.5 



46.51 
4.22 
5.27 

22.62 



Table 435 
57.66 30. 52 54.9 
8.13 3 
8.19 171 
14.99 13.75 18.04 



8.69 15.86 
61. 68 69. 19 



97.93 105.55 
9.52 8. 36 



5.77 
8. 99 
10.09 
9.36 44.21 



18.11 
3.68 
5.67 



86.27 131.02 
18.34 15.15 
13.15 14.84 



33.24 26.02 
6.76 3.85 
7.42 5.16 

40.66 32.98 33.21 

16.31 7.06 7.63 

13.73 4.82 6.66 

24.73 22. 4S 22.65 

17.54 13.38 14.34 

17.16 13.64 7.39 

10.01 3.28 4.24 

76.62 70.98 67.98 

6.62 4.2 4.89 

5.34 2.94 2.66 

18.31 16.79 16.79 

20.49 14.43 16.92 
12.41 10.18 
4.51 
7.93 
2.31 
6. 66 
4.39 

25.04 19.27 15.81 
15.86 10.5 
8. 93 6. 54 



7.42 
11.24 
4.74 
7.45 
11.28 



IS. 27 
5.49 
23.56 



14.95 
5.62 
59.06 

6.48 15.44 

15.67 28.13 

8.58 13.22 
10.52 11.7 

19.6 14.91 

72.19 81.01 
5.07 

9.14 13.53 

4.47 13.06 
6. 58 20. 3 

60.83 74.67 

26.87 22.92 
4.75 6.83 

13.74 13.53 

13.76 15.29 
8.55 16.5 

6.58 13.05 
32.66 33.8 

6.5 16.27 
8.04 9.64 

22.31 12.61 

10.59 22.59 

7.07 12.08 

101.2 64.35 
12.41 21.3 

60.33 80.23 

12.17 17.63 
4.22 7.72 

36 55.68 
4.86 5.96 



1.32 
4.86 
1.31 



7.61 



5.47 
5.32 
6.55 
3.69 



9. 59 

6.76 
10. 18 

9. 24 
23.37 

8.31 
12. 37 

7.84 

8.52 

5.77 6. 58 

50.77 49.15 

6.68 2.11 

7.59 4.09 

6.53 2.59 

11.12 5.96 

51.53 34.64 38.07 



3.9 



16. 
4.07 
9.24 
13.7 
5.69 
6. 99 



6.75 
10. 26 
7.62 
13.1 



14.85 6.15 

76.5 49.76 

9. 6 8. 02 

5.83 3.58 

34.38 35.82 

5.76 1.93 



12.58 
1.31 
8.86 
7.47 



2. 89 

7.27 
4. 75 



80. 55 


70.19 


69.8 




t 


+ 


3.62 


4.85 


3.95 








3.45 


4. 51 


7.44 








15.51 


16.74 


18.45 


* 


t 


- - 


26.19 


25. 32 


15. 55 








4. 32 


5.6 


4.17 




t 


- 


6.13 


4.89 


5.16 








37.38 


30. 92 


21.66 


** 


tt 


- - 


18.33 


17.56 


17.06 








4.04 


6.6 


5.74 








9.91 


16.91 


23.06 








11.13 


13.26 


15.12 








8.95 


14. 02 


9.78 








3.37 


6.03 


3.88 




tt 




110.4 


84.7 108.91 


** 




_ 


5. 32 


2.9 


2. 58 




t 


_ 


4.39 


4.52 


4. 97 








10.34 


14.43 


39. 55 


t 




_ 


11.4 


11.65 


18. 51 


t 


t 


_ _ 


9.88 


13.51 


11.3 






_ 


4.21 


5.92 


5.5 


t 


** 


_ _ 


8.29 


8.94 


6.43 






_ 


1.34 


1.77. 


1.13 








7.67 


5.36 


4.12 








7.63 


5.42 


5.14 








14. 52 


17.33 


37. 26 








9.96 


17.05 


21.58 








3.43 


11.45 


8.28 








77.39 


72 


86.69 








3.8 


5.68 


5.07 




tt 


_ _ 


4.7 


5.77 


4. 32 


tt 


tt 


_ _ 


6. 42 


5 


5.8 


t 


tt 


_ _ 


4.9 


8.33 


5.18 








18.41 


25.09 


27.9 








3.45 


5.76 


4. 29 








4 


6.32 


4.28 




t 


_ 


2.9 


4.82 


2.65 


t 


tt 


_ _ 


3.66 


4.6 


2.9 


t 


tt 


_ _ 


4. 94 


4.86 


6.09 








67.44 


62.72 


62.64 




t 


_ _ 


3.31 


3. 86 


4.51 






_ 


2.32 


3>1 


4. 52 


* 


tt 


_ _ 


2.72 


2.9 


3.13 








2.76 


11.94 


3.04 








64.39 


76.12 


79.93 


t 




_ 


6. 52 


8.45 


15.41 




tt 


_ _ 


1.09 


0.16 


1.4 




tt 


_ 


5.34 


6.22 


7. 22 






_ _ 


9.41 


5.9 


5.89 




tt 


- 


2.78 


3.7 


3.31 


t 


t 


- - 


1.7S 


3.57 


2.95 




t 


- 


6.36 


7.35 


7.36 


t 


tt 


- - 


2.88 


4.02 


3.43 








2.28 


1.16 


1.94 


* 


tt 


- - 


3.44 


3.17 


3.04 




* 


- 


5.24 


4.28 


5.3 








13.15 


8.79 


8.66 








25.59 


53.43 


52.7 








> 5.13 


8.68 


3.6 








1 73.49 


73.17 


78.2 








r 4.01 


5.07 


4.89 




tt 




5 2.74 


2.72 


2.55 




t 




» 24.01 


21.59 


18.79 




* 




5 3.78 


1.37 


2.06 




t 
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NT2RP2006134 
NT2RP20D614I 
NT2RP2006166 
NT2RP2006176 
NT2RP2006M1 
NT2RP2006184 
NT2RP2006186 
NT2RP2Q06196 
NT2RP2006199 
NT2RP2006200 
NT2RP2006210 
NT2RP2006219 
NT2RP2006224 
NT2RP2006237 
NT2RP2006238 
NT2RP2006258 
NT2RP2006261 
NT2RP2006269 
NT2RP2006275 
NT2RP200S282 
NT2RP2006302 
NT2RP2006312 
NT2RP20O6320 
NT2RP2006321 
NT2RP20O6323 
NT2RP2006333 
NT2RP2006334 
NT2RP2006338 
NT2RP2006339 
NT2RP200635S 
NT2RP2006365 
NT2RP2006374 
NT2RP2006393 
NT2RP2006394 
NT2RP20064OO 
NT2RP2006411 
NT2RP2006429 
NT2RP2006435 
NT2RP2006436 
NT2RP2006441 
NT2RP2006447 
NT2RP2006454 
NT2RP2006455 
NT2RP2006456 
NT2RP20064S4 
NT2RP20064S7 
NT2RP2006472 
NT2RP2006474 
NT2RP2006475 
NT2RP2006476 
NT2RP20O65O1 
NT2RP2006512 
NT2RP2006526 
NT2RP200S527 
NT2RP2006S34 



9.57 
13.6 
43.39 
17.92 
4.75 
64. 52 
8.19 
22.53 
9.01 
7.28 
90.78 
11.28 
12.75 
7.47 
10.52 
10.05 
8.38 
17.03 
46.12 
18.4 
17.18 
31.59 
41.28 
10.41 
7.58 
5.03 
7.94 
12.7 
S.41 
6.78 
5,27 
123.01 
22.69 
15.6 
8.82 
4.42 
2. 69 
1.14 
18.89 
3.24 
19.2 
8.01 
37.87 
12.66 
49.31 
7.41 
17.27 
5,31 
14.67 
21.17 
80.64 
10. 73 
12. 09 
4.41 
4.37 



S.9 
12.11 
7.01 
14. 34 
65.34 
12.86 
5. 92 
5.92 
17. 28 



6.53 
10.51 
37.58 
13.68 
8.83 
54.32 
11.92 
23.16 
9.11 
4. 32 
69.8 
20. 39 
19.13 
20.77 
14.31 
20. 38 
9. 18 
14.29 
39 
26.43 
26.6 
23. 04 
41.71 
9.33 
5.4 
7.52 
8.71 
9. 34 
4.31 
12.38 
2. 38 
124.5 
18.53 
11.55 
4.99 
4.9 
1.8 
1.44 
2S.8S 
5. 37 
14.3 
2.56 
46.16 
10. 34 
38.6 
7. 72 
35. 33 
10.55 
7.33 
14. 25 
47. 79 
9.4 
17.75 
6.17 
9.41 
9. 98 
8.37 
5.37 
12. 69 
49. 49 
9. 58 
15.24 
8. 92 
31.41 



12.45 
20.75 
47.62 
20.98 
6% 23 
63.63 
9.4 
21.9 
8.26 
9.53 
53.22 
17.51 
21.38 
9.96 
12.03 
11.9 
S.31 
15.32 
46.05 
24.55 
32.5 
41.51 
36.93 
12.86 
4.29 
4. 99 
7.64 
36.56 
4.61 
3.94 
4.32 
151.43 
23.1 
17.73 



5.24 



1.35 



Table 436 

11.76 2.26 6.54 
11.91 8.44 
23.75 15.94 
7.31 
1.81 

42. 14 32.28 42.22 

6.19 2.49 2.83 

14.52 7.82 10. 37 
8.72 4.43 
5.05 3.47 

55.44 37.83 25.49 

8. 1 14.35 6.63 
12.72 10.81 
S. 08 2. 48 
1.38 



6.71 3.4 
9.6 2.51 
11 5.59 
70.83 38.96 
13.47 12.52 
13.26 6.56 
9.42 5.96 
24.66 13.12 15.23 
10.26 2.43 
8.62 1.35 3.01 
5. 34 
6.47 
4. IS 
3.67 
2.59 
1.53 



4.46 
2.93 
3. 36 
1.66 



12 
11.08 
8. 38 
3.96 
29. 36 
8. 45 
18. 35 
13. 95 
39.71 
20.88 
70.84 
13. 37 
39.96 
8.31 
18. 42 
23.98 
67.54 
12.56 
22.2 
7.16 
7.99 
11.68 
13.04 
13.82 
22.07 
69. 38 
16. 76 
10.14 
7.57 
14.62 



7. 32 
6.37 
6.81 

5. 39 0. 85 

183.62 144.52 148.4 

17.79 6.84 13.61 

16.97 12.66 13.34 

4.15 11.24 



2.3 3.07 



1.17 



3.86 
23.03 
6.78 

21.17 15.45 16.45 



1.68 
1.28 
15.2 
3.47 



6.26 



3.2 3.65 



20.34 20.45 22.87 



11.22 
30.42 
8.13 
36.59 
9.45 
13.4 



5.29 5.49 
38.8 32.65 
6.48 4.56 
25.1 29.12 
7.02 
5.53 



5.79 
5.52 

17.93 10.29 15.83 
47.86 36.74 36.28 
6.68 7.05 
19.62 16.43 13.33 
1.84 
4.19 

11.28 5. 12 



7.48 



1.55 
2.96 
7.83 



3.26 11.04 
2.64 2.23 
4.74 



9. 23 
5.17 
44.65 
7.42 
3.97 
63.72 
2.18 
16.26 
6.19 
3.59 
20.22 
11.34 
17.87 
3 

2.55 
5.8 
2.42 
3.86 
37.5 
5.66 
5.28 



2. 1 
2.3 
2.16 
2.31 
2.74 
2.13 
137.08 
27.67 
9.59 
9.88 
2.25 
2.03 
1.25 
18.88 
5.5 
6.09 
3.95 
31.23 
7.54 
22.89 
10.4 
15.84 
7.91 
5.81 
16.59 
29.87 
3.87 
17.31 
3.51 
4.68 
10.34 
6.8 
3.56 
3.36 
47.98 



12.23 
7.47 

6.94 4.33 

45.6 41.55 34.63 

8.82 7.97 5.87 

5.39 4.48 

6.45 4.69 

22.94 26.64 18.92 | 27.08 



2.53 



6.55 
8.6 
56.53 
10.41 
2.81 
47.39 
2.13 
11.79 
4.21 
4.46 
40.51 
9.44 
16.61 
2.56 
2.62 
4. 54 
4.07 
12.06 
48.02 
6.21 
4.17 
4.79 
37.1 
9.6 
4.95 
4.81 
4. 34 
2.04 
2.9 
4.14 
3.92 
112.64 
23.54 
13.69 
11.64 
3.04 
2.68 
0.25 
16.71 
2.69 
13.77 
4.09 
29.73 
4.09 
19. 33 
4.81 
31.69 
11.16 
10.03 
21.36 
41.76 
4.91 
20. 34 
2.56 
2.83 
5. 58 
5.53 
4.89 
7.61 
6S.86 
4.86 
3.49 
3.79 
23.91 



5. 96 
15.73 

70.7 i 

8.82 
2.8 i 
43.75 * 

1.87 i 
10.32 * 

5.05 

2.65 
30.76 

19.6 

I. 85 
0.6 

2.66 * 
6.64 ■ 
4. 58 
5.85 > 
38.3 

6.64 i 

5.65 ! 
7.53 i 

32.63 * 

8.78 

4.91 

3.82 

3.32 

3.64 

2.66 

2.84 

2.48 
166.86 
25.74 
11.86 

10.5 

3.21 

1.46 

0.25 
17.66 

1.87 

II. 65 
2.96 

37.11 < 

3.92 
15.74 

8.63 
29.65 

8.64 

7.38 
17.75 
52.91 

5.32 
13.23 

2.84 
2.5 
8.S 



4.84 

3.5 
17.49 



EP 1 074 617 A2 



NT2RP3000011 

NT2RP3000014 1 

NT2RP3000016 

NT2RP3000C22 

NT2RP30B0024 

NT2RP3000031 

NT2RP3000034 

NT2RP3OO0O37 

NT2RP3000040 

NT2RP3000041 

NT2RP3000046 

NT2RP3000047 

NT2RP3000049 

NT2RP3000050 

NT2RP3000051 

NT2RP3000054 

NT2RP3000055 

NT2RP3000056 

NT2RP3000059 

NT2RP300O0S3 

NT2RP300O068 

NT2RP300OO69 

NT2RP30OO072 

NT2RP30OO080 

NT2RP3O0O085 

NT2RP3D0O087 

NT2RP3000092 

NT2RP30OO1O9 

NT2RP3000119 

NT2RP3O0O125 

NT2RP3O0O13I 

NT2RP3000134 

NT2RP3000137 

NT2RP3000142 

NT2RP3000148 

HT2RP3000149 

NT2RP30001E3 

NT2RP3000168 

NT2RP3O0O169 

NT2RP3000171 

HT2RP3000172 

NT2RP3000t86 

NT2RP3000197 

NT2RP3000201 

HT2RP3000204 

NT2RP3000207 

NT2RP3000216 

NT2RP3O0O22O 

N72RP30O0221 

HT2RP30O0232 

NT2RP300023J 

HT2RP3000234 

KT2RP300023S 

NT2RP3000239 

KT2RP300024? 

NT2RP3O0O2S! 

NT2RP3O00252 

KT2RP30O0255 

HT2RP30QC262 

NT2RP300026S 

MT2RP3O00267 

NT2RP3000271 

NT2RP3000278 

NT2RP3000281 



7.85 
12.84 



17.58 
27.59 
5.08 
7.63 
5.93 
6.45 
11.72 
20.55 
6.46 
18.47 
1.67 
7.89 
1.84 
6.17 
9.15 



6.75 
40.04 
16.1 



19.44 

16.23 
4.46 
5.75 
4.81 
8.2 

13.02 
9.33 
5.61 

13.61 
2.36 
7.9 
4. 14 
8.89 
8.31 



4. 16 4. 96 
95.59 249.91 
7.95 7.31 



9.35 15.39 
18.63 25.23 



16.55 
16.02 
15. 84 



15.29 
95.92 
24.71 
13.67 
14.37 
145.67 
8.74 
20.81 
24.01 
12.76 
15.27 
14. 06 
10. 35 
12.95 
16.87 

6.8 
17. 33 

8.51 
22. 2? 

7. 63 
16.21 

8.75 
39.15 
22.56 
70. 79 
117.72 
24.83 
12.54 
10.03 

5.71 
13.49 
18. 23 
17.39 
35.61 
34.66 

27.1 
13.21 
19.23 
13. 06 
10.62 
32.12 
19.67 
70 

22.5 

6.59 
234. 63 

6. 95 
28.92 
11.73 
53.26 

2. 97 

5. 86 
13.27 
22.23 
41.62 
38.69 
21.84 
17,43 
18.49 
54.63 

4.39 
10.62 

8.85 
32.48 



Table 437 
9.33 4.35 7.79 
98.76 68.18 81.91 
7.65 8.46 5.45 
9.49 4.92 2.16 
11.32 5.72 6.81 
144.42 128.63 86.96 
3.43 
13.9 
7.79 10.55 
3.15 3.65 



8. 29 
S. 49 
6.13 
7. 97 



7.04 



14.09 17.37 

6.67 3.52 
12. 33 

3.35 

10.9 

4. 56 

5.26 

6.58 
31.11 



2.83 
2.87 
1.78 
4.74 
4.84 
2.38 
8.89 12.37 
1.42 1.09 
7.16 5.13 



1.09 



1.43 



4.81 
4. 56 

26.2 25.34 

18.48 15.53 13.5 

53.46 33.71 65.94 

81.88 54.53 62.52 

4.39 4.92 
8.64 
4.73 
2.88 
5.73 



5.99 
2.45 
2.09 
6.16 
8.55 
4.55 11.71 



8.97 
8.31 
6.29 
5.47 
12.52 
9.28 
15.98 

21.77 15.45 19.48 

19 15.35 
8.54 
5.95 

11.8 
7.27 
6.03 
9. 97 
6.63 

34.47 33.63 20.62 
7.11 4.59 
4.48 1.18 

30.21 59.19 29.76 
2.69 

5.88 15.01 

5.03 10.36 



19. S3 



S.48 
7.58 
11.26 
25.17 
12.39 



5.55 
4.09 
4.95 
24.6 
8.09 



7.9 



8.17 
10.43 
12.25 
15.69 

7.16 16.65 
5.35 3.32 
13.07 5. 58 
15.58 11.06 7.77 
22.89 17.24 20.67 
25.94 14.62 23.41 
18.88 16.64 19.17 
18.73 10.56 14.35 
25.1 16.29 24.75 
46.91 29.06 37.64 
5.05 2.74 
4.11 
5.55 
8.76 



4.33 
47.71 
3.86 
2.89 
6.24 
77.23 
4.64 
18.45 
2.51 
S.44 
2.71 
0.9 
2.62 
3.27 
3.99 
1.52 
7.71 
0.81 
2.59 
0.47 
6.13 
4. 17 
26.47 
21.79 
52.26 
49.82 
2.95 
6.65 
4.69 
0.61 
5.37 
6.96 
4.48 
21.05 
18.54 
10.04 
3.7 
7.63 
8.07 
8.98 
26.83 
5.65 
34.62 
5.14 
2.66 
35.62 
2.94 
13.77 
5. 52 
5.53 
9.24 



6.25 
7.08 
9.67 
16.28 



3.49 
4.79 
14.6 



1.S 
10. 72 

9.06 

24.3 
43.42 
13.44 

9.36 
12.36 
30.75 

3.18 



10.84 

112.2 
7.49 
2.32 
6.05 

69.72 
3.79 

10.67 
8.1 
3 

4.54 
3.18 
3.99 
4.45 
4.5 
2.23 
11.31 

I. 36 
4.88 
0.97 
4.42 
3.76 

26.26 
14.38 
69.62 
71.54 
7.36 
6.37 
3.89 
2.51 
4.48 
2.89 
6.98 
30.25 
17.46 
7.73 
3.77 
15. 26 
3.27 
2.23 
33.18 
10.05 
48.18 
5.79 
1.7 
12.46 
3.29 
5. 33 
10.77 

II. 37 
3.42 
2.52 
9.32 
9.28 

20. 29 
39.09 
23. 92 
10.73 
12.76 
39. 28 
2.68 
5. 36 
7.56 
10.41 
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NT2RP3000292 
NT2RP3000299 
NT2RP3O00304 
NT2RP30Q0310 
NT2RP30QOJ-12 
HT2RP3OO032O 
NT2RP3000322 
NT2RP3000324 
NT2RP3000326 
NT2RP3O00329 
NT2RP3OQ033O 
NT2RP3000333 
NT2RP3000341 
NT2RP3000344 
NT2RP3000345 
NT2RP3000348 
NT2RP3O0035O 
NT2RP3O0O359 
NT2RP30Q036! 
NT2RP3000366 
NT2RP30Q0378 
NT2RP30G0384 
NT2RP3000389 
NT2RP3000393 
NT2RP3000395 
NT2RP3000397 
NT2RP3000398 
NT2RP3000403 
NT2RP3O0O418 
HT2RP300O424 
HT2RP3000427 
NT2RP3000431 
NT2RP3000433 
NT2RP3000436 
NT2RP30O0439 
NT2RP3000441 
NT2RP3000444 
NT2RP3000448 
NT2RP3000449 
NT2RP30004S1 
NT2RP30004S6 
NT2RP3000460 
NT2RP3000471 
NT2RP3000477 
HT2RP3000478 
NT2RP30Q0481 
NT2RP3000484 
NT2RP3000487 
NT2RP3000S12 
NT2RP3OO0S23 
NT2RPJ000526 
NT2RPJ000527 
NT2RP3000531 
NT2RP3000S32 
NT2RP3000S42 
NT2RP30O0S54 
NT2RP30OCS61 
KT2RP30O0S62 
NT2RP3000578 
KT2RP30O0S82 
NT2RP30OO584 
HT2RP30OO586 
INT2RP3000590 
JNT2RP3000592 



73.41 
6.1 
25.73 
21.09 
0. 99 
11.54 
6.3 



11.55 
7.65 
5. 32 
13.68 
45.81 
9.05 
152.75 
14. 44 
12. 38 
30.21 
69.71 
5.8 
26.45 
22.1 
33.85 
24.46 
24. 89 
9. 55 
93.32 
14. 37 
40.86 
19.59 
16.18 
25.31 
9.62 
44.72 
10.82 
17.45 
6.61 
17.38 
31.29 
6.24 
10.33 
11.88 
49.73 
6.95 
11.03 
25.46 
21.14 
12.44 
93.94 
7.94 
42.97 
20.64 
5.33 
21.28 
11.71 
21.04 
56.42 
19.29 
9.4 
22.71 
8.23 
7.21 
69.63 



53.56 
3.92 
24.35 
16.82 
6.75 
11.91 
10. 23 
4.35 
41.44 
11.02 
5. 98 
5.01 
14.31 
52.79 
22.29 
76.47 
9.79 
12.66 
20.92 
53.96 
12.66 
19.42 
25.13 
14.06 
28.99 
21.35 
10. 75 
64.65 
22.01 
56.6 
24.95 
14.67 
54.08 
10.09 
47.78 
8.95 
14.75 
7.47 
26.19 
40.71 
4.2 
10.39 
7.85 
54.72 
4.02 
7.58 
33.21 
29. 38 
14.88 
104.88 
7.79 
38.74 
13.92 
6.65 
18.32 
17.67 
16.88 
51. 6 
21.22 
7.64 
44.85 
4.88 
S.97 
37.92 



62. 96 
13.07 
31.49 
33.26 
7.52 
24.03 
13.74 
17.76 
38.83 
22.98 
10.92 

9. 94 
17.57 

53.7 
17.79 
143.51 
17.94 
23.75 
25.69, 
5S.74 ! 

6.1 
18.45 
28.16 
19.19 

21.1 
36.91 
17.31 
56.89 

20.2 
51.72 
16.59 
25.82 

36.8 
16.49 

44.4 
14.82 

26.3 
11.97 
23.45 
35.46 
13.64 



17.1 
23.63 
58.77 
8.07 
11.93 
34. 57 
33.76 
14.98 
80.32 
12.87 
42.72 
14.48 
5.17 
16.2 
14. 03 
23.96 
61.28 
25 
13.09 
35.97 
7.14 
5.97 
90.02 



15. 95 
10.27 
0. 95 
7. 39 



Table 438 

43.77 42.72 40.98 
3.65 4.11 

22.39 17.08 

14.15 13.15 

6.17 1.98 
15.6 10.14 

8.18 5.89 
5. 33 3.9 

20.52 19. 15 

13.53 7. 92 12.17 
7.41 2.84 4.65 
8.43 4.88 3.17 

13.78 9.61 
28.28 29.87 22.15 

14.81 9.64 10.42 
181.96 103.16 145.4 

12.6 7.91 9.69 

11.88 10.77 13.58 

12.5 10.99 10.9 

44.82 38.68 
6. 74 3. 98 

13.21 9.98 

17.61 19.95 
10. 32 8. 44 
13.42 10.29 
14.31 14.82 16.14 

7.25 6.82 

57.84 43.74 45.93 

11.88 12.29 11.51 
39.57 32.99 30.24 

14.3 10.74 15.64 
11.73 10.4 20.33 

35.67 31.56 27.85 

6.56 4.89 

SO. 96 50. 94 

10.83 6. 19 

14.55 11.35 
6.37 5.01 
8.67 7.34 

10.79 20.02 
8.03 3.84 
7.27 4.9 

10.17 6.71 

38.09 33.82 22.58 
5.51 2.95 1.38 
11.71 8.13 6.39 

19.56 15.47 13.67 

13.62 12.2 14.9 
11.55 7.87 5. IS 
71.64 44.61 35.48 

7. 19 2.92 3.58 

25 28. 15 22.19 

12.89 10.75 4.81 
4.82 3.38 

8.3 8.11 
9.45 3.02 
14.27 9.57 

47.36 46. 18 42.62 

14.6 13.72 S.4 
8.29 5.67 

15.47 26.23 
6.37 3.31 
5. 32 2. 92 



0.33 
3.58 
7.79 
18.45 
17.76 
14. 47 



2.17 
6.12 
6.99 



6.43 
10.78 
2.97 
1.94 

128.75 103.68 125.15 



49.91 
4.21 

20. 38 
8.12 
3.63 
6.78 

11.85 
1.03 

15.62 

10.06 
3. 07 
4. 98 
9.7 



45.23 
4.47 
9. 68 
6. 37 
3.7 



9.13 
4.83 
30.96 
11.03 
4. 04 
3.48 
9.67 



7.4 
14.21 



96.65 108.56 

10.66 15.9 
14.05 17.04 

7.28 12.88 

27. 58 41.09 

4.72 5.63 

8.34 6.32 

23.81 18.85 

6.01 

9.05 

17.25 23.74 

4.16 4.17 

35.74 40.63 

7.67 14.89 
31.05 29.26 

9.16 9.9 

8.15 16.47 

24.04 39.4 
2.88 5.01 

33. 38 44 

6.65 8.63 

12.21 11.85 
4.85 3.6 
3.61 4.2 

13.25 22.78 
2.84 3.63 
S.19 5.56 

3.68 5.28 
25.2 26.62 
1.83 1.8 
6.65 9.77 

14.97 11.89 

5.33 12.46 
5.05 7.04 

20.12 30.84 
5.42 



21.07 
4.79 
1.62 
3.83 
4.9 

15.18 



5.12 
9.11 
3.91 
4.92 



84.29 
3.64 
10.08 
6.54 
0.4S 
6.3 
4.6 

I. 94 
63.08 
12.62 

3.9 
4.27 
11.82 
32.79 
6.21 
99. 33 
13.61 
16.51 
9.35 
30.61 
5.68 
5.93 
25.81 
12.32 
24.87 
23.2 
3.99 
30.88 
12.11 
23.73 
12.52 
13.08 
34.85 
2.75 
42.05 
7. 39 
12.68 
5. 55 
2.92 
15.67 
2.55 
4.78 
5. 09 
28.76 
1.91 
6.96 
12.9 
12.14 
5.14 
18. 65 
4.09 

II. 92 
4. 56 
4.13 

3.8 
5.09 
7. 79 
48.68 
10.06 
5. 65 
6.79 
2. 63 
1.77 
60. 26 
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NT2RP3000596 
NT2RP3000599 
NT2RP3000603 
NT2RP3000605 
NT2RP3000607 
NT2RP3000616 
NT2RP3000621 
NT2RP3O0062Z 
NT2RP3000624 
NT2RP300QS28 
HT2RP300063I 
NT2RP3000S32 
NT2RP30G0638 
NT2RP3000644 
NT2RP3000645 
NT2RP3000652 
NT2RP3000658 
NT2RP3000660 
KT2RP3000661 
NT2RP300066S 
NT2RP3000676 
NT2RP3O00677 
KT2RP30Q0681 
KT2RP3000683 
NT2RP3000685 
NT2RP300069O 
NT2RP300069S 
NT2RP3000708 
NT2RP3000719 
KT2RP3000721 
NT2RP30OO72S 
NT2RP3000730 
NT2RP3000733 
NT2RP3000735 
NT2RP3000736 
NT2RP3000739 
NT2RP30O0742 
NT2RP3OO0753 
NT2RP30007S9 
NT2RP3000789 
NT2RP3000S15 
NT2RP30OO818 
NT2RP3OO082O 
NT2RP3000821 
NT2RP3000825 
NT2RP3000826 
NT2RP30OO836 
NT2RP3000838 
NT2RP3000839 
NT2RP30Q0841 
HT2RP3000845 
NT2RP3000847 
KT2RP3000S48 
NT2RP300O85O 
NT2RP30008S2 
HT2RP3CM859 
N72RP3000861 
NT2RP300O862 
NT2RP3000865 
HT2RP3000866 
HT2RP30008B8 
NT2RP3000869 
NT2RP3000871 
NT2RP3000875 



8.71 
39.3 
S9.47 
22.45 
10.48 
11.96 
218. 49 
11.99 
27.07 
27.69 
6.03 
16. 5 
31.94 
26. 66 
12. 37 
20.17 
6.96 
21.94 
15. 39 
34. 94 
11.53 
12.19 
7. 72 
16.43 
'8.41 
11.52 
6.94 
9. 74 
9.86 
8.23 
4.68 
14.89 
62.46 
4.91 
6.36 
40.42 
4.84 
8.3 
36.84 
45.54 
22. 33 
30.57 
35.87 
3.51 
16.22 
57.22 
3.1 
14. 56 
45.25 
12.21 
8. 59 
12.91 
11.47 
21.09 
2.73 
32.3 
15. 56 
12.15 
9.02 
43.46 
10.55 
5.78 
194.48 
14. 37 



11.87 13.23 

60.28 67.05 

91.4 87.14 

27.45 25.73 

11.53 18.41 

13.13 17.29 

188. 17 246.49 

8.26 9.27 

18. 6 22.96 

34.41 73.45 

12.91 11.07 

21.72 26.01 

42.93 38.07 

25.83 24.84 

13.95 21.96 

23.26 25.45 

4. 69 8. 52 

12.21 11.63 
18.23 
43.07 

4.79 8.95 

14.6 7.18 

7.98 7.04 

8.63 13.69 

6.45 7. 19 

7.55 10.23 
6. 35 

10.33 12.77 

16.24 14.31 



3.7 



1.33 



4.59 4.86 

15.22 17.78 

50.63 81.88 

3.22 9.89 

3.4S 10.58 

44.03 40.83 

6.47 8.58 

6.8 12.66 
70.63 66.01 
27.39 34.07 
13.62 22.75 

21.11 33.63 

28.12 43.92 
4.2 7. IS 

23.18 33.6 

56.7 80.61 
3.53 3.85 

14.22 16.93 

36.9 44.36 

10.37 21.1 
31.26 15.5 

10.6 18.85 

16.2 11.34 

31.1 29.31 

3.9 3.17 
21.43 36.02 
12.49 16.59 
10.89 17.99 

6.17 10.68 

38.1 57.47 

23.22 17.15 

11.8 14.52 
190.18 141.72 

14.46 23.84 



Table 439 

5.92 4.35 3.28 

44.12 24.38 

86.56 93.49 

8.89 13.46 

7.11 9.56 



35.1 



13.14 
10.77 

7.98 6.33 
222.59 168.47 
9.15 3.89 

16.72 12.03 

22.73 20.51 
11.79 9.91 
18.26 13.03 
22.76 17 20.23 

14.97 15.79 
10.1 8.68 
9.39 13.26 
2.7 4.41 
9.42 
4.78 



16.68 
14.87 
12.67 
6.05 
11.36 
11.62 



4.65 3.35 

35.82 36. 31 

64.94 61.32 

17.63 11.14 

5.29 9.79 

6.69 4.25 

202.08 168.53 

6. 73 6. 59 

17. 33 23.33 

15.98 19.75 

4.52 6. 12 

15.73 14.14 

24.56 32.44 

28.13 27.03 
6.44 



27.69 16.86 

6.6 4.34 

13.97 4.51 

6.12 2.54 

14.68 12.94 

10. 24 3. 04 



15.03 
8.41 

11.25 
8.23 
7.95 
7.19 

16.76 
55.7 
6. 52 
8.89 



5.47 



4.6 

9.13 13.25 

2.13 5.63 

8.14 10.39 
2.38 

1.94 5.33 
1.44 3.15 

11.05 11.99 

39.3 45.85 
1.99 
2.09 

24.77 27.39 
7.03 4.15 
10.6 4.35 

36.02 19.41 27.88 

33.12 27.39 34.54 

12.02 10.68 14.79 

24.24 17.69 21. 

32.81 27.98 25.05 
S.21 2.3 3.01 

11.67 17.67 13.25 

55.4 48.(7 48.17 
7.53 2.33 2.42 

20.92 12.46 10.78 

35.78 27.32 20.79 
12.42 10.04 9.18 

9.69 12.93 10.25 
11.06 8.9 9.57 
8.1 7 4.83 

19.76 12.79 16.25 
7.51 3.17 2.39 
18.9 21.77 
9.02 5.36 
6.14 
4.29 

40.18 44.87 
6.65 4.58 
10.86 7.13 

252.15 170.88 170.92 

13.76 12.05 11.47 



10. 36 
7.46 

39. 52 
7.33 
9.41 



13.31 
4.49 
5.17 
4.01 



9.19 
3. 59 
8.73 
7.03 
20.9 
2.78 
11.58 
3.23 
9. 27 



9.11 

2.15 

9. 02 

£.26 

16.2 

4.94 

9.82 

4.62 

5.83 

5. 55 
14.85 17.96 

3.39 7.51 

9.73 10.17 

5.89 3.68 

£54 5.47 

5.16 3.82 
16.08 10.04 
39.59 39.01 

2.03 3.65 



35.96 
72.5 
9. 76 
8. 32 
4.27 
186. 24 
3.57 
18. 89 
18.56 
7.i 
13.67 
30.42 
30.11 
7.2 
15. 37 
3.85 
8.05 
6.07 
14.32 
3.68 
12.06 
3.26 



3.75 
25. 37 
3.28 
5.99 
8.09 



20.51 27.67 

18.74 20.82 

13.73 17.32 

21.15 26.93 

3.82 2.8 

9.13 8.99 

57.78 64.97 

3.69 4.81 

11.08 17.41 

19.28 33.14 

8.34 11.21 

5.37 12.21 

6.7 5.47 

3.86 7.4 

10.7 10.54 

4.15 2.97 



16.61 
4. 53 
5. 59 
2.73 



37.48 37.57 

6.64 9.1 

6.87 5.05 

247.35 193.7 

7.45 6.27 



7.i 
3.45 
14.92 
5. 51 
12. 86 
4. 39 
5.13 
3. 57 
9.6 
40.88 
2.09 
2.56 
32. 14 
3.55 
7. 45 
5.44 
27.21 
19. 96 
15.5 
23.2 
1.62 
16.22 
54.17 
2.68 
54.13 
25.15 
7.12 
8.92 
6.54 
3.83 
5.19 
3.66 
32.52 
27.25 
5.21 
3.2 
27.56 
10.81 
7.12 
214. 
6.52 
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Table 440 



NT2RP3O0O895 
NT2RP3O0O9OO 
NT2RP3000901 
NT2RP3000903 
HTMP3000904 
NT2RP3000907 
NT2RP30Q0913 
NT2RP3O00917 
NT2RP3000919 
NT2RP3000921 
NT2RP3O00942 
NT2RP3000968 
NT2RP3000974 
NT2RP30OO980 
NT2RP3000984 
NT2RP3000994 
NT2RP3001001 
NT2RP3001OO4 
MT2RP3001007 
HT2RP3001012 
NT2RP3001042 
NT2RP3001O44 
NT2RP300104B 
KT2RP30010S0 
NT2RP3001055 



2.84 
10.4 
14.3 
5.01 
108. 6 
84. 64 
19.19 
16.28 
9.33 
112.89 
67.7 
50.83 
8.95 
52.51 
21.27 
13.76 
26.43 
4.86 
7.65 
29.74 
8.82 
9.07 
6.16 
13.37 
13.05 



NT2RP3001057 402.89 
NT2RP3001061 
NT2RP3001069 
NT2RP30O1Q74 
NT2RP3001078 
NT2RP3001081 
NT2RP30O1O84 
NT2RP3001Q95 
NT2RP3001095 
NT2RP3001097 
NT2RP3001107 
NT2RP3001109 
NT2RP3001111 
NT2RP3001112 
NT2RP30O1113 



NT2RP3001115 254.58 
NT2RP3001116 
NT2RP30O1119 
NT2RP3001120 
WT2RP3001126 



18. 64 
6.46 

20.13 

NT2RP3001127 348.14 



NT2RP30O1133 
NT2RP3001140 
HT2RP3001147 
NT2RP3001150 
NT2RP3001I52 
NT2RP30O1155 
NT2RP30011S6 
NT2RP30Q1159 
NT2RP3001 170 
NT2RP3001176 



93.42 
96.94 
4.72 
11.47 
36.54 
19.7 
19.46 
18. 55 
16.8 
17.96 
NT2RP3001 195 197.73 



NT2RP30Q1209 
KT2RP30Q12I4 
NT2RP3C01216 
HT2RP3001221 
NT2RP30O1226 
KT2RP3001230 
HT2RP3001232 



2.51 
8.3 
18.5 
6.85 
100.47 
90.19 
19.49 
18.3 
7.65 
136. 59 
68.21 
31.86 
8.74 
65. 55 
24.19 
10.35 
28.79 
4. 98 
8. 96 
22.53 
8.59 
11.65 
7.8 
10.61 
10.48 
324. 38 
5.55 
4.71 
8.82 
11.28 
6.06 
37.33 
24.69 
10.08 
38.99 
24.48 
17.48 
15.58 
26.22 
9.43 
276.58 
8 

22.98 
9.54 
19.18 
574.68 
110.06 
96.61 
7.64 
12.3 
72.08 
23.76 
20.53 
19.29 
14.86 
17.32 
22S.27 
67.88 
13.69 
16.38 
7.39 
26.78 
6.56 
3.81 



12. 27 
14.31 
22.78 
6.69 
123.83 118. 
89.66 
20.62 
30.01 
14. 92 
133.65 
86.84 
37.11 
S.35 
64.13 
17. 57 
18.12 
25.4 
10.62 



16.5? 
33.06 
12.15 
10.99 

4. 48 
15.08 
21.89 
250. 29 
10. 57 

9.6 
12.25 
14.67 

S.96 
40.93 
13.38 
12.53 
30.48 
44.48 
18.06 
14. 57 
26.11 
17.91 
258.3 

8.83 
19.35 
10.55 
15.24 
284.45 
112.43 
111.2 

8.71 
12.84 
61.62 
17.71 

21.5 
22.76 
12.69 
14.24 
190.42 
81.64 
27.12 
19.13 

8.65 
31.16 

3.99 
12.04 



4.16 
18. 92 
13.03 
5.82 



1.17 2.03 

3.45 5.38 

13.47 11.77 

1.64 3. 35 

108.3 100.81 

84.77 80.01 92.59 

24.35 9.57 18.44 

16.96 15.22 12. 11 

9.52 7.41 6.8 

119.03 103.41 74.11 

75.24 51.25 30. 13 

29.89 24.92 14.66 

9.04 12.66 5.51 

24.76 40.04 30.49 

32.72 12.14 21.58 

10.02 5.77 7.25 

14.54 13.11 



3.01 
9.28 3.44 
16.46 13.42 
5.69 



17.26 
7.73 
12.13 
15.24 
8.9 
8.25 

10.05 2.76 

10.7 4.83 

13.3 7.76 
272.31 285.99 209.38 

7.56 

4.84 

8. 96 
14.05 
10.22 
15.51 

9.04 

7.44 
15.02 



3. 61 
9.24 
3. 89 

10.29 21.45 
3.7 5.9 

5.06 4.16 

9.07 10.26 
22.05 25.16 18.26 

10.7 9.3 6.66 
9.33 6.41 6.38 

22.8 9.31 16.42 
10.99 5.21 10.46 

135.39 153.31 123.7 
6.23 4.02 2.69 
7.26 6.2 5.92 
5.21 2.06 2.39 
6.77 6.2 4.55 

161.21 220.83 168.52 

155.23 89.96 123.37 

55.83 46.1 51.01 
6.37 2.09 3.65 
9.98 10.24 3.21 

66.57 55.9 58.11 
7.15 8.62 

20.49 12.08 

9.43 11.61 
4.5 6.68 

7.85 12.88 
299.15 260.22 

88.53 60.41 90.53 
17.15 13.89 13.51 

19.54 12.84 10.16 
162 S.18 
8.49 9.07 
9.46 3.93 
7.09 3.34 



11.79 
20.77 
15.71 
11.85 
8.81 



6.37 
6.76 
5.31 
3.56 



1.92 
77.69 



1.28 

4.15 
11.97 

1.28 
97.74 

125.26 82.21 

17.39 14.75 

11.68 16.63 

4.46 8.2 

25.71 35.79 

38.31 52.76 

9.86 11.81 

4.39 4.92 
19.39 8.08 

18.47 14.77 
4. 5 8. 07 

11.19 38.41 

3.13 4.4 

5.05 6.53 

12.28 11.59 

3.15 4.09 



7. 83 
4.91 
6.34 
10.39 



7.51 
5.32 
11.26 
12.83 



3.27 
12.7 
10.04 
7.73 
8.41 



5.66 
8.94 
8. 83 
5.5 
3.97 
9.36 
6.16 6.79 
118.47 299.67 
4.29 3.33 
8.84 7.37 
3.48 2.35 
4.46 2.87 
563.89 269.72 
108.06 86.85 
55.61 103.28 
2. 74 3. 66 



20.4 
3.85 
14. 49 



19.86 

9.82 

9.17 
194. 62 

81.32 84.97 

7.67 14.21 

26.01 26.17 



I. 35 
108.28 

80.83 
19.21 
14.88 
5.92 
29. 01 
48.83 
12.71 
2. 99 
16.43 
17.87 
7.2 
33.45 
2.41 
5.77 
13.53 
3. 65 
5.88 
6.21 
9.4 
10. 26 
144.53 
2.18 
3.49 
6.94 
9. 46 
4.4 
29.17 
4.23 
3.18 
6. 97 

II. 02 
3.91 
4. 53 

14.31 
9.04 
339.02 
3. 99 
9.08 
2.85 
5. 52 
342.5 
85.22 
84.66 
2.93 
6.36 
53.56 
10. 16 
18.2 
20.19 



8. 56 
11.49 
7.3 
1.97 



4.! 
11.22 
184. 16 
83.11 
13.2 
21.52 
7.92 
9.9 
5.9 
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NT2RP30O1236 
NT2RP3001239 
NT2RP3001240 
NT2RP3001245 
NT2RP30O12S3 
NT2RP3001259 
NT2RP3001260 
NT2RP3001284 
NT2RP3001268 
HT2RP3001271 
HT2RP3Q01272 
NT2RP3Q01274 
NT2RP30O1275 
NT2RP3001280 
NT2RP3001281 
NT2RP3001288 
NT2RP3001297 
NT2RP3001300 
NT2RP3001301 
NT2RP300T307 
NT2RP3001310 
NT2RP3001318 
NT2RP3001322 
NT2RP300132S 
NT2RP3001338 
HT2RP3001539 
MT2RP3001340 
MT2RP3001341 
NT2RPJ001354 
BT2RP3001355 
NT2RP30013S8 
NT2HP30O1359 
NT2RP3001364 
NT2RP3001373 
KT2RP3001374 
NT2RP300138J 
NT2RP3001384 
HT2RP3001388 
NT2RP3001382 
NT2RP3001396 
NT2RP3001398 
HT2RP3001399 
NT2RP3001402 
NT2RP3001407 
NT2RP3001416 
HT2RP3001420 
NT2RP300142S 
NT2RP3001426 
MT2RP3001427 
NT2RP3001428 
NT2RP3001429 
ST2RP3001432 
NT2RP3001439 
NT2RP3001441 
HT2RP3001446 
NT2RP3001447 
NT2RP300M49 
NT2RP3001453 
MT2RP3Q014S7 
NT2RP300J459 



NT2RP30O1472 
NT2RP30O147S 



7.61 
23.18 
143.91 
7.03 
14.64 
0. 38 
43.86 
77.1 
9. 48 
5.4 
13.22 



J1.09 
1201.7 



30.11 19.17 30.67 

12.58 7.93 16.69 
16.64 15.42 32.69 

8.04 12.54 22.57 

5.41 9.93 13; 75 

278.9 310.98 327.25 

18.94 14.44 22.33 

67.04 56.89 77.24 

54. 13 43.25 63.3 

5.79 12.88 

22.6 31.48 

121 164.35 

7.19 20.08 

18.72 19.46 
2.63 

21.34 42.34 

64.75 81.93 

9.06 13.81 

3.52 7.37 

10.36 15.55 

9.88 12.87 16.58 

8. 54 9. 21 

11.38 14.04 

.„... 1025 1099 

152.73 132.54 198.96 

16.04 11.7 17.8 

35.84 31.42 47.79 
37.44 66.22 47. 17 

42.85 32.23 43.99 
2.26 7.76 10.15 

43 54. 12 51.32 

34.72 29.05 42.17 

19.26 26.46 29.33 

16.79 12.24 26.6 

95.59 73.12 108.77 
12 19.08 

22.91 17.21 
9.17 
4.2 

37.6 60.04 

S.85 15.48 

..... 14.49 24.37 

30.22 31.51 33.24 

72.56 60.86 88.74 

18.88 22.22 16.48 
5.88 3.11 
11.74 10.47 

12.17 11.79 16.88 

10.81 11 21.59 

7.7 10.58 20.16 

4.55 6.04 12.09 

20.32 18.99 30.96 

31.43 37.32 28.95 

34.77 41.28 46.38 

4.24 2.49 4.94 

22.35 21.24 25.11 

139.79 126.76 203.02 

31.6 35.5 49.48 

13.38 17.23 17.13 

11.29 13.84 13.09 

6.65 4.84 3.81 
5.28 4.9 

5.37 5.26 7.06 

230.39 301.8 tS0.57 



S. 38 
4.64 
47.27 
13.09 
17.91 



15.5 
30.7 
7.78 
2.65 



17. 4 



7.8 



11.33 
5. 43 
13. 57 



2.74 



20.34 
10.74 

5. 39 

256.7 262.84 

34.17 17.19 

82.42 71.22 

45.53 25.93 

6.16 2.76 

18.93 15.25 
135.41 115.24 

7.2 8.45 
9.93 11.17 
4.71 1.73 

25.62 18.43 

35.55 27.23 

7.61 5.56 

3.86 1.62 

10.66 10.08 

11.85 7.95 
7.25 6.79 

15.94 12.19 
286.93 377.86 
171.74 181.83 

11.36 7.84 

30.03 31.99 

33. 31 24.96 

23.31 23.56 

5.3 3.13 
62.98 37.84 
41.55 33.32 

17.86 11.52 
10.58 10.1 

136.19 114.69 

12.1 5.75 

33.57 22.7 

9.06 5.69 

5.43 2.03 

23.62 14.23 

8.92 6.22 

16.05 7.15 

60.13 23.85 

96.01 74.06 

16.79 17.16 

4.91 2.62 



17.06 
5.92 
11.75 
10. 53 
1.6 
274. 28 
23.22 
82.52 
35. 18 
3.69 
15.77 
154.69 
4.21 
5.67 
1.17 
26.29 
38.6 
4. 66 
1.26 
6.04 
6. 71 
6.73 
11.47 
405.84 
241.04 
6.88 
45:26 
24.34 
19.16 
3. 72 
46.81 
37.07 
13.89 
9.34 
107.19 
6.51 
20.56 
4.27 
2.78 
34.71 
7.1 
6.8 
9.5 



12.49 
3.8 
8.12 
6.31 
2.31 



1.66 
5.09 
4.27 
5.34 
14.56 



1.26 
7.35 
3.89 
3.43 
7.73 



5.37 
9.64 
6.43 

3.38 
1.79 



11.91 
9. 1 
12.3 
8.58 

5.05 .... 

16.39 14.24 

26.93 25.44 

53.64 42.72 

4.53 3.01 

13.3 6.65 

199.4 166.47 

34. 98 29. 3 

11.75 10.12 

7 3.75 

4.67 1.94 

5.77 2.51 

12.24 7.01 

92.73 106.13 



9.11 
6.43 
8.87 
6.04 
1.93 
12.25 
19.21 
50.36 
2.2 
15.94 
178.45 
36.04 
6.15 
5.3 
1.07 
1.55 
3.59 
95.77 



7.98 12.61 
7.31 5. 36 
7.09 11.44 
7.27 7.75 
4.68 3.73 

334.89 289.89 242.91 

21.96 25.77 20.83 

43.6 44.18 61.74 

39.08 48.29 54.07 

3.87 7.7 5.38 
18.56 1 9.39 20.08 

133.08 136.37 139.51 

4. 17 4. 56 3.94 

T.5 8.91 6.46 

1.88 0.77 0.6 
27.01 32.19 37.1 

12.09 28.24 29.77 
5.82 8.28 
3.26 
8.17 
4.42 
5.32 
6.17 

75.06 206.06 219.63 

134.27 161.16 143.19 

2.83 5.64 4.58 

31.64 27.19 27.6 

25.96 38.56 34.37 
13.01 13.77 

4.66 3.96 2.91 

81.45 50.61 59.12 

21.86 23.34 24.66 

13.78 18.18 15.95 

9.17 17.19 12.49 

68.33 56.48 69.32 

13.27 9.62 6.82 

19.13 14.74 15.12 

7.73 5.71 5.18 
2.37 2.94 

12.93 30.54 38.42 

4.4 8.04 6.53 

6.07 7.51 6.62 

15.21 24.77 23.82 

43.61 63.39 61.28 
3.31 4.98 
1.34 1.67 
4.94 
9.62 



5.51 

17.63 22.78 
5.05 8.84 



2.52 
6.04 
7.81 
19.89 



8.9 

2.25 1.46 
16.49 28.23 11.89 
14.96 11 10.21 
30.69 23.25 24.74 
2.82 2.01 
13.67 37.08 14.99 
131.32 106.74 139.38 
28.49 31.86 35.69 
5.98 6.75 
4.44 



5.53 
1.96 
2. 18 
1.12 

29.54 68.35 93.78 



6.92 
5.41 
0.69 
1.06 
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NT2RP3001479 
NTZRP3001490 
HT2RP3001492 
NT2RP300I49S 
NT2RP309t497 
NT2RP3O01SO1 
NT2RP3001527 
NT2RP300J529 
NT2RP3001S38 
NT2RP3001539 
NT2RP3001542 
KT2RP3001549 
HT2RP3O015S4 
HT2RP3001560 
NT2RP3001561 
NT2RP3O01564 
NT2RP3001568 
HT2RP3001575 
NT2RP3O01580 
NT2RP3001587 
NT2RPJ001589 
NT2RP3001592 
NT2RP3001607 
NT2RP300160S 
NT2RP3O01613 
NT2RP3001S19 
NT2RP3001621 
NT2RP3O01629 
NT2RP3001630 
NT2RP3001631 
NT2RP3001634 
NT2RP30Q164Z 
NT2RP3001646 
NT2RP30016S0 
NT2RP30O1667 
NT2RP3001671 
NT2RP300I672 
HT2RP3001676 
NT2RP3001678 
KT2RP3001679 
(TT2RP3001682 
KT2RP3001685 
NT2RP3001688 
IHT2RP3001690 
NT2RP3001693 
NT2RP30Q1696 
NT2RP3001698 
HT2RP3O01708 
NT2RP3001712 
HT2RP3001716 
NT2RP3001724 
NT2RP3001727 
NT2RP3O01729 
NT2RP3001730 42 J 
NT2RP3Q01733 
NT2RP3Q017J7 
NT2RP3001738 



KT2RP3Q01739 
NT2RP3001742 
NT2RP30017S1 
MT2RP30017S2 
NT2RP3001753 
NT2RP3001754 
NT2RP3O01756 



6.51 
15.72 
14 
18. 56 
36.57 
16.76 
5.54 
21.9 
80.06 
4.24 
17.53 
6.14 
28.4 
79.18 
3.47 
34.74 
23.08 
34.43 
17.53 
14. 32 
6.31 
37.3 
11.49 
30. El 
55.34 
162. 64 
29. 97 
28 
3.51 
64.16 
3.71 
29. 24 
18. 72 



17. 36 
13.32 
56.18 
11.94 
368.4 
19.45 
115.37 
4.91 
4.75 
8.33 
Z. 22 
7. 34 
780.45 
348. 43 
32. 9 
13.86 
28.26 
27. 92 
2.64 
81 

I. 54 
7.85 

28. 07 
2.19 

II. 1 



1.19 
2.48 
3.96 
3.14 
4.67 



3.77 

6.25 
14.91 
21.11 
27.99 
28.67 

5.56 
27.01 
67.26 

4. 99 
25.89 
6.2 
40.66 
91.03 

3.93 
32.97 
14.44 
18.91 

21.3 

16.9 

S.44 
61.22 
11.68 
24.16 
46.31 
181.38 
24.25 
13.33 

2.38 
51. 12 

4.65 
22.78 
13. 31 

6.33 
19.67 
10.22 
72. 22 
10.66 
207.45 

8.41 
82.43 

3. 52 

I. 41 
10.1 
6.17 

11.29 
572. 31 
297.84 
21.37 
9.55 
21.7 
15.82 
5.64 
524. 98 
1.62 
25. 52 
24.45 
2.42 

II. 43 
3.87 



10.27 
23.45 
21.99 
19.03 
40. 31 

29.3 

S.02 
22.29 
76.24 

8.09 
26.44 

5.77 
43.76 
86.96 

2.29 
34.99 
30.67 

39.8 
27.37 
20.18 

5.39 
57.18 

9. 02 
28.98 
54.71 
185.09 
25.08 
26.21 

4. 56 
67.22 

2.94 
34. 25 
23.84 
12.48 
39.76 
13.86 
87.94 
12.76 
258.13 
17.68 
118. 94 
11.94 

4.66 
11.83 

10.5 
11.31 
725.4 
257.74 
35.65 
15.36 
18.91 
33.03 

5.12 
490.91 
4.9 
17.42 
41.36 

9.16 
14.41 

3.32 

2.87 

5.77 

9.55 
13.42 



Table 442 

6.45 4.18 

15.28 5.31 6.47 

13.76 7. 53 9. 81 

12.08 9.76 9.93 

47.7 28.75 36.07 

12.62 8.54 7.31 

7.34 2.65 3.31 

20.64 12.59 16.78 

89.51 76.4 114.47 

6. 1 3. 34 4.14 

14.74 14.15 8.68 

5.79 1.73 1.92 

10.47 10.16 

84.47 48.32 

6.28 2.06 

17.25 16.65 

16.92 14.73 

19.69 12.66 

11.9 



7. 96 
76.97 
3.29 



21.53 
11.25 
9. 89 
2.48 

23.17 28. 18 
8.45 
18.45 
86.77 



3.49 
18 
18.17 



11.06 

5. 29 
30.41 

7.34 
15.14 
81.86 
152.03 118.43 125.85 
33.83 16.83 30. 34 
16.28 12.69 19.85 

4.63 

65.5 60.67 
2.25 
18.32 
7.46 
5.89 



2.09 



112.91 

7.85 
25.21 
17.34 

7.77 
21.84 

10.05 5.86 
28.72 18.36 
8. 88 5. 99 
268.3 249.2 237.9 
13.47 5.77 7.99 
71.89 66.26 
5.16 2.78 
0.27 
4.69 
2.56 



91.02 
2.73 
0.64 
5.02 
2.65 



3.33 
11.07 
5. 55 
6.93 
616.13 658.96 
514.57 355.27 
18.32 14.72 
8.27 11.28 
32.47 31.93 25.73 
16.01 12.47 12.24 
5.09 2.61 
328.42 274.15 316.08 
4.53 0 
10.76 4.14 
18.76 13.82 
4.78 1.8 
5.51 



9.77 
5. 53 
3.47 
7.82 



0.3 
0. 21 
4.31 
0.47 
2.77 



2.6 4.56 

7.24 7.84 

14.28 13.21 

15.89 18.33 

23.59 21.43 

11.78 2.93 

4.71 3 

7.77 18.39 



15.92 
115.31 
2.23 
10.11 



7.41 
18.65 
4.87 



144.48 167.59 
32.22 27.66 
19.79 23.48 
3.79 2.64 
59.38 50.82 
4.62 2.51 
34.78 35.92 
11.13 12.12 
3.47 3.76 
11.81 14.81 
7.9 6.32 
10.7 4.04 
7.09 3.31 
189.86 337.31 
3.71 6.54 
56.88 114.15 
2.99 



0.99 
5.74 
2.84 
6.97 



533.83 1241.6 
148.2 628.13 
22.44 33.16 



8. 97 9. 14 
2.6 2.88 
179.32 117.74 



0. 54 
3.35 
12.56 
1.06 
7. 73 
1.29 
1.75 
4.73 
0. 99 
2.62 



0. 39 
7. 04 
15. 63 
2.07 
6. 52 
0. 92 
2. 38 
5. 28 
1.82 
4.94 



5.3 

8.04 
12.48 
21.35 

24.3 

8. 97 

2.59 
18.96 
72.65 

3.56 
17.97 

1.89 
13.22 
84 

2.49 
15.23 

7.85 
25.65 

8.67 
20. 31 

3.41 
32.65 

3.96 
10.91 
44.78 
158.06 
24.11 
12. 56 

3.67 
71.84 

1.18 
40.14 
12.05 

3.82 
13. 16 

3.97 
14.95 

6.98 
274. 16 

7. 99 
137.5 

2.91 
0 

6.32 
2.39 
6.44 
1289.4 
519.33 
22.67 
9. 22 
18. 15 
8.89 
1.6S 
101.94 
1.87 
17.36 
32.84 
0.9 
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NT2RP3001764 
NT2RP3001771 
NTZRP3001777 
NT2RP3O01782 
NT2RP30017«2 
NT2RP3001799 
NT2RP3001819 
NT2RP3001829 
NT2RP30Q1836 
NT2RP3001839 
NT2RP3001S44 
NT2RP30Q1848 
NT2RP3001854 
NT2RP3001855 
NT2RP30018S7 
NT2RP3001858 
NT2RP3001851 
NT2RP3001866 
NT2RP3D0187) 
NT2RP3001S74 
NT2RP30Q1878 
NT2RP3O01885 
NT2RP3001896 
NT2RP3001898 
KT2RP3001899 
NT2RP3001901 
NT2RP3001915 
NT2RP3O01926 
HT2RP3001929 
NT2RP3001931 
KT2RP3001938 



NT2RP3001943 188.81 



NT2RP3001944 
NT2RP3001945 
NT2RP3001947 
NT2RP3001949 
NT2RP3001952 
NT2RP30019S4 
NT2RP3001958 
KT2RP3001967 
KT2RP3001969 
KT2RP3001976 
NT2RP3001988 
MT2RP3001889 
HT2RP3002002 
NT2RP3002004 
NT2RP3002007 
NT2RP3002014 
MT2RP3002015 
NT2RP3002033 
NT2RP300204S 
NT2RP3002054 
NT2RP3002058 
NT2RP30O2057 
KT2RP3002061 
NT2RP300Z062 
KT2RP30O2O63 
NT2RP3002064 
NT2RP3002071 



3.84 
10.53 
40.65 
18.47 
51.98' 
7.5 
9.21 
0. 79 
16.84 
6.81 
5.94 
53.13 
53.05 
8.77 
2.78 
1.48 
4.86 
4.29 
4.11 
10.44 
6.84 
6.75 
15.8 
10.12 
4.46 
2.97 
21.98 
42.5 
7.68 
7.03 
0. 69 



4.67 12.85 

6.71 15.52 

47.79 33.95 

18.59 14.66 

43.73 63-. 18 

9.23 9.91 

8.05 11.94 
0.98 

18.26 30.32 

9.19 13.79 

4.03 11.89 

36.02 38.27 

46.79 83.54 

9.33 11.43 

1.95 7.57 



7.55 
12.83 
8.5S 
11.14 
11.3 
7.25 
9.28 
18. 78 
17. 59 
9.66 
8.51 



17.12 
39. 73 
47.48 
37.29 
10.17 
9.56 
3.88 
7.48 
2.15 
1.89 
3.89 
6.56 
7.76 
7.76 
14.2 
2.11 
10.24 



18.4 24.23 

70.22 59.74 

7.59 

5. 58 8. 39 

0.54 7.42 

183.6 152.87 

20.99 26.58 



38.85 
10. 07 
18.54 
4.98 
3.68 
1.0S 
2.22 
3.3 
8.64 
11.38 
12.41 



3.( 
10.26 
3.7 
14.95 
3.07 
4.75 
2.99 
4.16 
3. 97 
115.61 
1.88 
9.52 



i 16.7 16.88 
i 495.82 456.61 
0.88 



13.61 
3.37 
12.96 
3.18 
S.06 



2.02 2.84 
1.73 3.01 
4.7 9.19 
136.72 152.03 
1.37 7.12 
4.64 17.43 



Table 443 

4.07 1.87 1.79 

12 8.69 4.55 

47.7 28.57 21.63 

13.14 8.87 10.49 

42.16 33.54 33.35 

6.52 4.07 3.35 
3.17 
0.17 



7.62 



14.13 
8.6 



5.23 
1.25 



2.09 

40. 15 39.28 28.02 
47.02 38.11 28.76 
8.22 8.62 
0.8 
1.18 
2.09 
2.36 



9.53 
5.8 
6.01 
6.03 
7.38 
4.75 
5.07 
6.09 
7.33 
10.19 
9.29 
6.74 
4.89 



3.71 
2.46 
2.26 
5.82 



2.63 
1.83 
1.54 
3.86 



i.77 12.23 
3.83 4.48 
4 4.77 
2.05 



5.28 
4.32 
1.52 



2.11 

18.83 15.46 12.75 

46.58 37.18 35.96 

5.33 1.89 

8.57 1.83 

4.87 0 

80.5 86.76 128.25 

14.69 15.73 4.63 

24.74 26.95 28.23 

30.55 15.52 22.26 

29.25 26.76 28.05 

3.68 1.57 0.37 

8.37 4.32 7.01 

7.17 1.4 

8.89 

4.72 

5.93 

4.22 

8.05 

5.38 

6.86 

11.2 

7.64 



2. 33 



3. 53 
1.42 
1.38 
1.46 
1.81 
2.01 
3.16 
4.92 
3.81 

11.66 11.36 1Q.59 
6.98 3.29 5.92 
S.97 3.53 
206.09 224.87 171.66 
3.45 0.32 0.79 
7.78 1.9 
5.14 1.22 
12.28 11.33 
5.76 3.45 
3.11 



3.69 



4.58 
5.39 
5.64 



1.41 



2. 53 

3. 26 
2.26 



0. 35 
1.52 

61. IS 60.41 66.84 
4.73 

9.04 2. 14 3.36 



3.02 



1.19 
2.42 4.06 
29.91 18.82 
5.89 13.23 
80.48 61.45 
7.42 5.61 
2.57 7.27 
3.26 1.13 
6.9 7.75 
2.3 5.79 
2.04 1.24 
46.65 51.58 
72.37 61.23 
9. 1 7. 34 
2.14 
1.4) 
2.42 
2.97 
1.36 
3.65 
2.14 
3.86 
7.21 
4.36 
4.46 
1.6 0.22 
6.48 6.95 
45.08 32.42 
3.26 1.47 
4:68 3.69 
0 1.16 
85.31 121.73 
10.12 15.18 
17.61 14.81 
24.69 18.23 
30.76 28.58 
2.44 1.18 



11.86 

0. 35 2. 86 

3.05 4.36 

1.63 2.56 

1.33 1.09 

3.43 6.44 

3.37 1.97 

6.2S 3.04 

3.73 2.48 
4.6 9.34 

1.74 3.76 
8.67 8.67 
6.91 8.34 
4.78 3.11 

441.79 291.3 

0.92 1.02 

9.33 6.11 

0 1.37 

7.88 11.32 

1.35 2.57 
2.69 
2.09 



6.61 
2.02 
3.4 1.98 
2.26 2.79 
138.08 127.44 
1.52 0.95 
6.77 6.6 



2.08 
4.07 

40.09 
9.56 

65.58 
3.54 
6.12 
0.11 
7.46 
3.54 
1.53 
51.5 

74.82 
5.15 
0. 96 
1.37 
0. 53 
2.71 
0.06 
5.3 
3. 46 
3. 96 
8.15 
3.15 
3.02 
0. 74 
5. 98 

25.88 
1.63 
4.06 
0. 26 

115. 26 
9.75 

14. 26 

25.96 

28.74 
1.17 
4. 75 
1.91 



2.42 
1.12 
6.16 
3.6 
S.75 
3.1 

11.36 
9.48 
3.05 
543.12 
0.67 
3.21 
0. 53 

11.12 
1.94 
3.66 
0.69 
3.29 
1. 
140.01 
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NT2RP3002086 
NT2RP30O2094 
NT2RP30O2096 
NT2RP3002097 
HT2RP3002098 
NT2RP3002102 
NT2RP3002106 
NT2RP300Z108 
NT2RP3002109 
NT2RP3002H0 
MT2RP3002113 
NT2RP3002120 
NT2RP3002121 
NT2RP30O2126 
NT2RP3Q021Z8 
NT2RP3002130 
NT2RP3O02133 
NT2RP3002136 
NT2RP3002140 
NT2RP30O2M2 
NT2RP3002146 
NT2RP3002147 
NT2RP3Q02151 
NT2RP30C2155 
NT2RP30021S6 
NT2RP3002160 
NTZRP3002163 
NT2RP3002165 
NT2RP3002166 
NT2RP3Q02173 



3.34 
12. 33 
23.91 
5.03 
13.2 
10. 36 
4.96 
40.98 
S. 34 
9.48 
7.73 
1.11 
64.09 
8.94 
4S.15 
713.78 
99. 29 
3.S9 
9. 07 
9.3 
11.07 
IS 
S3. 25 
3.79 
9.08 
13.64 
6.75 
5.43 
517.9 



NT2RP3002174 130. 22 



NT2RP3002181 
HT2RP3002185 
NT2RP3002193 
NTZRP30O2204 
HT2RP3002244 
NT2RP3002248 
NT2RP30022S3 
MT2RP30022S5 
HT2RP3002264 
NT2RP3002257 
NT2RP3002273 
HT2RP3002276 
NT2RP3002281 
KT2RP3002286 
HT2RP3002297 
HT2RP3002301 
HT2RP3OO2303 
HT2RP3002304 
NT2RP3002309 
NT2RPJ002311 
NT2RP3002315 
NT2RP3002319 
HTZRP3002324 
NT2RP30O2330 
MT2RP3002333 
HT2RP3002337 
NT2RP3002342 
NT2RP3002343 
NT2RP3002351 
NT2RP3O02352 
NT2RP3002353 
NT2RP3002362 
NT2RP3002363 



5. 97 
44.31 

7.33 
41.05 

12.8 

7.98 
17.21 

3.26 
81.68 

2.25 

20.4 

3.97 
13.35 
16.62 

94.9 
11.34 

7.54 
91.67 

4.32 

9.65 
16.31 

8.49 
18.48 
14.44 
41.51 

4.44 
25.61 

3.99 
20.96 
29.92 
26.94 
18.42 
11.71 



2.83 
8. 92 
20.85 
5.84 
5.06 
7.3 
2. 64 
15.02 
2.87 
7.75 
8.74 
4,94 
54. 26 
4.6 
21.81 
729. 07 
50.26 
7.52 
12.94 
10.61 
11.26 
10.97 
66.04 
2.7 
10.25 
21.03 
7.58 
5.03 
446. 69 
107. 95 
4. 69 
38. 54 
7.63 
45.66 
20.63 



7.8 
11.16 

2.63 
74.91 

3.31 
16.49 

2.93 
12.31 

19.5 
98.81 
12.34 
10.15 
49.25 

3.35 

9.45 

24.1 
14.45 
20.79 
26.39 
67.04 

8.96 
22.15 

7.39 
17.51 
68.54 
28.46 
12.38 
14.02 



14.68 
6.44 
11.73 
34.1 
6.49 
15.39 
14. 64 
12.49 
38.55 
6.32 
15.49 
11.8 

I. 77 
55.37 

9.8 
38.29 
666.05 
79.88 
7.94. 
11.89 
11.18 
19.71 
25.17 
47.55 
6.74 
12.47 
16.3 
8.41 
4.69 
509.69 
156.75 
12.81 
51.77 
13.87 
52.03 
18.31 
12.04 
18.79 
8.57 
64.3 
8. 07 
19.5 
6.36 
15.77 
20.21 
132.4 
18. 57 
16.1 
50.79 
10.38 
12.73 
16.79 
9.47 
21.07 
29. 36 
49. 57 

II. 93 
24.13 

7.92 
19.58 
51.75 
26.72 
24.27 
21.35 



7.72 
4.61 
8.59 
19.75 
7.72 
11.41 
10.63 
5.65 



Table 444 

4.75 



4.13 
2.06 
3.97 
11.2 
2.61 
5.66 
8.57 
1.44 



10.55 
6.57 
5.17 

40.43 
7.18 

25. 97 



5.09 
3.9? 

1.32 0.68 

28.8 44.09 
4.51 
19.96 

842.53 766.78 697.72 

69.55 58.35 39.45 

2. 45 3. 08 



8.33 
9.37 
10.63 
14.01 



6.6 
7.32 
7.4< 



7.18 7.82 
73.17 43.36 52.61 
4.59 0.75 
7.96 
7.06 
1.96 
1.55 

297.97 240.6 253.29 
150.48 138.99 121.68 
5.8 2.39 3.23 
25.79 16.42 
8.26 3.71 
45.02 28.36 
13.33 15.24 10.05 
10. 57 4. 97 3. 5 
9. 56 7. 33 
4.41 1.55 
98.72 70.97 43.12 
0.82 
8.97 
0.7 
7. 06 



12.87 
10.69 
6.08 

6.27 



7.04 
4.19 
1.96 



22.4 
3.99 
25.63 



15.02 
4.35 
11.45 
12.28 
64.72 
7.11 
7. 32 
81 
4.01 
9.08 
7.96 
9.99 
16.08 
13.92 
36.81 
5.8 
19.61 
5.18 
6.79 
25.45 



6. 1 7. 6! 



1.44 
6.57 
7. 42 



1.07 
4.41 
8. 29 
4.43 
9.05 11.92 
12.3 11.42 



11.87 
2. 92 
4.97 
36.1 



9.35 
2.41 
S. 94 

12.95 
5.48 
3.96 
3.35 
2. 54 
8.11 
2.33 
6.14 
5.04 
2.8 

33.92 



5. 74 
544.62 1 
17.4 
2.99 
5.4 
12.19 
4. 38 
7.02 
38.35 
1.04 
2.86 
9.73 
2.6 
2.88 
44.66 1 
78.48 

I. 84 
38.06 

4.19 

28.31 
9.17 
9.37 
3.72 
1.36 

54. 37 
0.79 

10.11 
1.24 

10.16 
4.25 

II. 41 
2.56 
5.05 

31.29 
2.59 
3.9 
9. 67 



2.65 
5.88 

33.68 
2. 32 

11.85 
2.4 
9.93 
47.8 
14.2 

12.53 

10.05 



*■ *• 












I 90 








C 1* 


4, 01 








10 71 










78 
1 11 


*•"' 


















a in 


in 6 








2 99 


5 43 








16! 82 


8J4 








2.43 


0.38 








4.67 


6.08 








3.74 


4. 99 


* 


* 




1.37 


1.2 








65.97 


39.23 


* 






5.32 


11.38 








23.29 


23. 75 








1065.2 813.76 








37.71 


52. 59 








3.81 


3.42 








5.06 


2.64 


* 


** 




11.03 


8.72 








6.88 


4.67 




* 




15. 09 


18.04 








94. 67 


86.47 








0. 59 


1. 13 




* 




3.65 


6.87 




* 




11.32 


12.78 


* 






3.84 


1.9 


* 


** 




6.31 


2.47 








136.22 


128.7 


** 


** 




86.96 


88. 77 




* 




5.23 


1.34 








52. 39 


48.7 








5.78 


8.23 








47. 28 


47.76 








7.08 


5.13 




* 




(.63 


3.98 








10. 84 


9.39 


* 






3.59 


1.93 








98.78 


53.26 








1.35 


0.88 








9.27 


13.28 


* 


** 




0.89 


0. 84 








10.76 


11.32 


* 


* 




3.16 


1.57 








37.45 


29.98 


* 


** 




4.64 


4.68 


* 


* 




6.82 


7.85 








39.07 


25.04 








1.36 


0.22 








4.09 


5.31 




** 




8.19 


10.65 


* 


* 




3.04 


5.3 




* 




9.16 


8.78 


* 


** 




11.72 


10. 72 




* 




44.76 


37.87 








2.11 


2. 55 




* 




13.94 


20.4 


t 


* 




1.77 


3.64 








4.83 


3.54 








10.88 


7.27 








29.02 


22.52 


* 






15.38 


16.92 








11.93 


6.97 
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NT2RP3002684 



20.63 
5.32 
S.54 
7.62 
S.43 
S.86 
(2.97 
12.06 
4. 76 



NT2RP3002377 
NT2RP3002397 
NT2RP3002404 
NT2RP3002410 
NT2HP3002414 
NT2RP3002430 
NT2RP3002448 
NT2RP3002454 
NT2RP3002455 
NT2RP3002456 
NT2RP3002462 
NT2RP3002469 
NT2RP3002470 
NT2RP30024S4 
NT2RP3002491 
NT2RP3002494 
NT2RP3002497 
HT2RP30O25O0 
NT2RP3002S01 
NT2RP3002512 
NT2RP3002529 570. 
NT2RP3002S33 
NT2RP3002S39 
NT2RP3002S40 
NT2RP3002543 
NT2RP30O2545 
NT2RP3002S49 
NT2RP3002552 
NT2RP3002558 
NT2RP300256S 
NT2RP3002566 
NT2RP30O2571 
HT2RP30O2572 
NT2RP30O2573 
KT2RP3002577 
NT2RP30O2S79 
HT2RP3002582 
HT2RP3002S87 
KT2RP30O2S90 544. 
NT2RP3002602 
MT2RP3002603 
HT2RP30O2621 
NT2RP3002622 
NT2RP3002624 
NT2RP3002828 
HT2RP30O2629 
NT2RP30O2631 
NT2RP3002647 
NT2RP3002649 
NT2RP3002650 
NT2RP30O2652 



15.78 
9.77 
8.21 
4.7 
4.93 
5.44 
9.25 
19.92 
3. 53 

58.0 3 38.92 
20.18 13.39 
3.83 1.84 
35.44 35.5 
3.62 2.13 
13.97 21.34 
24.09 40.78 
1.45 2.72 
16.58 14.89 
32.52 29.62 
5.61 3.7 
1. 71 876.56 
33.09 38.94 
6.02 8.36 
4.32 7.97 
12.62 
2.99 
6.99 
4.39 



4.6 



7.92 
18. 53 
5.57 



10.53 17.57 

28.81 23.63 

32.83 27. 15 

38.88 30.21 



8.45 
20.03 
9. 25 



NT2RP3002688 168.35 108.47 
8.07 8.3 



13.16 
7.65 
8.02 
6.03 
9.44 
9.52 

16.37 
5.11 

43.81 
21.5 
6.7 

72.47 
4.4 

15.21 

35.02 
2. 12 

20.26 

45.41 

5.1; 

723.55 
36.28 
9.74 
5.52 
12.88 
9.33 
13.6 
10.04 
27.53 
14.18 
13.33 
10. 93 
56.76 
29.51 
41.83 
12.6 
10. 45 
15.76 
857. 26 
10.58 
18.75 
9. 83 
13.82 
21.5 
9.7 
14. 59 
46. 18 
13.32 
12.59 
27.47 
14.03 
14.7 
20.85 
18.66 
9.81 
11.68 
39.16 
33.62 
40.39 
13.68 
18.81 
13.71 
188.15 
9.14 



9. 33 4. 6 

3.37 1.62 

21.72 19.39 

1.03 1.2 

5.93 4.04 

8.77 12.21 

0.95 2.47 

15.49 27.1 

41.64 21.97 31.25 

8. 12 4.35 5.53 

824.94 401.81 698.08 

44.79 15.69 31.1 

6.07 3.74 0.01 
2.78 



13.04 
6.81 
4. 33 
3.73 
E.64 
4.78 
5.21 

13.74 
6. 77 

27.96 

10. 24 
6.03 

34.81 
4.15 

12.05 
15.6 
3.96 

24.82 



1.29 



2. 98 
1.3 
3.33 
1.85 
1.52 
1.95 
7.64 12.02 



9.08 
12.84 
6.12 
7. 32 
7.03 
25.41 



i.24 



1.84 2 

I. 31 2 
11.35 21 

3.88 9, 
6. 98 8. 51 

4.89 4.39 
36.41 30.38 
16.82 14.99 

14.5 

3.12 4.38 

3.56 3.38 

6.77 7.46 

489.72 627.82 453.24 

10.16 7.38 6.68 

16.38 10.66 15.03 

8.56 3.04 3.97 
8.8 3.27 
17.24 10.36 
6.43 2.65 
10 6.43 

26.1 22. 1 27.75 

16.2 15.29 15.81 
4.23 5.01 
9.68 
3.76 

10.11 
6.31 
10.7 
3.68 
15.43 

II. 43 
23.94 18.84 19.81 
24.11 16.4 14.74 

3.93 4.02 

9.81 5.51 

8.33 10.78 

190.36 164.88 199.08 

8.34 5.8 6.56 



16.41 
9.57 
41.43 
19.71 
19.87 
7.23 
7.84 
10.84 



9.96 
18.25 

5.61 
11.91 
14.05 
13.66 

8.43 
14.14 
18.72 



7.64 
8.9 
14.12 



3.73 
13.21 
4.46 
5.93 



16.42 23.7 18.15 

4.39 2.85 3.63 

2.68 0.69 1.15 

3.81 3.45 2.67 

4.09 1.68 3.33 

3.2 1.23 1.16 

2.67 2 4.7 

13.75 9. 17 8.67 

3.7 5.48 5.26 
14.57 36.86 33.26 

3.9 5.28 3.19 

2.45 1.7 0.82 

33.8 20.85 19.08 

2.28 1.6 1.75 

5.95 7.05 7.23 

26.54 16.61 15.03 

1.03 1.64 2.67 

14.57 11.42 19.8 

12.71 18.89 18.63 

3.81 5.5 5.08 

438.95 899.52 707.21 

9.54 21.79 17.75 

2.47 0 0.12 

9.44 4.32 6.18 
9.1 11.85 10.42 

2.07 3.55 0.82 

4.48 4.56 2.91 
3.66 3.6 2.29 

37 39.71 40.69 

11,41 13.37 16. 

6.63 7.76 8.89 

4. 63 2. 67 

18.06 45. 1 46.35 

13. 13 13.23 21-22 

17.59 15.85 17.3 

5.33 4.66 

4.87 4.78 3.74 

4.8 4.74 3.88 
363.97 273.66 582.87 

4.87 4.34 $.16 

8.16 15.4 88.12 

3.12 5.17 6.09 

2.74 4.44 11.45 
17.97 25.27 18.08 

4.24 5.21 2.97 

6.71 4.48 3.96 
26.27 23.38 21.25 
10.24 7.5 7.23 

3.45 5. 1 5.57 
17.35 20.46 18.82 

2.75 4.84 
5.42 7.8 
15.2 14.6 14.98 

4.85 10.09 6.73 

8.72 4.39 3.92 
19.1 11.04 8.7S 
7.92 17.21 15.51 

15.18 21.3 26.19 

30.8 35.93 33.74 

2.41 3.04 2.62 

4.13 6.96 4.79 

7.86 7.74 7.01 
153.97 87.55 117.43 

5.59 5.87 4.73 
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NT2RP3O027O1 
NTZRP30Q27O5 
NT2RP3002708 
NT2RP3002711 
NT2RP30O2712 
NT2RP3002713 
NT2RP3002721 
NT2RP3002722 
NT2RP3002723 
NT2RP3002737 



NT2RP3002738 122.73 



NTZRP30O2742 
NT2RP3002744 
N72RP3002756 
NT2RP3002757 
NT2RP3002758 
NT2RP3002762 
NT2RP3002763 
NT2RP3002770 
NT2RP3002771 
NT2RP300278S 
NT2RP3O0279O 
NT2RP3O02799 
NT2RP3002801 
NT2RP30O2802 
MT2RP30Q2810 
NT2RP3002818 
NT2RP 3002821 
NT2RP3002823 
NT2RP300282S 
NT2RP3002829 
NT2RP3002831 
NT2RP3002836 
NT2RP3002845 
NT2RP3002852 
NT2RP3002S61 
NT2RP3002869 
NT2RP3002874 
NT2RP3002876 143. 
NT2RP3002877 
NT2RP3002887 
KT2RP3002900 
KT2RP3002902 
NT2RP3002909 
NT2RP3002911 
HT2RP3002948 
NT2RP30O2953 
MT2RP3002955 
NT2RP30029S8 
HT2RP3002969 
KT2RP3002972 
NT2RP300ZS78 
NT2RM002983 
NT2RP3002985 
NT2RP3002988 
NT2RP3003000 
NT2RP30O3008 
NT2RP30030I2 
HT2RP3003015 
NT2RP3003018 
NT2RP3003028 
NTZRP3003029 
NT2RP3003032 

MTJftPlOMflil 



11.4 8.8 
30. 23 29. 89 
25. 52 23.92 
87.34 128.24 
11. SI 9.81 
17.13 13.75 
70.06 117.72 
20.45 20.54 
12.21 14.76 

4. 87 4. 9 



88.31 
5.31 
7.9 
6.64 

14.86 

15.69 
8.17 
4.94 

15.86 
3.94 
7.61 
8.68 

36.15 
7.96 
5.16 

13.43 



S. 94 5. 9 

46. 16 68. 1 

36.39 46.01 

9.11 9.95 

16.68 11.51 

38.76 32.47 

27.07 21.18 

6.45 10.44 

6.19 9.1 

12.63 13.11 

.63 148.27 

16.65 19.83 

11.91 8.65 

24.9 40 

50.68 50.65 

5.43 3.6 

32.27 38.37 

97.24 122.54 

130.69 155.36 

11 13.27 

11.7 7.18 
10.47 5.67 

9.18 3.34 

17.8 13.14 
14.39 16.02 

4. 55 5. 27 



8. 52 
3.67 
10.96 
2.33 
94.04 
4.14 



6.19 
3.71 
2.67 
3.47 
42.5 
3.97 
4.39 

10.59 12.64 
18.44 16.02 
9.5S 9.82 



15.19 
43.68 
35.27 
131.86 
14. 14 
17.42 
122.3 
15.56 
21.14 
12.9 
164.33 
8.06 
17.24 
6.82 
15.65 
16.85 
14.93 
14.86 
20.19 
12.36 
12.09 
16.54 
61.61 
8.02 
13.06 
30.89 
22.29 
7.5 
9.87 
69.32 
39.22 
10.41 
17.27 
30.9 
24.92 
9.71 
10.7 
17.2 
181.51 
22.97 
14.58 
47.49 
63.54 
6.73 
39.37 
134.73 
174.07 
12.07 
10.81 
11.5 
9.31 
17.07 
14.98 
7.26 
9.46 



3.5 
10.84 
10.69 
71.87 
9.63 
9.49 
16.85 
27.77 
9.95 



Table 446 

9.64 4.21 7.04 

30.05 23.71 23.42 

19.02 13.81 19.8 
149.35 126.88 84.65 

7.18 5.15 2.41 

8.41 9.55 4.36 

101.88 70.22 94. 12 

16.97 11.11 10.65 

7.75 4.55 7.76 

7.24 2.22 4.66 

156.37 134.11 152.93 

6.59 2.59 2.11 
4.45 
5.13 
6.41 
8.17 
2.38 
3. 26 
7.67 
8.16 4.01 
7.52 4.23 

10.03 4.49 
71.32 40. 17 61.97 

8.82 3. 17 7.55 
2.83 



10.03 
7.81 
13.62 
13.98 



6.38 
2.63 
8. 

9.33 
7.36 
4.46 
4.65 
1.77 
4.31 
9. 57 



9.48 
15.94 
12.03 
5.13 
7.27 
16.84 



1.02 



16.8 

22.92 16.02 11.21 

14.39 9.89 8.12 
10.91 4.09 
12.04 7.1 

24.24 10.22 18.18 

7.81 2.41 4.65 
3.23 
5.37 

254.93 163.87 216.77 

18.33 13.19 15.19 

12.86 6.78 

50. 72 36. 64 

17.78 28.94 
6.91 1.07 

37.75 22. 31 

183.88 103. 17 110.98 

145.08 99.42 98.1 



9.07 



57. 77 
15.05 
4.91 
32. 66 



5.71 



9.74 

11.8 6.8 

11.46 3.57 

7.48 3.85 

16.61 7.47 

15.99 6.52 

6.46 1.04 

9 4.1 

6.2 1.26 2.48 

10.43 9.08 7.16 

4.62 0.4 1.73 

52.22 37.75 51.79 



5.98 
7.13 
9.46 
16.77 
12.39 



4.79 10.11 

20.15 25.03 

19.34 22.92 

16.56 37.78 

5.29 7.06 

13.41 9.28 

113.7 122.46 

14.55 10.8 

4.96 7.72 

2.62 1.49 

81.07 85.63 

2.29 3.26 



S.88 
2.84 
10.99 



15.83 11.78 
5.11 
2.77 
6.79 
4.07 
3.39 



4. 56 
4.15 
S.38 
3.51 
4.14 

11.67 
38.77 29.46 

5. 99 2. 43 
3.71 3.1 

15.57 16.49 
12.06 10.85 
3.88 1.7 
2.79 3.12 
9; 52 7. 53 
24. 02 7. 98 
9. 96 4. 98 
4. 06 4. 72 



6.77 
4.89 
8.08 
137. 83 
13.02 
8.16 
42.16 



4.65 
3.27 
3.93 
99.6 
8.47 
11.65 
46. 86 



13.15 
3.28 
5.53 



4.84 

7.55 
2.37 
5.31 
0.84 



3.07 
11.38 
15.36 

6. 47 



7.18 
27.52 
17. 32 
36.54 
4.76 
8. 38 
107.46 
10.74 
6.61 
3.15 
82.42 
2.78 
6.87 
1.38 
10.38 
10.47 
6 

3.35 
5.16 
2.45 
4.41 

11.43 

32.11 
2.63 
3.55 

23.18 
7.02 
1.96 
3.09 
4.62 
9.64 
9.9 
7.36 
9. 29 

18.97 
5.14 
3.99 
8.06 
141.63 

12.29 
6.83 

41.82 

23.73 
4.07 

47. 38 
95.2 
165. 58 
5.17 

14.41 
4.09 
7.19 

21.66 

19.45 
3.43 
9.04 
2.73 
5.42 
1.54 

66.31 
2. 26 
1.64 

12.28 

10. 
3.62 
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Table 447 



NT2RP3003044 
NT2RP3OO3047 
NT2RP3O03O5O 
NT2RP30030S3 
NT2RP30030S9 
HT2RP3003O61 
NT2RP3003068 
NT2RP3003071 
NT2RP3003076 
NT2RP3003078 
NT2RP300308! 
NT2RP30Q3090 
NT2RP3003097 
NT2RP3003098 
HT2RP3OO3101 
MT2RP30O31O9 
KT2RP3003121 
NT2RP3Q03133 
NT2RP3003137 
NT2RP3003138 
MT2RP3QQ3I39 
NT2RP3003145 
NT2RP3003150 
NT2RP3003157 
NT2RP300318S 
NT2RP30O3193 
NT2RP30O3197 
NT2RP3003203 
NT2RP3003204 
NT2RP30O321O 
NT2RP3003212 
NT2RP3003213 
NT2RP3003224 
KT2RP300322S 
KT2RP3OO3230 
NT2RP3003235 
NT2RP3003242 
NT2RP3003251 
NT2RP30032S2 
NT2RP3Q03258 
NT2RP3003260 
NT2RP3003264 
NT2RP3003273 
NT2RP3003278 
NT2RP3OQ3280 
NT2RP3003282 
NT2RP3003290 
NT2RP3003301 
NT2RP3003302 
NT2RP3003311 
HT2RP3003312 
NT2RP3003313 
NT2RP3003327 
NT2RP3003330 
NT2RP3003344 
NT2RP3003346 



20.51 
318.58 
6.01 
4.73 
3.4 
3.92 
13.64 
501.47 
11.52 
14.69 
14.34 
4. 38 
14.02 
6.1 
11.04 
27.77 
14.74 
8.34 
4.53 
14.49 
17.72 
29.81 
3.07 
36.91 
12.88 
56.79 
14.34 
13.42 
19.08 
S.33 
8.37 
5.67 
SS.68 
4.57 
7.29 
79.63 
73.44 
104.1 
10.37 
15.2 
20.33 
39.02 
4.51 
10.07 
8.01 
6.34 
5.35 
10.24 
44.6 
4.75 
24. 36 
11.85 
9.48 
28.77 
7.42 
7.58 



NT2RP30O3349 77.06 

NT2RP30O3353 5.79 

NT2RP3003354 50.09 

NT2RP30033S8 10.01 

MT2RP3Q0337S 13.81 

NT2RP3003377 8.13 

I4j 15.97 

NT2RP30033851 10.44 



12.05 
233.21 
3.67 
4.39 
2.18 
4.63 
16.72 
582. 68 
4.82 
14.12 
14.21 
6.96 
15.06 
7.46 
12.95 
29.32 
6.75 
7.45 
5.11 
14.02 
13.28 
27. 36 
5.2 
28. 34 
12.16 
51.34 
9.96 
14.29 
17.04 
8.19 
8.5 
4.05 
53.67 
3.58 
5.28 
66.15 
66.48 
73.55 
11.27 
11.75 
21.23 
33.18 
4.91 
13.81 
8.36 
4.14 
4.64 
13.13 
31.52 
4.55 
35.16 
10.76 
7.49 
45.14 
9.51 
7.33 
82.34 
9.35 
93.38 
14.26 
11.33 
11.7 
18.59 
16.16 



18.28 
307.78 
13.67 
9.42 
5.45 
10.62 
19.09 
529.35 
12.85 
17.86 
20.22 
9.84 
14.8 
9.23 
14.52 
24.18 
15.15 
12.11 

£A 

16.88 
41.27 
3.99 
31.25 
22. 32 
61.74 
23.45 
19. 75 
30.4 
12. 29 
11.56 
5.85 
56.74 
10.67 
14.91 
103.! 
77.54 
126.64 
12. 13 
13.65 
23.55 
49.85 
15.07 
15. 32 
9.74 
6.3 
5. 82 
10.58 
44.49 
11.5 
29.14 
12.83 
11.81 
40.86 
10.17 
10. 55 
60.61 
12.49 
122.44 
18.12 
19.09 
14 



17.95 10.92 17.93 
283.91 158.8 215.31 
6.04 1.27 2.97 
5.4 1.52 3.2 
4.75 1.77 1.03 
7.14 5.71 3.17 
13.94 11.08 9.11 
407.82 335.95 447.01 
9. 77 5. 93 5. 76 
9. 88 7. 71 
9.02 



13.59 
6.19 
11.66 



i. 29 
5. 57 
4. 67 
6.27 
32.49 26.06 
12.65 4.66 



8. 93 
4.41 

15.47 
11.32 



5.28 
2. 55 
8.83 
8.97 

37.92 28.86 28.23 

5.23 1.85 1.66 

37.59 20.43 24.91 

13.29 10.08 11.04 

61.27 47.04 47.44 



12.47 
289. 99 
2.45 
1.65 
2.8 
3.68 

15.51 
379. 51 
7.19 
3.81 

12.85 
4.26 
8.05 
3.99 

11.09 

22.67 
4.11 
2.52 



17.92 24.95 
339.63 305.0! 
4.04 3.78 



3.67 
9.65 
122.11 



8.85 
14.19 7.85 
16.33 10.47 



9.16 
8.16 
6.17 



9.17 
15.47 
13.01 



10.69 
5. 35 
6.51 



9.84 
5.18 
2.96 

16.3 18.72 16.37 

6.47 2. 35 3.36 
8.17 2.63 

95.3 92.56 60.75 

45.7 33.6 25.86 

135.43 95.34 99.58 
5.92 
7.82 

8.75 11.13 

37. 17 29.58 23.32 

7. 81 4. 36 2. 59 
5.74 
2.41 
1.72 
2.67 
5.22 

16.4 28.65 
3.14 



4. 93 
1.58 
3.27 



4.4S 



2.99 



8.04 
25.69 
8.43 

9.01 9.9 

7. 95 5. 85 
7.32 3.83 

24.02 22.59 18.95 

9.56 3.26 4.53 

7. 96 3. 1 1 
59.72 39.01 41.31 

5.84 3.86 3.54 

53.2 56.67 30.98 

8.66 5.26 

11.92 5.85 

6.42 2.73 
10.9 



5.87 



1.57 
8.07 
7.6- 

19.57 
3.17 

16.55 
7.56 

61.96 
6.63 
8.52 
7.19 
6.27 
S.2 
4.78 

11.98 
2.91 
3.72 

55.64 

41.52 

79.05 
5.47 
7.6 

14.98 

18.19 
2.42 
4.88 
1.8 
3.2 
2.13 
4.68 

36.54 
2.2 
5.11 
3.77 
4.61 

15.05 
3.31 



4.01 
9.21 

12.21 
5.09 
4.07 
3.58 
6.92 

10.95 
16.3 
2.46 

12.3! 

13.67 



7.36 
5.26 
3.56 
29.14 
2.15 
2.45 



81.02 
5.61 
4.08 

15.72 



5. 26 
2.02 
1.42 
0.74 
1.19 

47.16 
3.71 
5.46 
4.31 
4.57 

12.99 
3.28 
6.17 



12.29 
7.35 
11.93 

14.39 15.35 10.89 10.54 



4.71 
4.66 
6.35 
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NT2RP30Q3396 
NT2RP3003403 
NT2RP3003409 
NT2RP3003411 
NT2RP3003420 
NT2RP3003425 
NT2RP300342S 
NT2RP3003427 
NT2RP3003433 
NT2RP3003437 
NT2RP3003448 
NT2RP3003455 
NT2RP3003462 
KT2RP3003464 
NT2RP3003469 
NT2RP3003473 
NT2RP3003474 
NT2RP3O0347S 
NT2RP30D3490 
NT2RP3003491 
NT2RP30O3493 
NT2RP3003SOO 
NT2RP3003527 
NT2RP3003532 
NT2RP3003S3S 
NT2RP3003536 
NT2RP3003543 
NT2RP3003549 
KT2RP3003552 
NT2RP3003S55 
HT2RP3003S59 
KT2RP3003564 
NT2RP30O3572 
KT2RP3003S76 
NT2RP3003587 
NT2RP3Q035S9 
NT2RP30O3592 
NT2RP30O3593 
NT2RP30O3614 
NT2RP3003S2I 
NT2RP300362S 
NT2RP30O3627 
NT2RP3003636 
NT2RP3003642 
HT2RP3003645 
NT2RP3D03648 
NT2RP3003649 
NT2RP30036S0 
NT2RP3003656 
NT2RP30O36S9 
NT2RP3003662 
NT2RP30O3664 
NT2RP3003665 
NT2RP3003671 
NT2RP3003672 
NT2RP3003673 
NT2RP3003679 
HT2RP3003680 



NT2RP30OJ897 
NT2RP30037O1 
NT2RP3003704 



16.4 12.74 16.94 



3.1 
7.35 
11.06 
19.06 
6.27 
7.48 
28.71 
4.33 
3.79 
50.3 
10.05 
10. 37 
14.66 
17.22 
10. 99 
3.37 
25. 58 
6.09 
18.8 
4.17 
5.9 
7.67 
10.61 
38.7 
5.83 
83.01 
5.05 
5.72 
7.3 
16.08 
21.9 
4.45 
10.13 
4.99 
8.81 
16.97 
8.95 
16.19 
23.31 
30.15 
13.85 
43.56 
9.55 
11.93 
6.56 
26.09 
12.61 
6.54 
9.46 
8.5 
4.6 
11.75 
70.45 
12.42 
8.49 
10. 33 
13.23 
3.02 
9.23 
6.83 
9.67 
10.73 
6.87 



!.78 
11.81 
12. 25 
32.9 
5. 68 
8. 53 
32.12 
3.61 
2.73 
43.28 
10. 38 
9.93 
13. 89 
14.94 
11.83 
3.95 
23.74 
2. 59 
17.56 
0.67 
4.69 
4.85 
16.22 
29.85 
2.22 
76.4 
3.61 
3.03 
5.08 
18. 05 
11.18 
3.71 
4. 39 
3.94 
6.29 
13.2 
15.57 
15.38 
9.78 
13.92 
10.22 
19.06 
S.41 
7.13 
6.34 
26.77 
11.46 
4.65 
5.9 
8.39 
5.97 
13.45 
72.23 
9.87 
4.06 
6.46 
15.82 
3.35 
7.33 
7.26 
9.01 
9.76 
2. 51 



12.63 
14.86 
36; 55 

8.42 
6.3 

28.4 
3.8 

8.27 
42.61 
13.46 
17.25 
13.28 
13.68 
10.53 

4.83 
27.15 

4.63 

17.3 

I. 27 
5.02 
6.47 

14.72 
32.07 
11.18 
71.54 

9.39 

6.03 
11.06 
20.35 
19.14 
12.53 
10.89 
10.87 

8.93 
13.23 
14.21 
25.69 
21.55 

27.9 
17.05 
24.94 
10.21 
13.91 

9. 24 
29.81 
21.64 
10.33 
15.28 

10.9 

8.27 
13.25 
46.58 
13.46 
14.72 
20.68 
26. 63 
12. 97 

II. 82 
6.91 

11.76 
12.38 
9. 56 



Table 4 

16.32 6.79 
5.18 1.78 



21.71 11.78 

5.84 2.62 

7.22 3. 59 

30.38 20.54 
5.72 



7.3 
71.29 
9.15 
S.92 
12.87 
14.5 



13.09 12.46 
6.73 2.05 



22.58 
6.14 
7.76 
6.19 

12.47 



6.81 
9.46 
13.82 



7.2 

4. 59 

5.98 
12.11 
12.38 
16.13 
19.16 
27.09 
10.88 
24.57 26. 12 



12.3 
8. 76 
17.35 



6.42 
10. 67 
8.44 
22. 55 
12.68 
8. 68 
7.57 
5. 37 



9.56 
8.71 
9.67 
5.63 
8.17 
7.08 
7.31 
10.7 
7.86 



5.7 
5.31 
4.41 
18. 26 
5.46 



16.93 
3.29 
4.77 
5.8 

14. 57 
3.03 
4. 34 
27.6 
3.56 
3.14 
73.4 
7.96 
4.43 
6.91 
9.94 

13.39 
5.69 
0.35 
3.26 

27.63 
2.97 
6.18 
4. 17 
8.89 

25. 49 
4.05 
69.1 
3.34 



3.3 
6.35 
2.48 
3.45 
12.9 
13.05 
18.94 
10.65 
16.31 
10. 73 
25.77 
4.71 
7.85 
4.52 
23.64 
10. 24 
4.51 
6.1 
5.94 
4.25 
5-74 
53.27 
11.85 
4.91 
8.11 
10.92 
1.88 
3.83 
6.06 
5.19 
10.02 
3.23 



19.34 



14.73 

•1.96 3.43 

6.95 7.18 

7.12 7.74 

23.43 20.87 

4.29 2.39 

6. 93 6.05 

31.57 21.98 

2.47 5.63 

2.83 3.31 

51.67 39.73 

7.2 5.64 



5. 52 
18. 26 
19.05 
10.9 
2.42 



5. 56 
16.54 
18.28 
7.59 
1.56 



11.64 10.85 
2.21 16.1 
10.64 13.18 
2.46 
5.32 
6.18 
12. 45 



6. 12 
14.42 
14.16 

4.59 
35.13 

2.95 

4.06 



14.9 
4. 1 
38.35 
6.92 
3.11 
6.02 
7.28 



3.48 
2.31 
5.16 
6. 59 
6.07 
16. 33 
15.44 
25.7 
16.59 
16.11 
4.84 
4.25 
4.4 2.95 
34.18 24.81 



9.83 
6.6 
17.5 
10.2 
10.08 
7.14 
9.71 
4.31 
4.02 



12.27 
4.72 
6.43 
3.6 



1.93 
7.06 
13.94 
14.12 
6.88 
8. 58 
6.46 10.89 
1.47 



5.97 
3.71 
2.62 
9.66 
2.83 



1461 



EP 1 074 617 A2 



NT2RP3003716 
HT2RP3003721 
NT2RP3003722 
NT2RP300372B 
NT2RP30037*9 
NT2RP3003731 
NT2RP3003740 
NT2RP300374S 
NT2RP3Q03749 
NT2RP3003754 
NT2RP30037S9 
NT2RP3003764 
NT2RP3003766 
KT2RP30037S7 
HT2RP3003778 
NT2RP3003779 
NT2RP3003783 
NT2RP3003787 
NT2RP3003789 
NT2RP300379S 
NT2RP300S799 
NT2RP30038OO 
NT2RP3003805 
NT2RP3003809 
NT2RP3003819 
HT2RP3003824 
NT2RP3003825 
NT2RP3003828 
NT2RP3003831 
NT2RP3003833 
NT2RP3003836 
NT2RP3003842 
NT2RP3003S43 
NT2RP3003844 
N72RP3003846 
NT2RP3003849 
NT2RP30038S2 
NT2RP3003870 
NT2RP3003874 
NT2RP3003876 
NT2RP3003880 
KT2RP3003889 
NT2RP30038S1 
NT2RP3003914 
NT2RP3003915 
NT2RP3003918 
HT2RP3OO3920 
NT2RP3003924 
NT2RP3003932 
NT2RP300393S 
NT2RP3003940 
NT2RP3O03943 
NT2RP3003959 
NT2RP30O3963 
NT2RP300396S 
NT2RP3003972 
NT2RP3003973 
NT2RP3003979 



NT2RP3003980 146.06 



NT2RP3003982 



7.01 
13.04 

3.89 

9.91 
15. 24 
21.75 

6.25 

8.07 
12.41 

6. 51 

5.04 
37.79 
53.84 

8.01 
24.16 
12.68 

21.6 
6.7 

8.11 
28. 23 

7. 73 
80. 77 
19. 72 

8. 63 
19.91 

4.44 
IS. 83 

7.18 
49.77 
7 

22.92 
3.09 
23.17 
11.64 
11.56 
5.16 
8.43 
9.39 
8.27 
6.84 
11.2 
6.9 
13.5! 
2.72 
13.41 
7.35 
10.75 
33.52 
13.16 
11.85 
12.22 
7.2 
7.72 
75.69 
18.74 
4. 57 
6.48 
4.45 



7.33 
10.71 
46.04 
75.38 
14. 94 



8. 27 
10.15 
8.42 
10.2 
10.41 
24.76 
8.21 
4.76 
10.83 
6.89 
4. 82 
25. 83 
52.07 
8.08 
27.96 
5.29 
12.18 
5.75 
11.36 
17.85 
3.87 
76.75 
20.08 
14.84 
12.71 
5.34 
8. 99 
6.66 
38.05 
12.76 
45.16 
1.45 
13.66 
8.51 
8.88 
5.61 
6.43 
14.91 
8.06 
5.28 
8.02 
11.63 
11.29 
1.62 
9.97 
6.41 
6.92 
17.52 
5.83 
14.76 
9.19 
4. 68 
13. 55 
75. 77 
14.24 
5.37 
6.48 
3.72 
117.79 
5.76 
10.02 
43.54 
38.37 
10.16 



14.18 

23.8 
15.57 
12.37 
15.84 
24.08 
13.85 
18.45 
19.25 
16.88 

10.4 
53.35 
31.23 

7.88 
20.47 
15.64 
19. 59 
13.41 

13.5 
14.78 ! 

9.64 

98.8 
15.07 
28.37 

21.8 
16.42 
17.57 
13.27 
46.92 

5.52 
37.16 

4. 55 
18.94 
12 

8.25 
9.2 
11.03 

15.6 

7.54 

7.66 
13.91 
11.35 
17.94 

6.58 
16.94 

5.09 
10.79 
18.55 

7.58 
15.54 
12.29 

6.57 
11.27 
72.03 
13.95 
14.74 
12.61 

9.63 
158.74 
16.01 
27.87 
55.68 
57.12 
22.03 



Table 449 

5.47 2.75 3.52 
10.64 5.81 
6. 34 



9.7 5.8 



7.1 



6.47 
6.39 
5.36 



7.99 
6.04 
7.92 
13.94 
5.67 



17. 



10. 52 



4.66 



i. 35 



8.42 
5.16 
6.94 
7.42 
6.09 

10.08 
8.47 
8.75 
8.42 
5.33 
9.16 
8.06 
7.41 

12.63 
6.21 
9.97 

It. 49 
7.12 
9. 14 



8.17 



9.58 
5.67 
5.18 
4.46 
6.88 
6.01 
4. 58 
6.02 



5. 58 
11.26 
3.09 
6.04 
6.77 
4.57 



6.73 
1.64 

42.39 40.22 42.13 

39.67 26.34 21.22 
8.43 4.34 

21.14 18.84 15.25 

10.68 4.35 10.53 
4.9 

3.64 
6.55 



1.95 



7.06 
1.85 
S.67 
12.18 
3.17 



2.6 

62.18 49.64 73.93 

17.29 8.51 14.67 

7.81 4.06 5.86 

8.29 12.89 15.12 
3.26 



2.18 
8. 99 

7.4 5.95 4.81 
12.19 13.59 13 
6.51 1.52 3.02 
16 14.78 18.49 
0.91 

21.62 11.25 18.44 
9.56 4.9 
3.89 



13.69 
2.96 

25.68 
14.6 
4. 39 

32.15 
3.1 
6.28 
4.2 
5. 52 

13.09 
2.83 
101. SI 

17.48 
6.78 
8. 35 
5.16 
8.88 



7.04 
2.43 
2.38 
2.61 
3. 65 
6.72 
7.12 
9.51 
7.49 
2.54 
5.29 
2. 93 
6. 22 
9.6 13.46 
4.38 



2.22 
7.98 
8.56 
5.58 
1.71 

129.26 82.85 108.1 
14.48 9.03 12.62 
2.14 
3.25 



8.34 
4.42 
5.18 
5.64 



4.82 



!.41 



5.46 
3. 55 
2.62 



103.46 88.31 102.32 
6.18 2.48 

4.12 8.61 

12.83 36.4 

J4.67 51.6 

8.73 15.13 



8.13 



15.95 



7. 39 
4. 26 
6. 71 
9.41 
1.9 
3. 34 
7.78 
4.42 
6.69 
81.78 
20.67 
5 

3. 26 
1.15 
155. 94 
4.61 
5.84 
32.87 
36.78 
13.16 



5.29 
11.19 

6.47 
11.22 
7.5 

8.08 

5. 22 

4.56 

7.75 
10.54 

2.71 
27. 55 
22.88 

2.88 
22.31 

5. 95 
6.7 

4. 99 

5.69 
11.24 

1.93 
58.63 
12. 39 

7.04 
11.58 



5. 75 
11.7 
3:01 

26. 73 
1.5 

16.81 
7.94 
8.15 
2. 36 
2.84 
4. 29 
2. 59 
2.11 
3.7 



8.2 
1.46 
7. 91 
2. 49 
22. 17 
10. 02 
6.21 
2.09 
2.47 
2. 22 
2. 64 
6. 22 
8.83 
8. 06 
12.21 
1.4 
4.87 
2.94 
4. 36 
16.84 
2. 22 
3. 94 
12.51 
3.92 
7.88 
51.98 
19. 68 
3.91 
4.26 
1.72 
132.47 
2.79 
9.52 
30.71 
36.39 
15.23 
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NT2RP3004005 
NT2RP3O04O13 
NTZRP30Q401S 
NT2RP3Q04025 
NT2RP300403O 
NT2RP3004041 
NT2RP3004042 
NT2RP3004044 
NT2RP3004051 
NT2RP3O04052 
NT2RP3004053 
NT2RP3004055 
NT2RP3004059 
NT2RP3004063 
NT2RP3004067 



NT2RP3004070 905. 61 



23.75 
22. S4 
7.39 
22.22 
4. EE 
4.1 
2602. 1 
32.34 
19. 22 
20.9 
19. 14 
5. 06 
2S.03 
29.14 
7. 95 



NT2RP300407S 
NT2RP3004078 
NT2RP3004083 
NT2RP3004084 
NT2RP3004087 
NT2RP3004090 
NT2RP3004093 
NT2RP3004095 
NT2RP3O04102 
NT2RP3004UO 
NT2RP3004H9 
HT2RP300412S 
NT2RP3004I29 
NT2RP3004130 
NT2RP3004133 
NT2RP3004145 
NT2RP3004148 
NT2RP300415S 
NT2RP3O04165 
NT2RP3O04179 
NT2RP3004185 
NT2RP3004188 
NT2RP3004189 
NT2RP300419O 
HT2RP3004191 
NT2RP3004202 
NT2RP3004205 
NT2RP30O420C 
NT2RP30O42O7 
NT2RP30042Q9 
NTZRP300421S 
NT2RP30O4219 
KT2RP3004242 
NT2RP3004246 
NT2RP3004253 
KT2RP3004258 
NT2RP30O4262 
NT2RP30O4275 
NT2RP3004282 
NT2RP3004289 
KT2RP3004294 
NT2RP30O4298 
NT2RP3004309 
NT2RP3004321 
NT2RP30C4322 
NT2RP30O4332 
KT2RP30O4334 
NT2RP3004336 



11.59 
13.83 
33. 39 
25. 34 
13.47 
72.24 
28.49 

33. 26 

34. 73 
7. 05 

11.05 
3.06 

11.05 
S. 85 
8.31 
5.99 
53 
8.18 

77. 97 
9. 55 



i. 31 

S.31 
15. S3 
64.52 
122.58 
18. 55 
10. 59 
15. 55 
8.65 
27.4 
22.45 
5.58 
4.18 
3.85 
7.46 
8.43 
5. 75 
5. 37 
4.86 
6.43 
4.71 
64.72 
10 
23. 29 
4.19 
9. 53 
14.9 
9.94 



15.81 
11.33 
7.18 
15.93 
4.65 
2.26 
1724.7 
21.11 
22. 27 
17. 89 
11.65 
6.81 
28.01 
22.42 
8.62 
934. 59 
15. 27 
11.53 
27.25 
24.44 
17. 06 
81.09 
18.68 
26. 66 
35. 32 
4. 57 
7. 96 
3.32 
13 
5.7 
5. 24 
4.29 
37.5 
8.86 
53.41 
6. 18 
5.21 
7.01 



7.3 
34.39 
123.5 
13.31 
7.33 
12.16 
8. 42 
23.65 
23.53 
5.12 
6.26 
4.1 
3.55 
4.33 
6. 49 
6.56 
27.86 
5.13 
4.44 
55.93 
7.69 
38.14 
4.29 
11.83 
13.13 
8.5 



26.46 
21.98 

13.3 
25.25 

8.61 

3.06 
1778.2 
30.01 
34.06 
21.89 
20. 87 

3.6 
36.98 
34.14 
20.76 
965.28 
23.01 
17.13 
43.84 

39. 2 
17.12 

78.4 
45.95 
48.11 
40. 77 
10. 07 
13.76 

9.52 
16.54 

8.22 
20.22 
13.16 
49.88 

12.7 
68.62 

11.2 

6.12 

6.86 
21.16 
57.67 
136.79 
21.41 
14.79 
17.94 

9.24 
14.82 
27.86 
13.51 
13.02 

9.37 

9.07 
9.6 

6. 12 

6.47 
18.63 
10. 92 

6.56 
73.74 
11.97 
42.57 

4.98 
11.13 
17.93 

13.66 



Table 450 

14 10.64 14.12 

11 3.13 3.73 

92 9.82 5.35 

37 10.03 12. 12 

83 3.44 3.8 

2.28 1.57 

1690 1795.1 

11.29 11.35 

21.4 25.83 

18.39 15.57 16.97 

15.13 10.18 12.84 

5.35 3.54 2.7 

19.3 19.54 21.1 

23.83 23.28 19.51 

10 4.39 4.65 

291. 19 622.85 595. 78 

5.82 8.89 

5.08 9.69 
13.49 
15.25 
8.85 

57.09 57.97 55.36 

14.41 12.09 18.33 

23.16 21.66 33.49 

25.98 17.76 24.22 
1.49 
3.42 
1.93 
11.08 



5.03 
2098. 3 
12.91 
33.29 



13. S3 



IS. 44 



7.67 
6.77 
6.05 
13.66 
6.11 



4.11 
1.78 
8.18 



4.3 3.1 



4.09 
2. 69 
15.17 
4. 25 

51.37 46.12 31.89 
2.94 
2.95 
4.08 
5.21 

48.45 40.38 
74.78 46.86 44.19 
14.01 15.47 
6.1 4.73 
7.47 8.64 
2.88 



5.33 



6.95 
9.04 
7.94 
9.58 



2.88 
2.38 
2.67 
8.89 
53.55 



17 13.67 



11 
6.61 
6.15 
4.89 
5.38 
7.18 
6.38 
6.33 
6.39 
5.92 
4. 95 

63.66 
7.21 

12.44 



7.92 3.85 
15.28 11.06 



2.92 
7.63 
3.67 
16.8 
10.82 
4.81 
4.41 
1.94 



5.44 

17.91 
2.41 



6.27 
21.2 
4. 36 
2.62 

1947.3 2828.9 

7.18 15.29 

12.31 39.18 

13.27 17.39 

3.1 7.99 

2.8 3.03 



20.16 

31.01 
3.75 



18 



3.84 
1.81 
7.67 
1.91 
3.33 
2.63 

30.82 
2.S9 

49.51 
4.01 
1.55 
3.74 
4.83 



10.97 
2.52 
5.69 
2.31 



11.48 
6.07 



18.43 
3.43 
4.76 
21.7 
1.96 
0.71 
2085. 3 
26.2 

27.89 

19.16 
5.77 
2.13 

15.03 

12.72 
8.39 
1279. 
5.73 

12.4S 
6.79 

47.33 
8.13 

90.98 
25.5 

21.47 

12.18 
1.62 
1.51 



3.19 
4.72 
1.48 
2. 57 
6.14 
4.69 



3.17 
3.98 
3.04 
2.47 
4. 76 
0.6 
1.89 
3.54 
2. 59 
6. 45 

51.46 
3.48 
5. 43 
1.84 
2. 24 

11.71 
8.17 



1 

5. 87 
2.41 
3. 29 
3.14 

44.13 
3.13 

55.19 
3.7 
2.3 
1.82 
6.14 

45.49 
47.4 

10.57 
2.6 

12.18 
2.02 

12.49 
7.54 
3.09 
3.45 
2.11 
3.21 
3.41 
2.65 
3.75 
3.27 
3.21 
3. 88 

68.44 
5.36 
9.71 
2.18 
2.92 
9.43 
4.32 
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NT2RP3004338 
NT2RP3004341 
NT2RP3004345 
NT2RP3004348 
NT2RP3004349 
NT2RP3004355 
NT2RP3004356 
NT2RP3004360 
NT2RP3004381 
NT2RP3004374 
NT2RP3004378 
NT2RP3004399 
NT2RP3OO4406 
NT2RP5004406 
KT2RP30044I1 
KT2RP3004424 
NT2RP3004428 
NT2RP3004432 
NT2RP3004434 
KT2RP3004446 
NT2RP3004451 
KT2RP3004454 
NT2RP30044S6 
HT2RP3004470 
NT2RP3004472 
NT2RP3004475 
NT2RP3004480 
NT2RP3004481 
NT2RP3004490 
NT2RP300449S 
NT2RP30O4498 
NT2RP3004503 
NT2RP3004504 
NT2RP300450S 
KT2RP3004507 
NT2RP3004519 
NT2RP3004524 
NT2RP3004527 
NT2RP3004534 
NT2RP3Q04S39 
NT2RP3004S41 
NT2RP3004544 
NT2RP30045S1 
NT2RP30045S2 
NT2RP3004557 
NT2RP30O4561 
NT2RP3004566 
NT2RP3004569 
NT2RP3804S72 
NT2RP3004S78 
NT2RP3004584 
NT2RP3D04588 
NT2RP30O4594 
NT2RP3004603 
NT2RP30O4612 
NT2RP3004617 
NT2RP3004618 
NT2RP3004625 
NT2RP300483S 
HT2RP3004640 
NT2RP3004642 
NT2RP3004647 
NT2RP30O4SS2 
NT2RP3004869 



20.15 16.11 

45.52 46.06 

5.41 7.27 

8.2 11.9 

46.27 44.89 

13.69 17.95 

6. 56 4. 92 

11.41 7.43 

22.43 16.96 

6. 08 4. 1 1 

50.03 39.45 

25.24 30.84 

5.46 2.89 

48. 02 80. 1 

21.84 13.45 
12.83 



15.61 
66.9 
12.03 
19.15 
52. 77" 
13.45 
9.79 
12.2 
27.29 
5.92 
48.92 
27.39 
3.95 
76.06 
15. 39 
14 



9. 06 
41.77 
6.59 
5.55 



4.59 
40.01 
6. 36 
1.31 



15.69 
6.36 
3.67 



17.88 
6. 58 
4.96 
9.27 
22.33 
7.51 

I. 96 
29.05 43.68 

6.1 6.29 

13.34 8.17 

26.86 13.87 

60.88 42.22 

6. 96 5. 95 

3.09 3.32 

22.27 16.91 

31.26 36.6 

1954.5 1225.4 

4.71 4.69 

14.72 10. 1 4 

17.32 13.37 

12.43 7.15 

19.37 11.98 

11.18 12.99 

2. 52 4. 37 

16.46 13.14 

20.41 16.28 

12.48 13.38 

6.49 6.06 

8.34 6.1 

4.64 4.62 

18.77 25.11 

4.79 6.28 

6.46 6.92 

8.05 8.14 

36.56 23.11 

19.69 16.42 

II. 6 9.72 
4.25 10.31 

15.02 23.4 

10.52 11.7 

28.1 24.38 

7.74 7.41 



35.9 
3.07 
17.63 



32.46 
10.91 

4.31 

52.3 

10. 
15.98 
24.17 
65.16 

8.15 

8. 34 
24.46 
41.52 
1438.4 
10.04 
22.05 
16.21 
13.73 

21.3 
15.15 

4. 66 
29 

28.7 
19.74 

8.06 

9.57 

7.. 

21.44 

5.77 
12.58 
15.39 
37.29 
18.21 
13.73 
12.87 
27. 93 
14.69 
41.76 
20. 24 



11.35 
30.5 
7.28 
6.37 
25.21 
12.62 
7.46 
11.26 
12.91 
5. 52 
39.78 
23.98 
6.86 
27.26 
11.3 
10.53 
7.92 
46.87 
19.42 
5.8 
43.9 
5.17 
17.19 
9. 37 
7.25 
8.66 
17.18 
7.96 
5.07 
32. 37 
8. 29 
13.28 
16.13 
60.93 
5.81 
4. 29 
12.8 
32.19 
1526.7 
5.61 
12.49 
16.43 
9.94 
18.2 
12.15 
6.9 
10.83 
14.13 
11.19 
7.21 
5.07 
7.78 
21.59 
8.8 
12.71 
8.87 
24.87 
11.76 
7.06 
7.49 
15.96 
13.69 
13.95 
7.31 



11.45 
32. 86 
2.26 
5.32 
14.4 
8.18 
3.18 

4. 38 
14.7 
2.91 

39.18 
13.72 
3.8 
18.49 
8. 55 
6.29 
3 

29.7 
10.09 

I. 27 
34. 57 

2.65 
13. 76 
2.81 
5.54 
2.73 
10.83 
3.04 
2.67 
24.7 

5. IS 
8.98 

11.34 
61.18 
3.02 
1.92 
!4. 38 
22.11 
1505.7 
3.18 
7. 26 
8.76 
5. 53 
12.57 
8. 14 
2.44 
7.99 

II. 71 
9. 39 
4.59 
2.29 
2.88 

19.15 
3.9 
4.69 



7.74 
15.92 

6.27 
14.47 

6.69 



16.93 
24.48 
2.19 
6.29 
28. 82 
11.72 
5. 93 
7. 34 
16.73 
4. 87 
55.24 
17. 
2.54 
29. 22 
12.78 
12.31 
6.19 
37.75 
11.41 
2.52 
29.99 
2.97 
19. 32 
3.83 
4.58 
3.48 
15.46 
6.85 
3.48 
28.45 
5.43 
13.95 
13.03 
59.93 
3.27 
0.77 
10. 78 
22.1 
1779.6 
4.71 
9.05 
13.79 
6.65 
16. S 
12.54 
3.94 
8.15 
13.43 
9.67 



14.61 

35.75 
5.01 
9. 92 

51.32 

10.41 
2.87 
4.62 

18. 55 
2.31 

61.97 

23.05 
2.58 

40.17 
6.83 
8.49 
2.13 

43.1! 
8.35 
2.84 

27. 84 
3.32 
8.38 
8.66 
2.83 
3.79 

12.05 
8.17 
2.86 

17.59 
3.36 
9.69 
8.55 

38.93 
2.74 
1.76 

10.59 

23.08 
777. 34 
4.15 
8. 78 
6. 55 

10. 18 

18.98 

12.08 
3.97 
3.35 

13.97 



18.8 16.46 
42.23 



4.59 



7.23 



3.58 

4. 97 6 

39.58 50. 

5. 58 7 

5.09 

4.39 . 

21.02 26 

2. 56 2. 6 
46.46 63.83 
19.32 24.46 

3.57 3.49 
40.49 25.13 

10.8 
6. 86 

2.45 _. 

55.91 45.48 

8.97 10.87 
1.81 2.66 

20.66 27.06 

1.95 4.76 

10.38 11.73 
6.76 
3.65 



17.8 
11.07 
2.73 



18.57 



3.S 
5.13 
3.85 
3.01 

29.86 
5.46 
2.31 
3.78 

22.39 
6.25 
3.68 
4.28 

17.49 

18.22 
4.02 
4.02 



5.57 
3.08 
5.2 3.34 

10.67 10.95 
5.21 5.83 
2.05 1.78 

12.79 20.95 
4.35 5.77 

13.04 16.21 

9.71 9.3 
40.66 35.92 

2.78 2.24 
0.64 1.58 
7.77 

21.05 

2507.5 2418.6 

5.52 6.25 

11 10.96 

10.61 10.66 

9.42 7.62 
16.22 18.63 
12.56 14.07 

3.31 3.2 

6.43 21.27 
16.78 16.75 

9.35 8.35 
4.76 
3.5 2.08 
5.54 3.28 

27.19 18.84 

7.72 5.82 
10.42 14.75 

6.88 7.16 

33.72 29.91 

8.76 11.12 

2. 39 2. 94 
3.2 9.33 
17.88 14.1 

14.86 18.18 

12.27 12.65 

6.68 4.21 
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NT2RP3004670 
NT2RP4000008 
KT2RP4000018 777. 
NT2RP4000023 
HT2RP400002S 
NT2RP4000035 
NT2RP4000041 
NT2RP4000049 
NT2RP4000050 
NT2RP40000S1 
NT2RP40000S3 
NT2RP4OO0O65 
NT2RP4000070 
KT2RP4000074 
NT2RP4000078 
KT2RP4000080 
NT2RP4000099 
NT2RP4000102 
NT2RP4000103 
KT2RP4000108 
MT2RP4Q00109 
HT2RP4000111 
HT2RP4000112 
NT2RP4Q0011S 
NT2RP400012S 
NT2RP4000t37 
HT2RP4000138 
NT2RP4000141 
NT2RP4000I47 
NT2RP4000150 
KT2RP40O0151 
NT2RP4000157 
XT2RP4000159 
NT2RP4000163 
HT2RP4000187 
NT2RP4000171 
HT2RP4000175 
NT2RP4000180 
NT2RP400018S 
NT2RP4Q00192 
NT2RP4000194 
NT2RP4000198 
NT2RP4000210 
HT2RP4000212 
MT2RP4000214 
NT2RP4000216 
NT2RP4000218 
NT2RP40Q0223 
NT2RP4000243 
HT2RP4000246 
HT2RP4000250 
NT2RP40002S6 
WT2RP40O025? 
NT2RP4000259 
NT2RP40O0261 
KT2RP4OO0262 
NT2RP4000263 
NT2RP4000Z80 
NT2RP4000286 
NT2RP4000290 
NT2RP4000291 
MT2RP400030! 
NT2RP4000312 
NT2RP40O0321 



5. 78 
4. 28 
26 
12.08 
10. 92 
13.64 
7.95 
S.5 
7.92 
11. S4 
9.36 
8.57 
8.9 
7.09 
10.64 
39.53 
17.27 
8. 52 
20.66 
10.35 
9.73 
9.68 
16.91 
7.34 
24.84 
20.7 
7.91 
11.63 
7.8 



5.9 
3.76 
720.79 
13.49 
10.01 
12.06 
4.85 
8.69 
6.2 
12.9 
7.43 
5.45 
10.6 
6.56 
7.98 
29.48 
15.29 
8. 93 
29.01 
7.66 
11.84 
7.22 
11.4 
4. 25 
25.48 
16.54 
6.25 
7.1 



11.36 
5.72 
17.67 
7.68 
8.25 
3.44 
3.66 
4.94 
4.44 
4.32 
10.41 
21.41 
18. 56 
20.76 
11.85 
10.56 
7.12 
11.29 
3.26 
23.54 
5.19 
4.72 
2.93 
8.03 
36.69 
7.96 
6.28 
23. 37 
9.06 
7.37 
14.11 



3.17 
6.21 
16.35 
10.76 
20.8 
11.5 
9.87 
9. S9 



3.9 
10.12 
28.56 
17.54 
13.22 
6.5 
9. 93 
5. 86 
8.98 
5.13 
23.13 
5. 55 
2.05 
2.46 
5.82 
25.69 
5.71 
S.27 
31.04 
21.31 
5.86 



IS. 55 
9.74 
779. 71 
11.95 
10. 1-9 
18.1 
12.17 
14.31 
13.4 
17.08 
9.4 
7.62 
11.32 
7.33 
15. 22 
35.07 
21.59 
15. 05 
31.17 
11.54* 
8. 78 
7.83 
24.28 
10. 98 
33.51 
14.08 
8.72 
7.39 
6.46 
32.64 
7.92 
7.55 
14 
22.24 
11.28 
16.76 
9.21 
9.45 
9.07 
7.85 
6.27 
8.22 
5.46 
9.74 
31.47 
17.8 
21.73 
8.31 
12.96 
5.64 
12.39 
6.67 
30.8 
3.54 
7.37 
11.12 
13.8 
34. 43 
10.34 
10. 35 
45.88 
16.13 
10.71 
13.51 



Table 452 
5.95 8.77 4.78 
7.01 3.13 
458.85 552.02 180.81 
6.59 4.27 3.03 
3.46 



8.87 
13.28 
6. 47 
6. 89 
9.91 
9.37 
6.21 
5.43 
10.92 
6.07 
9.04 
14.73 



6. 52 
10.2 10.62 
2.4 5.6 



6.75 
2.66 
1.38 
5.17 
3.64 
4.02 
7.78 



10.11 
5. 36 
5.05 



5.12 
7.81 
7.82 
6.86 
13.24 
7.19 



5. 25 
7.16 
5.67 
4. 42 
5.03 
6.43 



3.74 
4.74 
2.14 
9.72 
7.51 
6.62 

7.45 6.98 5.31 
15.7 16.08 13.47 
5.11 5.39 



5.53 2.81 4.32 

13.19 12.49 13.21 
6.13 
2.95 



2.2 



2.45 

26.18 18.45 19.86 
2. 57 4. 58 
2.41 
5. 43 



6.7 



5.1 



5. 94 
4.86 
3.82 
4.58 
6.92 
2.19 
2.17 
6.54 

14.93 12.43 12.75 
9.05 3.32 
16.85 12.17 21.91 
4.18 
9.86 
4.43 



7.44 

7.21 
5. 08 
3.22 
4.33 
1.89 
1.97 
3. 07 



11.2 
5.65 
10.04 

4.51 2.18 
34.24 27.3 
8.67 2.13 
6.8 1.48 
5.21 1.63 
7.33 4.75 

21.81 13.93 It 

8.48 4.4 5.47 

7.67 3.77 4.58 

29.65 20.44 28.9 

18.84 21.42 12.52 

6.75 4.45 5.45 

5.65 7.11 



3.76 
2.61 
4. 76 



10.77 



1.73 
0.87 
608.14 
5.43 
5. 55 
12.01 
2.83 
3 

2.52 
7.83 
2.12 
3.79 



4.12 
7.13 
5.87 



9.51 

16.09 
2.76 

12.38 
9.81 
3.09 
3.83 
3. 71 
24.1 
2.81 
2.61 
5.02 

11.58 
6.09 

17.22 
5.84 
9.47 
3.89 
2.99 
4.73 
2.14 
J. 56 
4.86 

14.71 
7.12 

12.16 
8.04 
8.64 
2.37 
5.46 
3.11 

26.44 
4.34 
2.37 
2. 49 
8.35 
23.3 
4. 58 
5.45 

16. 58 

13.04 
4.08 
6.38 



4.19 
1.61 1.16 
341.39 573.73 
2.46 2.58 



3.38 
14.28 
2.55 
3.25 
5.2 
11.79 
2.88 
2.44 
3 

1.95 
7.85 

12.84 
6.72 
5.59 

13.58 
2.69 
3.67 
4.5 

13.49 
2.51 
15.5 



7.2 
15.16 
3.55 
4. 73 
2. 39 
8.18 
2.29 
1.14 
5.41 
3.11 
6.44 
8.56 
3.64 
5.12 
12.68 
3.44 
4. 98 
2.1 
17.< 



6.55 
5.51 
2.89 
3.32 
2.44 
2. 52 
4.69 
10.53 
4.66 



3.23 
2.62 
4.63 
25.5 
4. 72 
2.24 
13.08 
8.64 
4.23 
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NT2RP4OO0323 42.99 

NT2RP4000324 28.87 

NT2RP4000334 11.51 

NT2RP4O0O343 20.88 

NT2RP4O0OS48 12.35 

NT2RP4000349 8.77 

NT2RP4O0035S 253.25 

NT2RP4000356 61.98 

NT2RP4000360 38.52 

MT2RP4000367 5.32 

NT2RP4000370 6. 13 

HT2RP4000373 52.16 

NT2RP400037S 4. 35 
NT2RP4000381 
NT2RP400O388 
NT2RP4O0O39O 
NT2RP4O00393 
NT2RP4O00398 
KT2RP4000406 
NT2RP4000407 
KT2RP4000413 



NT2RP4000415 5.58 



NT2RP4000417 
NT2RP4000423 8.56 
NT2RP4000424 5.63 
NT2RP4000447 7. 22 
NT2RP4O0O448 10.44 
NT2RP4000449 14.23 
NT2RP40004S3 9. 01 
NT2RP4000455 9. 03 
NT2RP4000456 7.04 
NT2RP4000457 13.26 
NT2RP4000461 55.44 
NT2RP4000462 42.85 
KT2RP4O00463 
NT2RP4000471 
NT2RP4O00472 
NT2RP4000476 
NT2RP4000480 
NT2RP4000481 
NT2RP4000483 
NT2RP4000487 
NT2RP4000496 
NT2RP4000497 
NT2RP4000498 
KT2RP4000500 
NT2RP4000507 
KT2RP40OO515 
NT2RP4000516 
KT2RP4000517 
NT2RP4000518 
NT2RP400O519 
(fT2RP40O0524 
NT2RP4000S28 
NT2RP4000537 
NT2RP4000S41 
NT2RP4000543 
NT2RP4000S45 
NT2RP4000546 
NT2RP4000549 
HT2RP40O05S6 
MT2RP4000557 
NT2RP4000558 
NT2RP4000560 



85. 58 
25. 28 
7.71 
14.81 
12.42 
7.17 
21.87 
11.87 
16.33 
5.81 
26.54 
16.19 
14.47 
34.88 
8.8 
6.93 
5.66 
11.25 
3.66 
9.85 
22.62 
6.77 
7.3 
22.52 
4.78 
11.61 
15.54 



31.25 
20.72 
10.77 
12.62 
14.21 
16.24 
117.6 
36.7 
30.1 

7. 72 
3.8 

35. 56 
4.76 
7.62 

8. 64 
12.91 

6.04 
12.32 
7.1 
8.65 
8.44 
6. 36 
3.78 
11.85 
6.45 
11.02 
4.78 
13.95 
6.07 
10. 34 
6.17 
8.71 
37.43 
30.75 
62.21 
34.12 
9.85 
18.77 
10.39 
5.4 
12.5 
8.84 
41.67 
3.81 
11.6 
14.2 
9.74 
29.88 
4.78 
4.39 
5.23 
13.8 
2.61 
11.61 
26.04 
5.01 
6.98 
30.13 
4.57 
18.79 
16.2 
12.42 
10.84 
4.01 



39.68 
25. 53 
15.15 
32.18 
17. 96- 
12.89 
189. 34 
79.91 
36.81 
13.11 
7.29 
49.83 
3.85 
7.46 
28. 13 
21.1 
14.2 
17.4 

18.8 
8.74 
5.25 
14.82 
52.11 
12.56 
14.44 
12.49 
15.79 
14.02 
8.68 
17.02 
17.6 
46.46 
56. 94 
92.77 
24.81 
9.52 
16.55 
22.37 
16.93 
29.34 
15.81 
19.05 
10.08 
46.3 
13.24 
21.49 
36.21 
15. 95 
11.92 
9.62 
9.43 
3.66 
11.68 
23.49 
14.31 
11.29 
32.57 
9.21 
20.98 
17.27 
10.89 
18.04 
7.32 



• Table 453 

23.73 23.52 24.08 

23.74 16.73 21.66 
9.55 9.47 9.13 

18.49 14.22 8.72 

11.42 8.77 9.63 

11.44 12.7 9.21 

264.37 149.78 254.47 

60.03 57.95 82.79 

28.77 30.27 34.86 
9.15 7.75 
7.4 4.81 

33.3 22.86 20.18 



5.98 2.55 



3.6 



15.43 7.99 12.09 

7.22 4.81 7.48 

9.39 7.38 7.23 

7.32 6.23 4.25 

8. 19 3.66 6.69 

6.27 2.89 2.96 



25.22 26.31 

28.32 24.57 

6.39 6.12 

14.98 17.89 

12.1 7.85 

11.37 7.34 

257.02 316.08 1 

39.95 40.28 

22.5 29.04 

5.65 7.52 

4.29 3.27 

8.95 13.1 

3.64 2.24 

6.16 4.44 

3.98 7.28 

4.45 8 

2.49 4.28 

10.09 7.98 

4.73 7.43 

8.05 7.66 



8.13 4.23 

34.13 24.48 24.96 

75.69 50.54 40.64 

65.01 52.99 43.38 

15.24 25.16 15.87 

10.37 5.54 5.62 

11.79 4.98 3.82 

9.71 8.11 7.69 

1.97 4.16 



6.71 



9.82 

9.26 6.43 6.73 
11.91 7.25 5. 15 

3.87 3.09 2.81 

21.94 11.56 20.83 

21.4 11.25 11.2 

11.59 12.91 17.96 

23.73 25.4 27.6 

7.22 3.73 6.26 

5.6 2.28 2.9S 

6.13 3.29 2.14 

7.22 5. 12 6.11 

4.66 0.22 1.66 

7.98 5.49 4.94 

9.39 8.19 12.07 
6.57 5.43 

8.27 7.SS 
13.3 16.56 19.62 

1.72 3.53 

2.21 3.33 

3.7 5.61 

4 8.57 

10.75 6.08 12.87 

5.77 2.76 5.36 



1.78 
5. 59 
3.66 
2.02 
2.34 



4.44 

1.66 
11.15 



6.84 
5. 79 
2.98 
2.54 
17.08 



6.74 
6.99 
7.73 
8.61 



12.44 18.01 

24.2 28.54 

5.56 4.23 

2.26 2.51 

2.66 2.57 

9. 96 4. 77 

1.44 0.06 

7.85 1.72 



12.02 
11.5 
5. 37 
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NT2RP4000568 
NT2RP4000583 
NT2RP40Q0585 
NT2RP4000588 
NT2RP4000590 
NT2RP400QS99 
NT2RP4000603 
KT2RP4000507 
NT2RP4000S14 
NT2RP4000834 
NT2RP4000638 
NT2RP4000648 
NT2RP40Q0657 
NT2RP40Q0691 
NT2RP4000697 
NT2RP40OO704 
HT2RP4000710 
MT2RP4000713 
NT2RP40Q0724 
HT2RP4000725 
KT2RP4000728 
NT2RP4000737 
NT2RP4000739 
NT2RP4000749 
NT2RP4000769 
NT2RP4000774 
NT2RP4000781 
NT2RP4000783 
NT2RP4000788 
NT2RP4000792 
NT2RP4000809 
HT2RP4000817 
NT2RP4000821 
NT2RP4000822 
NT2RP4O0O823 
NT2RP4000831 
NT2RP4000833 
NT2RP4O0O837 
NT2RP4000839 
NT2RP4000846 
NT2RP4000848 
NT2RP400085S 
NT2RP40008S3 
NT2RP4000865 
NT2RP4000873 
NT2RP4000874 
HT2RP4000875 
NT2RP4000878 
NT2RP4000879 
NT2RP4O0O880 
MT2RP4O0O891 
KT2RP4000894 
NT2RP4000898 
NT2RP4000899 
NT2RP4000907 



NT2RP4000918 



MT2RP4000928 
NT2RP4000929 



23.22 25.79 

S.85 2.98 
9.33 
7.43 
6. 55 
40. 85 
16.26 
18.04 
10.28 

6. 36 4. 3 

23.34 31.48 

20.24 25.67 

29.17 33.57 

5.59 4.16 



10.21 
7.08 
42.1 
11.07 
30.52 
8.25 



6.38 

1.95 
20.97 

4.84 

3.62 

3.89 
11.56 
13.76 

8.74 
16.46 

9.99 10.26 



8.16 
1.S9 
14 
3.26 
3.53 
2.42 
10.9 
11.71 
4.93 



9. 26 
4.81 
17.33 
24.76 
S.04 
342.08 
8.94 
36.37 



14.5$ 12.26 

2939.8 2567.2 

78.61 54.25 

27.77 14.49 

6.72 4.87 

145.23 125.82 

29. 27 18. 32 

18.2 11.65 

6. 13 7. 14 

6.72 6.6 

45.32 26.52 



25.36 
7.97 
28.37 
10.68 

6.79 
36.12 
12.79 
24.32 
15.91 

5.27 
44.47 
26.97 
37. 98 

3.63 
10.53 

2.11 
15.55 

2.49 

2. h 

3.21 
20. 97 
16.21 
10.91 

22.1 
18.79 
14.72 

6.84 
35. 46 
23.27 
10.96 
157. 03 
14.48 
131.55 

20.9 
3305.2 



144.06 
10.17 
14.13 
36.06 
8.38 



68.9 
6.06 
12.82 
33.12 
6. 53 



35.09 26.71 

701.32 715.69 

21.41 14.41 

2.97 2.72 

44.51 41.78 

4.19 4.02 

14.45 17.63 

216.22 171.01 

3.56 6.94 

5.57 5. 14 
3.1 2.26 
9.4 7.34 

3.84 3.91 

6.5S 6.92 

3.36 4.07 



30. 69 
23.94 

9.85 
232.83 
20.88 
15. 75 
11.29 

6.48 
38.54 
135. 34 
16.44 
21.34 
27.77 

9.14 
47.85 
430.85 
21.14 
11.52 
65.07 
10.25 

18.1 
317.29 

4.06 

8.26 

4.02 
14.03 
13.46 
14.08 

10.59 



10.18 10.21 

6.46 2.06 

6.6 3.13 

6.68 2.44 

6.12 1.79 

25.51 13.35 

9. 86 5. 09 

19.53 17.65 

8.83 8.89 

7.5 2.83 
17.42 
19.17 
49.46 

5.96 

9.34 

5.91 
13.68 

5.57 

6.31 1.65 

6.35 1.7 

12.34 10.22 



S.45 



4.77 
1.47 
8.51 
2.13 



12.21 
9. 95 
13.84 
12.18 
7.64 
6. 54 



8.67 



3.42 
10.92 
12.88 



1.86 

126.01 165.45 173.36 

7.71 3.01 5.35 

91.69 114.89 72.17 

11.12 8.44 15.29 

1530.8 2690.7 2293.4 
72.05 94.12 

22.19 7.07 21.11 

8.02 2.92 3.66 

173.61 169.29 177.66 

21.05 17.61 12.28 
9.44 
4.62 
4.81 



19.15 
10. 66 
8.17 
39.71 



13.53 
6.62 
5.97 
49.51 



139.48 79.72 155.93 
7.29 2.79 4.52 
9.26 7.3 7. 14 
33.84 31.46 17.83 
6.87 3.51 3.32 
50.74 42.76 41.2 
696.54 840.24 746.75 
15.13 8.85 12.55 
4. 95 1.01 
39.31 37.51 
6.24 3.94 
10.04 7.21 
253.37 286.44 240.15 
7.07 6.01 6.69 
4.75 
1.52 
4.86 
2.85 
4.03 
0. 29 



2.82 
42.09 
2.33 
5.31 



4.89 



12.24 
3.62 
10.5 
5.44 
5.82 
24.88 
5.61 
23.84 
10.16 
3.64 
16.58 
31. 67 
36.04 
5.01 
6.26 

I. S5 
7.53 
3.32 
3.33 
4.75 
16.8 

13.63 
5.46 

10.75 
3.73 
4.16 
3.39 

15.68 

11.21 
2.65 
118.64 
5.37 
100.95 

16.17 
1706.4 

70.64 

19.12 
2.57 
124.91 
9.05 
19 
4.65 
4.42 

43.48 

87.22 
3.81 
8.99 

20. 58 
2.85 

29.03 
898.32 

II. 08 
2.18 

31.81 
1.69 
4.66 
188.21 
5. 32 



7.96 
2.87 
2.45 
16.83 
11.76 
28.13 



9.95 16.38 

2.83 2.88 

9.75 15.96 

25.66 31.95 

23.15 32.67 

2.34 4.68 



6.22 
2.78 
9.31 



5.95 
8.15 
4.84 



3.2 
2.5 
4.09 
2.12 
3.48 
0. 36 



8.11 
2.48 
11.22 

1.62 2.08 
4.03 5.81 

1.9 3.76 
22.52 15.47 
12.39 10.01 
5.27 7.1 
11.02 11.19 
5.86 5.05 
4.89 S.59 
2.48 3.03 
13.86 21.97 
13.65 10.18 
4. 16 5. 52 
164.8 122.66 

3.63 4.85 
73.86 85.69 
13.27 18.76 

1550.9 2562.9 
58.37 82.02 
24.88 29.44 
4.16 7.79 
117.96 102.54 
14.78 
14.72 12.39 
3.21 3.53 
5.29 3.77 
35.35 41.09 
97.84 116.06 
5.9 8.53 
11.91 
24.01 
3.3$ 
30.06 
324.76 792.55 
19.34 17.24 
3.29 4.66 
35.26 42.89 
3.11 0.94 
$.8 4.87 
180.84 183.37 
2.08 2.17 



5.18 
1.38 
5.17 
4.29 
3.97 
0. 58 
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NT2RP4000949 
NT2RP4000955 
NT2RP4000959 
NT2RP4000S62 
NT2RP4008973 
NT2RP40O0975 
NT2RP4Q00979 
NT2RP4000984 
NT2RP4000986 
KT2RP4000988 
HIT2RP40O0989 
NT2RP40O099O 
NT2RP4000994 
NT2RP40OO99S 
NT2RP4000997 
NT2RP40O1O01 
NT2RP4001004 
NT2RP4001006 
HT2RP4001D09 
NT2RP4001010 
NT2RP40O1013 109, 
NT2RP4001029 
NT2RP40O1038 
HT2RP40Q1041 
HT2RP400104Z 
NT2RP400104S 
NT2RP4001050 
NT2RP4001051 
NT2RP4001057 
NT2RP4001063 
NT2RP400IB64 
NT2RP4001067 
NT2RP4001078 
NT2RP4OO1079 
NT2RP40Q1080 
NT2RP400108S 
NT2RP4001Q95 
NT2RP4001098 
NT2RP4001100 
NT2RP40O11O5 
NT2RP4001110 
NT2RP400111S 
HT2RP4001117 
N72RP4001122 
KT2RP4001123 
HT2RP4001126 
NT2RP4001127 
HT2RP400113S 
HT2RP4001143 
NT2RP4001148 
KT2RP4001149 
HT2RP4001150 
RT2RP40011S9 
NT2RP4001182 
HT2RP4001170 
HT2RP4001174 
HT2RP400117S 
HT2RP4001178 
NT2RP4001184 
HT2RP4001198 
NT2RP4001199 



10.71 9.2 
5.81 4.35 

46.28 4E.79 

11.98 9.47 

21.72 16.11 
12.7 11.46 

15.15 9.34 



6.41 
6.86 
17.65 
4.65 
6.25 



8.08 
5.41 
11.88 
7.43 
7.92 
9.21 

77.3 49.17 
122.55 129.24 
12.46 18.44 
5.22 3.76 
13.89 13.25 
16.48 20.86 
12.07 13.64 
1.49 147.49 
20.54 17.68 



5.02 3.25 

6.13 4.37 

9.3 9.96 

10.58 14.37 



5.51 
14.47 

8.71 
13.85 

10.2 

7.14 



57.49 
12.39 
23:28 
22.76 
21.99 
14.46 
12.86 
13.93 
5.1 

5.23 
16.92 

79.6 
107.05 

15.8 

7.06 
17.25 
24.07 

9.65 
90.54 

29.5 
13.79 
32.69 
17.88 

54.4 
12.83 
23.41 

6.98 
7.2 
15.17 
13.96 



47.61 
7.49 
15.99 



6.95 
12.5 
6.15 
10.56 
2.08 



50.63 
13.49 
10.87 



41.57 44.74 

940.52 839.83 

63.86 45.01 

36.14 14.18 

7.47 5.66 

64.73 49.7 

7.32 3.58 

10.03 7.34 



5.6 
11.97 
5. 39 
11.2 
20. 98 
14.73 
87.53 
6.18 
3. 95 
16. 54 
46.5 
11.17 
15.29 
27.43 
5. 37 
7.12 
11.43 
10. 09 
14.62 
2.6 
30.75 
22.71 
7.97 
30. 19 
48.16 
1091.9 
63.95 
33.12 
10. 86 
69.67 
10.38 
12.93 



Table 455 

6.86 2.65 3.74 

6.28 2.77 1.08 

28.43 49.02 25. 11 

11.59 10.69 8.83 

13.29 14.47 13.18 
5.19 



3.73 



9. 51 



4.31 
7.43 
2. 52 
4.63 
4. 94 

45.61 34.69 39.35 
94.09 70.8 26.94 
8.88 



6.12 
10.42 
6.61 
9.42 
10.87 



1.08 



10. 97 



6.4 
12.73 
30. 24 
8.93 
13.96 



9. 78 
11.35 

9.86 
14. 76 

5.53 



8.9 7.61 

12.83 13.33 10.38 

9.47 5.84 7.62 

50.6 80.74 63.83 

9. 58 9. 72 

8. 52 7. 63 

14.35 15.64 11.72 

10.18 7.53 8.42 

22.18 26.84 
2.91 



7.29 
12.02 
6.93 
4.49 
8.98 
7.24 
8.73 
20.1 
8.69 

54.87 47.17 71.93 
3.1 



2.91 
5. 98 
4. 54 
1.94 
3.49 
5. 74 
5. 59 



3.62 
2.39 
4.3 5.05 
19.2 17.67 



5.09 
7.76 
5.87 
4. 57 
2.02 



3.06 
11.8 

23.25 13.48 17. 12 

7.61 3.72 4.66 
5.56 
7.29 
3.88 
6.44 
2.21 

17.14 15.33 13.97 

10.51 6.28 6.36 

5.23 1.81 3.87 

18.62 12.05 22.33 

32.54 33.99 41.64 

860.36 609.5 960.82 

60.3 52 64.4 

25.99 15.11 24.84 

10.65 3.07 4.16 

51.07 49.14 54.08 

7.77 2.4 3.4 

9.04 5.66 7.56 



2.78 
2.31 

20.47 
6.01 
9.73 
5. 82 
9. 28 
2.22 
1.5 
9. 24 
2.98 
5.36 

11.79 

32.71 

46. 2 5 
8.14 
1.83 
7.25 
13 
5.8 

38.95 
7.27 
8.03 

23.48 
5.86 

31.95 
9.37 

15.66 
4.33 
2;87 
7.19 
7.26 
3.66 
7.36 
5.43 
7. 59 

25.97 
4.56 

63.14 
2.72 
2.86 
12.1 
37.4 
5.55 
4.92 
6.86 
3.57 
4.09 
9.34 
3.55 
8.21 
2.86 
7.91 
7.29 
2. S3 

28.65 
26.8 
721.44 

59.44 

10.23 
4.96 

37.12 
3.22 
3.96 



1.39 

3.19 
30.52 

4.92 
13.42 
10.95 
10.97 

3.31 
2.5 



8.28 
1.35 
6.36 
7.19 
4.44 



5.84 
24.71 
3.59 
11.32 
2.83 
3.18 
9.48 
S.16 
2.7 
2.S6 
5.54 
3.27 
28.91 
7.67 
104.74 1 
2.96 
1.95 
7.78 
37.77 
4.07 
11.31 
11.87 



2.98 
6.46 
2. St 
12.94 
6.36 
3.13 
25.07 
24.72 



2.41 


* * 


_ _ 


3.37 


* 


_ 


16.93 


ft 


_ 


5.77 


It 


_ 


IS. 34 






9.25 






8. 24 






3.09 






1.16 


t 


_ 


11.72 


t 


_ 


3.85 




_ 


2.44 






21.99 






46.1 




_ 


57.14 




_ 


5.33 












7. 3 


tt tt 




7. 56 












51.67 


t 




8.7 
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tt t 




7.9 












3.94 






18.06 
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3. 14 






3. 35 
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7. 97 








tt t 




1.04 






7.44 






6. 58 












25.72 












100.86 






3.35 






2.46 












12! 69 






4! 81 












13 23 






3.61 






3.91 












4. 94 






7. 23 






S. 29 






18.83 






7.28 






2.09 






34.84 


t 




38.38 


t 




780.83 






7S.19 






15.95 






8. 52 






43.36 


t 




1.65 






5.83 
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NT2RP4001213 
NT2RP4001214 
NT2RP4001219 
NT2RP4001ZZ8 
NT2RP40W235 
NT2RP4001256 
NT2RP400I257 
NT2RP400126O 
NT2RP4001261 
NT2RP4001274 
NT2RP4001276 
NT2RP4001283 
NT2RP4001299 
NT2RP4001313 
NT2RP4001315 
NT2RP4001320 
NT2RP400132S 
NT2RP4001336 
NT2RP4001339 
NT2RP4001343 
NT2RP4001344 
NT2RP4001345 
NT2RP4001351 
NT2RP4001353 
NT2RP4DOI35S 
NT2RP40013S7 
WT2RP4001372 
NT2RP4001373 
HT2RP4001375 
HT2RP4001379 
NT2RP40013B1 
NTZRP4001386 
NT2RP4001389 
NT2RP400I396 
NT2RP4001407 
NT2RP4001409 
NT2RP4001410 
NT2RP4001414 
NT2RP40OU24 
NT2RP400I433 
NT2RP400I438 
NT2RP4001442 
HT2RP400I447 
MT2RP400146S 
KT2RP4001467 
NT2RP4001472 
NT2RP40O1474 
NT2RP4001483 



1S.01 
S.89 
7.29 
7.35 



24.77 28.87 
274.25 154.44 
70. 57 64. 2 
1. 97 3. 19 
13.31 15.88 
57.94 48.23 
218.13 214.83 
66.24 37.07 
6.71 9.24 
117.66 66.55 
93.3 59.49 
8.99 



7.64 



4. 45 
5.44 



11.24 11.58 
5.21 4.67 



76.31 69.86 
30.84 57.5 



69.21 
7.93 
7.95 



52.84 
5.58 
6.53 



26.98 30.25 
56.03 66.43 



8.73 
4.9 
19.11 
28.99 
2fr. 65 
15.98 
12.91 
9.45 
19.92 
34.12 
28.03 
255.86 
62.96 
11.08 
15.77 
43.52 
355 
61.11 
9.26 
122.62' 
108.06 
17.74 
27.02 
8.01 
4.91 
22.96 
5.41 
43.9 
11.77 
12.41 
21.15 
36.04 
9.67 
8.34 
6.51 
16.74 
99.62 
63.9 
15.27 
16.87 
81.07 
7.34 
5. 53 
30.96 



6.68 4. 49 
25.21 54.85 



KT2RP4001S47 



209.76 206.24 

7.44 8.32 

13.79 9.83 

5.75 3.91 

8.14 6.69 

131.31 173.55 

33.88 38.97 

21.05 28.36 

19.64 17. SI 

12.2 10.44 

200.55 317.08 

50.85 72.72 

5.28 7.23 



14.35 
11.62 



4. 14 
150.31 
13.64 
18.56 

6.87 

9.41 
237.05 
38.29 
29. 26 

18.7 
17.69 



Table 456 

8.57 3.73 



6.79 

23.96 11.89 



2.68 
15.23 



8.52 
9.33 
7.52 
14.97 
11.26 
20.15 



28.25 18.75 24.21 
14.75 7.88 8.31 
4.59 
4.43 
2.82 
13.67 
8.82 

*«... 20.05 ...w, 
208.49 145.59 283.17 
46.39 43.31 37.19 
S.06 1.72 1.96 
13.24 9.24 10.09 
51.85 61.21 49.26 
324.95 260.73 208.15 
58.79 61.6 67.7 
9.34 4.49 4.79 
134.91 97.85 136.86 
106.25 89.38 122.67 
11.99 4.82 " 

22.21 10.47 
0.75 
2.19 

11.61 

16.16 Z6.&6 13* 77 
7.62 2.36 ~ " 
2. 24 
16.12 
18.78 
6.9 
2.26 
4. 54 

2.96 — 

25.06 52.86 47.85 
31.08 20.37 24.44 

11.2 4.99 6.87 
12.54 11.03 
58.91 49.01 
6. 34 2. 77 
6.92 3.73 

13.22 11.9 
42.37 52.35 ..... 
13.57 13.9 13.93 

7.2 5.31 5.23 
7.08 3.5 3.8 

28.07 36.56 22.06 
7.33 2 " 
7.14 3.13 

118.11 105.88 
9. 66 7. 22 

10.78 5.48 
6. 33 3. 38 
7. 53 2. 26 

131.12 129.89 116.61 
18.41 8.08 12.46 
13.82 9. 16 8 
21.14 10.37 22.92 

...» 14.87 8.44 10.35 
217.26 217.42 252.35 233.58 
~ ~ 50.48 41.66 51.65 
6.96 2.03 2.81 



5.72 
4. 97 
11.42 
7. 79 



7.76 
23.38 
29.56 
9. 26 
6.72 
7.81 
7. 93 



3.98 
6.16 
3.63 

11.83 
9.09 

19.84 



6.81 
17.51 
1.22 
1.13 
7.99 
1.91 



3.26 
13.96 
18.25 
5.34 
1.78 
1.7S 
5. S3 



6.56 
54.6 
3.09 
3.72 
17.04 
9.87 



4.8 
6.35 
12.2 

24.62 
4.98 
3.22 
4. 58 
1.87 

31.07 
7.45 

15. 05 
127. 22 

12.59 



3.8 
22.06 
4.79 
3.73 
95.3 

6.9 
8.77 
4.41 

3.8 



1.4 
4.21 
36. 69 
240.45 
54.66 
2. 82 
58. 06 
65.91 
4. 98 
14.3 
1.09 
2.63 
7.87 
2.83 
10. 57 
2.14 
2:93 
17.03 
18.75 
3.69 
3.47 
3.65 
4.77 
42. 92 
13.71 
6.22 
10. 55 
39.37 
4.34 
3.38 
5.41 
17.7 
11.58 
4.32 
3.02 



5.76 
30.13 
7.75 
7.66 
7.66 

4. 5 2. 81 

30.65 37.38 
6.66 
9.27 

121. 38 88.24 

32.14 14.83 
3.15 
7.24 

35.49 37.13 

201.7 209.88 

37.6 43.21 

4.96 4.68 

81.43 87.93 

65.77 78. 19 

6.9 5.71 

12.05 1 



4.3 
44.44 
4. 97 
10.23 
4.72 
4.88 
94. 53 
21.96 
8.02 
12.83 
9.15 
165.76 
70.8 
2.74 



5.55 

3.05 

56.95 57.25 

6.76 6.61 

16.21 17.48 

4.9 4.63 

3.25 3.25 

82.4 103.86 

12.77 13.03 ' 
5.86 9.68 

17.42 17.09 

12.78 10.56 
290.78 247.68 

75.31 63. 14 

2.79 2.73 
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NT2RP4001555 
NT2RP4001567 
NT2RP4001568 
NT2RP4001569 
JIT2RP4001571 
NT2RP40Q1574 
KTZRP4001575 
NT2RP400IS78 
NT2RP4O01592 
NTZRP4001593 
NT2RP4001605 
NT2RP4001606 
NT2RP4001607 
NT2RP4001610 
NT2RP400I614 
NT2RP4001623 
MT2RP4001626 
NT2RP4001634 
NT2RP4O01S3S 
NT2RP4001644 
NT2RP4001646 
NT2RP4O016S6 
NT2RP40016S6 
NT2RP4001670 
NT2RP4001677 
HT2RP4001679 
NT2RP4001695 
NTZRP4001696 
NT2RP4001699 
NT2RP4001717 
WT2RP4001719 
NT2RP4001725 
NT2RP40017Z6 
NT2RP4001730 
NT2RP4001739 
NT2RP400I74! 
N72RP4001753 
NT2RP4001760 
NT2RP40Q1787 
HT2RP4001790 
HT2RP4001795 
NT2RP4001803 
MT2RP40018O5 
KT2RP4O01809 
KT2RP4001817 
KT2RP4O01822 
NT2RP4001823 
NT2RP4001827 
NT2RP4001828 
NT2RP400183B 
KT2RP4001838 
NT2RP4001841 
NT2RP4001849 
NT2RP4001861 
NT2RP4001877 
NT2RP4001879 
HT2RP4001889 
NT2RP4001893 
NT2RP4001896 
NT2RP4001898 
NT2RP4001901 
HT2RP4001910 
NT2RP4001925 
NT2RM001926 



5.61 4.66 

14.43 18.57 

20.92 33.87 

38.32 29.49 

15.01 7.71 

25.53 25.21 

5.89 6.11 

138.32 156.83 

9.9 23.21 

39.07 48.78 

8.89 11.75 



18.77 
6.86 
3.61 
9.32 



6. 66 
54.14 
19.49 
13. 27 
5.t2 
3. 97 



11.14 
5.47 
1.38 



48.09 
7.02 
4.14 
8.06 
7.72 
2.94 

19. 04 



25.41 
10.8 
7. 34 
14.1 
12. 35 
3. 63 
27. 43 

17.07 14.23 

13.08 27.52 
36.21 33.9 

17.2 14.59 

8.36 7.54 

449.13 316.48 

7.47 3.89 

63.42 46.97 

8. 84 7. 88 

5.95 5.69 

55.79 43.66 

34.65 23.28 

6.52 3.81 

3.6 2.46 

92.63 82.49 

61.47 38.75 

44.8 31.89 

6.15 7.83 

120.68 83.99 

5.44 4.67 

120.57 86.96 

47.77 41.26 

28.67 26.1 

38.95 24.39 

6.77 9.6 

20.14 21.66 

54.69 54.01 

17.19 14.63 

121.38 105.48 

17.35 19.33 

13.94 13.08 



15.89 
25.8 

13.99 
176.17 

17.14 

46.75 
9.28 

16.78 
8.59 
4 

5. 36 
7.53 
24.45 
5.73 
10.2 
53.8* 
26.93 
17.13 
7.8 
8. 36 
86. 27 
74.85 
50. 45 
11.48 
12.45 
13.01 
11.2 
5.27 
36.39 
28.12 
18. 78 
43.76 
16.48 
12.21 
382.02 
8.52 
73.29 
10.54 
10. 38 
54.44 
22. 77 
10.26 
7.23 
90. 
56. 29 
48.09 
5. 55 
187.16 
11.88 
121.65 
29.9 
20.85 
36.19 
11.56 
20.53 
78.1 



6.85 
9.17 
19.47 
37. 57 
14.4 



108.73 
17. 16 
25.68 17.84 



1.41 2.54 

4.93 4.07 

17.65 14.08 

26.2 39. 13 

7.44 9.88 

16.52 21.02 

4.86 9.13 

98.03 117.94 

3.08 11.08 



15.12 



6.36 2.98 
12.15 11.21 15.99 
4.98 
1.24 
2.88 
4. 59 
8.64 
3.86 
4.08 
).S4 32. 15 

21.07 12.28 14.22 
8.91 6.79 8.31 
6.14 1.29 4.07 

10.93 2.63 2.89 
37.88 33.85 40.42 

69.08 70.96 72.54 
43.83 20.99 

3. 39 
2.82 
5.02 



11.52 
7.17 

10. 94 
8.2 

30.25 
8.25 
8.73 



9.54 
8.78 
8.07 



6.05 
4.9 
8.46 
6.06 
19.86 
4.21 
5. 57 
47.2 



8. 9 5. 51 



5.13 
17.49 

18.8 
28.99 
24.77 

7.48 

7.55 



24.93 
6.61 
5.44 
5.29 
7.17 
2.36 
17.67 



17.24 
4.99 
2.73 

579.25 624.67 556.76 

8.8 3.39 5.62 

43.26 32.42 28.05 
9.34 4 5.93 
8.15 3.79 5.46 

43.11 38.36 44.76 
22.82 15.26 

6.23 2.19 

4.29 1.65 
26.32 25.71 
48.73 53.93 
43.58 41.3 

9.67 6.83 

139.43 130.99 191.28 

5.66 3.18 2.21 
102.03 95.48 
28.86 24.84 
19.88 15.94 

23.27 20.66 



19.76 
6.73 
5.75 



23.6 



7.5 6.4 



24 



118.7 
22.31 
14. 99 
27.73 
5.73 
18.99 
63.77 



23.47 19.99 

65.64 57.05 

14.51 10.05 13.25 

129.33 152.14 104.65 

14.34 7.91 7.52 

14.091 14.02 5.92 2.48 



5.43 2.64 

5.01 3.84 

25.04 13.01 

21.18 30.23 

7.38 9. 18 

13.78 20.38 

5.91 5.72 

140.07 117.64 

13.53 10.53 



2.46 
5. 68 
8.31 

30.47 
8.27 

15.43 
3.19 
162.41 

12.39 

20.66 
5. 09 
16.6 
5.51 



2.72 
8.3 

6.02 

8.25 

6.58 
10.07 
22.38 29.74 



3.85 
5.56 
5.72 
9.34 
3. 67 



16.28 
7.86 
5.08 
4. 05 



40.69 28.74 
2. 58 6. 02 



5. 75 
4.01 
7. 79 
2. 38 



4.48 

«.3 
4.84 

2. 09 
16.15 
15.23 
17.13 



3.77 6.5 

483. 34 493. 96 

4. 59 3. 58 

20.69 20.32 

4.96 3. 55 

9.95 6. 17 

37.5 36.54 

9.01 16.13 

2.67 9.77 



2.7 

20.01 17.73 

40.24 45.94 

39.14 27.95 

7. 38 14. 64 

92.44 82.4 

2.03 4.71 

109.17 140.23 

17.4 14.34 

7.59 15.66 

35.61 41.13 

3.91 4.94 

15.61 11.88 

28.3 45.74 

15.49 18.92 

69.31 116.85 

5.99 7.67 

4.72 6.01 



2.8 
2.37 
25.06 i 
36.84 
48.98 
4.59 
82.84 
2.38 
134.58 
21.88 
4.85 
33.21 
4.11 
13.51 
S2.S7 
20.72 
87.82 
6.41 
4.66 
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HT2RP4001933 124.92 



NT2RP4001938 
NT2RP40O1942 
NT2RP4001945 
NT2RP4001946 
NT2RP4001947 
HT2RP4001950 
NT2RP4001953 
MT2RP4001966 
NT2RP4001970 
HT2RP4001975 
NT2RP4001988 
NT2RP400199S 
NT2RP4002014 
NT2RP4O02018 
NT2RP4002035 
NT2RP4002043 
HT2RP4O02046 
NT2RP4002052 
NT2RP40020S6 
NT2RP40020S7 
NT2RP4002058 
NT2RP4002064 
NT2RP400207J 
NT2RP4O02075 
KT2RP4002078 
NT2RP4002081 
NT2RP4002083 
HT2RP4002099 
KT2RP4002106 
NT2RP4002111 
M72RP4002112 



IS. 38 
38 
24.73 
11.39 
16.73 
S.82 
18. 95 
24.11 
12 

153.48 
40.68 
17.65 
5. IS 
19. 67 
4. 49 
19.28 
26.93 
12.48 
4. 69 
48.22 
21.8 
18.8 

NT2RP4002116 1 31.42 



NT2RP4002122 
NT2RP4002126 
NT2RP4002133 
KT2RP4002136 
NT2RP40O2139 
HT2RP4002174 
KT2RP4002185 
NT2RP4002186 
NT2RP4002187 
NT2RP4002188 
HT2RP4002199 
HT2RP4002206 
NT2RP40022I0 
tfT2RP4002222 
MT2RP400224! 
NT2RP4002248 
NT2RP400225O 
NT2RP4O02259 
NT2RP4O02268 
NT2RP4002288 
NT2RP4002290 
HT2RP4002298 
HT2RP4002306 
HT2RP4002308 
MT2RP4002336 
NT2RP4002340 
MT2RP4002361 



NT2RP4002368 



9.21 
16. 25 
59.92 
12.24 
65.39 
10.15 
23.38 
16.88 
28.59 
5.08 
5. 25 
3.81 
5. 45 
S. 38 
19.38 
35. 82 
1.58 
5.84 
35.43 
22. 95 
13.7 
10. 23 
15.16 
8.45 
36.27 
2.84 
9.6 



20.54 
30.66 
135.92 
9.61 
46.99 
3.93 
8.04 
15.77 
4.87 
19.18 
6.56 
6.46 
22.03 
36.95 
23.55 
15.95 
14.11 
5.03 
25.2 
28. 29 
15.65 
150.03 
39.2 
14.46 
7.64 
23.04 
2.91 
11.77 
23.83 
9.47 
4.27 
85.51 
28. 93 
22.05 
129.9 
7. 05 
10.45 
73.72 
16.73 
168. 51 
13.02 
25.82 
7.65 
22.57 
7.53 
3.74 
1.86 



3.2 
6.14 
17.71 
21.31 
1.78 
5. 18 
25.77 
20.57 
13.76 
12.39 
15.97 
5.65 
19.86 
2.81 
7.94 
2.98 
18. 92 



20.03 
39. 53 
123. 56 

28.3 
4h 11 

9.62 
13.38 
2t.11 

6. 27 
22.05 

3.55 
14.19 

28.3 
48.12 
24. 27 
16.62 

II. 76 
4.44 

Wul 
20.88 
95.32 
39. 83 
13.17 

7.19 
16. 87 
8.1 
21.52 
24.19 
12.44 

5.09 

III. 5 
25. 95 
20.04 

145. 31 
12.08 
26.23 
76.92 
29. 34 
135.79 
11.19 
19. 72 
12.65 
36.35 
8.31 
S.62 
2.83 
5.65 
7.04 
14.08 
27.47 
7.25 
13.48 
32.22 
22.28 
25.96 
16.74 
20.14 
13.02 
28.94 
9.7 
13.29 
7.18 
33.22 



Table 458 

14.02 11.73 7.04 

15.12 11.86 11.1 

117.23 83.52 79.43 

17.33 8.99 14.74 

32.73 26.67 27.19 

6.08 1.55 2.05 

10.29 3.79 



6.87 
22.48 

6.86 

9.16 
17.31 

29.2 



9.6 



3.2 



1.7 
15.94 
2.07 
5.37 
7.09 
30.9 
5.03 
6.98 
11.09 
4.37 
14.87 



3.49 
12 
31.09 
15.39 14.66 

10.15 7.55 

12.16 9.31 
7.72 3.9 

17.22 10 
19.27 12.78 20.33 
9.3 9.08 6.85 
64.65 34.92 59.97 
19.31 30.56 26.73 
3.28 4.52 
1.88 
7.48 
3.43 
6.62 



7.86 6.56 6.03 
6.42 8.14 7.84 
61.4 54.06 63.46 
12.02 19.38 
35.23 
2.81 
4.08 
3.24 
3 2.63 
17.83 14.03 
1.97 1.5 
2.96 4.43 
9.7 16.29 
21.07 21.03 23.16 



19.11 
2.15 
3.46 
4.68 



32.36 



17.8 



8.32 
8.4 
15.09 

5.69 
15.39 
11.41 

4.02 



10.87 
5.68 

12.91 
6.42 

11.04 

19.25 16.65 

9.18 6.34 

6.55 1.89 

22.9 29.06 

13.09 13.73 

17.73 8.26 

124.89 86.; 



1.66 
16.21 
11.32 
13.72 
130.87 



2.09 
9.75 
2.28 
14.2 
20.63 
9. 98 
1.79 
26. 28 
16.62 
8.09 



10.75 5.68 

9.01 12.04 10.44 

61.59 43. 1 56.16 

16.04 8.23 7.86 

98.21 29.79 27.09 

12.5 4.36 7.32 

13.23 6.3 10.39 

11.9 7.3 14.74 

26.74 19.36 12.02 

11.66 6.59 7.86 
2.92 
1.99 

I. 97 
3.57 

II. 3 



8. 57 
5.42 
6.83 
18.19 



1.73 
2.98 
3.25 



30.46 20.08 



11.61 
8.3 
10.48 
4 

11.25 
0.88 
5.46 



3.8 

7.69 
22.21 
19.59 
11.44 

11.6 
18.18 

8.55 
13. 28 

4.27 
10.99 

5.28 

37.33 27.57 13.68 



9.68 
7.61 5.52 
12.65 8.98 
2.8 2.78 
7.04 10.89 
17.65 17.78 
3.61 4.24 
38.55 53.86 
27.83 37.55 52. 18 
5.26 2.89 
2.82 1.16 
8.07 4.85 
3.76 2.11 
7.2 13.73 
20.7 21.48 
7.79 10.15 
2.86 2.04 
28.91 8.21 
21.21 10.01 
15.37 6.12 
116.59 193.03 130.26 
3.65 7.4 5.23 
10.14 17.51 
80.78 84.66 86.01 
20.93 16.43 17.62 
86.97 65.15 29.84 
8.88 11.55 11.53 
10.9 7.33 11.09 
12.63 14.19 17.64 
11 23.37 23.58 
4.87 
4. 05 
4. 64 
3.22 
5.55 

22.47 17.63 22.91 
19.35 24.1 27.06 
0.61 0.65 1.92 
4.19 2.88 
15.9 32.72 23.26 
16.63 IS. 69 17.98 
7.05 8.48 10.18 
9.56 4.97 3.02 
13.4 11.06 13.62 
5.83 
16.8 
3.04 
5.48 
1.33 
15.46 



3.71 



3.09 
3. 36 
8.67 



7.56 12.49 

1.22 1.79 

5.78 8.1) 

3.24 1.85 

19.74 22. 15 
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4. 28 
11.21 
7.19 
129.04 



NT2RP4002377 
NT2RP4002408 
NT2RP4002425 
NT2RP4002432 
NT2RP4O02447 
NT2RP40024S1 
NT2RP4002461 
NT2RP4002486 
NT2RP4002517 

NT2RP40D2556 

HT2RP4002569 16.26 
NT2RP4002587 
NT2RP4002591 
NT2RP4002607 
HT2RP4002627 
NT2RP4O02628 
NT2RP4002630 
NT2RP4O02639 
NT2RP4002641 
NT2RP4002658 
NT2RP4002669 
NT2RP4O02677 
NT2RP4002715 
NT2RP4002750 
KT2RP4002784 
NT2RP4002791 
KT2RP4002811 
HT2RP4002830 
NT2RP4002832 
NT2RP40O2850 
HT2RP4002874 
NT2RP4002884 
NT2RP4002888 
NT2RP4002891 
KT2RP4002894 
NT2RP40O2896 
NT2RP4002905 
NT2RP4002907 



39.07 34.91 52.74 

8.23 10.17 7.33 

16.72 9.87 22.95 
134. 52 97. 55 182.62 

15.99 16.51 16.61 

15. It 13.46 19.12 

94.61 109.24 116.21 

16.89 12.32 16. 5 

13.38 14.55 13.22 

14.42 18.7 14.04 

11.41 27.18 

5.9 13.49 

8.73 16.61 

4. 54 8. 62 

,. 84.31 131.91 

23.42 19.42 25.54 

34.52 45. 14 38.61 

69.58 58.92 77.5 

10.87 7.59 20.93 

167.82 202.75 171.29* 

11.89 14.59 18.31 

38.73 39.84 49.87 
60. 14 28.66 66.85 

5. 11 4.54 6.02 

13.9 15.39 21.97 

19.14 16.24 15.43 

4.03 15.62 

23 26.1 

7.2 10.83 

120.6 112.69 112.51 

8.25 8.24 13.89 

89.55 83.99 93.99 

6.66 8. 16 10.03 

19 20.18 21.15 

39.86 38.92 34.99 

7.81 11.66 17.8 

5.89 3.63 14.35 
14.82 12.9 19.78 



NT2RP5003461 
NT2RP5003471 
KT2RPS0O3477 
KT2RP5003487 
NT2RP5003492 
NT2RPS0O3SO0 
NT2RP50O3506 
NT2RP50O3512 
NT2RP50O3522 
MT2RP5003524 
NT2RP5003527 
KT2RP50Q3531 
NT2RPS0D3534 
HT2RP6000020 
NT2RP6000022 
NT2RP6000O50 
NT2RP6000063 
KT2RP6000074 
NT2RP6000083 
NT2RP60O0100 
KT2RP6000123 
NT2RP6000129 
NT2RP6000147 
HT2RP6000163 
NT2RP6000181 



7.07 
22. 24 
6. 62 



Table 459 

47.19 54.21 38.25 

8.55 4.11 5.54 

18.36 10.72 16.61 

149.32 142.05 170.39 

15.14 7.55 8.09 

12.6 10.1 7.99 

78.57 91.21 74.75 

14.11 11.37 5.17 

12.72 9.03 11.46 

18.8 13.59 13.31 

13. 33 6.98 10. 11 

S. 9 21.35 3.55 

1.63 3.25 5. 39 

,'.82 4.54 6.78 

123.08 121. 1 113.29 

15.3 10.07 9.35 

24.65 19.47 21.97 

92.97 83.99 82.67 

9.6 5.64 6.42 

210.71 275.39 155.29 

13.81 8.54 6.37 

21.84 19.97 

78.28 49.48 49.64 

5.02 2.86 2.29 

16.43 16.29 

15.81 11.98 
4.02 



NT2RP5O03459 437.62 468.29 451.9 



8.63 
8.55 
5.63 



21.93 17.54 18.05 

52.72 62.97 42.21 

5.7 3.4 3.74 

1749.6 1957.3 1778.8 

6.08 6.5 15.88 

2. 52 9. 75 

9.24 16.38 
7.06 
9.26 

9.05 .... 

117.46 141.32 115.3 

24.59 24.67 34.31 

6.96 7.88 13.1 

19.43 27.72 47.01 

7.81 13.25 

8.58 7.67 

4.93 5.56 
,,„,. 8.88 

36.48 50.53 36.06 

9.33 8.85 11.79 

7. 59 5. 31 8. 35 

4.7 6.51 7.04 

23.98 19.21 18.37 

6.02 5.5 6.17 

31.82 37.36 38.55 



4.26 
10.49 

6.99 
10.07 

6.44 



13.58 
5.27 



10.12 



14.14 12.81 
9.33 4.27 



10.56 
5.79 
6.88 
9.89 
.. 5.54 
87.95 73.32 75.57 
8.67 2.89 3.54 

87.7 70.28 83.78 
7.45 4.69 3.72 

16.8 8.39 11.91 
21.18 29.78 22.86 
10.13 

7.98 3.09 2.98 
10.14 7.04 6.74 
449.8 544.78 414.46 
12 9.18 10.65 
31.11 21.1 25.12 
5.93 3.44 2.66 
1241.4 1573. 1 1807.7 
6.67 3.98 3.96 
6.65 2.34 
9.52 



2.4 



2.66 
9.22 
3.36 



1.72 



3.12 

7.13 1.41 .... 

> 36. 41 95.19 117.09 

22.85 17.67 26.56 

6.91 5.36 2.92 

19.42 30.65 12.46 

4.5 5.83 

3. 59 4. 26 
1.07 

3. 35 3. 32 

19.9 25.84 

3. 93 5. 47 

5. 66 4. 44 

5.85 2.6 3.34 

28.9 18.17 21.68 

6.66 2.33 2.81 

11.76 5.01 6.27 



8. 64 

6.81 
6.03 
8.89 

34.94 
8.7 

10.56 



54.01 


36.88 


39.01 






5.29 


2.67 


3.53 




t 


14.74 


22.3 


29.56 






110.43 


02.21 


77.71 






7.58 


13.4 


16.29 






7.15 


14.07 


11.51 






80. 34 


65.93 


74.08 


* 


t 


6.32 


4.06 


4. 53 




tt 


10.8 


6.18 


8. 61 




t 


16.09 


6.06 


5.52 






3.13 


6.78 


11.56 






2.37 


3.48 


4. 03 






2.62 


6.98 


4.42 




t 


3.93 


3.64 


3.85 






100.69 103.33 117.09 






10. 28 


14. 93 


5. 74 




t 


38.2 


24.12 


21.41 


♦* 




76.62 


44.55 


74.09 


* 




5. 77 


9.03 


8.9 






113.71 


313.1 


177.93 






6.6 


13.8 


11.32 






8.4 


12.92 


7.79 


tt 


tt 


41.22 


48.79 


51.15 






1.61 


2.5 


1.93 




tt 


10.51 


11.54 


8.19 






6.28 


6.12 


6.25 




tt 


1.73 


4.87 


5. 66 






5.49 


12.55 


7. 49 


tt 


** 


7.23 


5.78 


6.45 






95; 07 


111.13 


108.7 


tt 




1.21 


3.45 


2.95 




t 


63.11 


54. 66 


68.06 




tt 


4.86 


3.64 


2.94 




* 


12.08 


8. 99 


11.53 


t 


tt 


11.88 


16.42 


39.6 


* 




5.01 
3 


4.37 
5.21 


5.08 
1.93 






11.86 


12.75 


9.47 


t 




466.17 


464 478. 98 






7.44 


6.63 


4.58 


tt 


tt 


46.83 


20.37 


35.04 


t 




3.17 


2.23 


2. 28 






1562.4 2343.9 2243.6 






2. 59 


3. 25 


1.92 






2.29 


2.53 


3.57 






9.69 


9.29 


9.27 






2.76 


2.88 


3.49 


* 


tt 


5.35 


1.85 


3.07 


tt 


tt 


4.66 


2.23 


3 




t 


134.61 


57.44 


67 






12. 06 


25.82 


35.99 






2.47 


4.02 


3.38 




t 


29. 24 


22.48 


IS. 27 






7.1 


5.5 


4.05 




t 


5.19 


3.06 


5.18 






2. 56 


2.13 


3.15 




** 


4.76 


3.03 


4.96 






29 


16.57 


36.99 






3. 33 


5. 54 


5.88 






3.17 


5.91 


3.98 






4.3 


7.17 


3.53 






18. 73 


17.92 


16.85 






2.76 


2.24 


3.12 




** 


13.35 


6.28 


18.64 


** 


** 
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NT2RP6000182 
0V ARC I 000001 
OV ARC) 000003 
0VARC1000004 
OVARC1000006 
OVARC1000013 
OVARC10000I4 
OVARC1000017 
OVARC100002S 
OVARC1000035 
OVARC1000037 
0VARC1 000058 
0VARC1 000060 
OVARC 1000068 
0VARC1 000069 
OVARC1 000071 
OVARC1000075 
0VARC1 000083 
OVARC 1000085 
OVARC1000086 
OVARC1000087 
0VARC1000090 
OVARC1000091 
0VARC100O092 
OVARC1000105 
OVARC 10001 06 
OVARC1000109 
OVARC1000113 
OVARC10001M 
OVARC 10001 33 
OVARC1000137 
OVARC1000139 
OVARC1000145 
0VARC1000148 
OVARC1000151 
OVARC1000157 
0VARC1000162 
0VARC1000168 
OVARC1000169 
OVARC1000178 
OVARC1000182 
OVARC1000186 
0VARC1000188 
0VARC1000191 
OVARC1000198 
OVARC1000208 
OVARC1000209 
OVARC 10002 12 
OVARC1O00216 
OVARC1O00240 
OVARC1000241 
0VARC1000249 
OVARC1000254 
OVARC1000255 
0VARC1000267 
0VARC10O027S 
OVARC1000287 
OVARC1000288 
0VARC1000298 
OVARC10003O2 
OVARC1000304 
OVARC1000307 
0VARC1O00309 
0VARC1O00312 



11.67 
10.18 
19.46 
154.65 
8.96 
12.84 
9.51 
7.8 
3S.97 
53.62 
44.18 
21.2 
8.69 
11.63 
130.28 



4.7 
608.15 
31.41 
150.84 
21.41 
5.75 
32.43 
19.21 
12.38 
143.72 
56.13 
41.67 
24.72 
20.78 
17.57 
26.29 
159.47 
5.46 
26.75 
10.96 
131.87 
5.48 
20.5 
67.7 
7.01 
6.26 
14. 26 
19.42 
10. J 
22.01 
131.85 
37.5 
14.17 



7.5 
30.72 
3.83 
12.5 
211.04 
8.62 
41.48 
6.56 
20.12 
34.41 
37.89 
10. 27 
13.52 
9.2 
10.77 
38.52 



12.98 
10.98 
16.04 
161.68 

9.17 
15.42 

5. St 
10.89 
98.56 
63.74 

27.1 
16.03 

7.53 

6.29 
91.82 

2.59 
715.16 
22.53 
132.35 
22.64 
4.1 
34.99 
16.58 
12.28 
148.63 
50.31 
37.23 
16.19 
17.23 
29.71 
21.24 
147. 34 

5.11 
26.35 

7.69 
72.71 

6.74 
23.24 

69.5 

7.74 

2.63 
11.19 
11.08 

6.61 
20.32 
125.05 
42.42 
16.96 

5.29 
25.44 

9. 47 
10.38 
164.08 
6.5 
57.68 

9.72 
19.59 
32.21 
35.05 

8. 52 

8.67 

9.65 

7.81 
63.36 



10.81 

7.82 
21.53 
111.37 
13.23 
21.83 

9.75 

11.1 
58.17 
56.85 
33.64 
18.93 

9.42 

9.06 
110. 55 

S.56 
979. 97 
32.47 
115.14 
29.16? 

5.37 
39.46 

18.4 
20. 09 
164.07 
43.64 

42.5 
25.29 
18.89 
58.68 
32.71 
170.25 
5.9 
26.82 

7.49 
159.16 
10. 66 
26.19 
69.91 

9.93 

4. 45 
12.68 
15.15 

7.55 
21.51 
141.2 

46.9 
15. 84 

9. 53 
20.48 
8.6 
14.17 
171.72 
15.01 
54. 05 
13.14 
19.09 
34.44 

40.4 

8.63 
11.83 
13.33 
10.14 
48. 96 



Table 460 

11.27 4.67 4. 19 

10.48 3.67 

24.55 18.39 28.35 

257.56 204.62 269.69 

12.36 9.89 7.09 
13.5 7.52 

8.67 3 2.57 

9.23 5.72 5.56 

35.12 21.04 21.52 

49.18 30.89 52.6 
21.27 17.7 36.96 

19.43 6.93 18.25 
11.74 4.69 
11.58 8.06 9.18 

138.44 48.02 81.99 
6.14 1.28 3.78 

596.89 401.8 521.41 

28.89 10.2 12.73 

65.66 79.36 104.26 

11.19 16.67 9.71 
4.05 5.46 2,99 

22.05 34.29 19.79 
9.39 12.78 9.69 

9.9 9.89 8.91 

88.33 70.71 97.62 

33.71 26.64 28.64 

18.44 22.06 21.86 
12.07 22.86 8.51 

9.6 15.6 9.38 
7.88 21.62 13.9 

19.41 23.84 21.06 

146.09 161.46 121.94 
4.05 7.97 

7.97 11.29 
6.76 7.44 

46 29.09 
8.45 
15.79 



10.67 
4.61 

28.64 
5. 09 

11.56 



2.72 
6.9 
6.26 
5.45 
13.29 



5.02 



4.87 
8.25 
7.14 
7.49 
15. 24 

106.48 130.32 109.42 
35.76 48.15 33.79 
10.34 14.11 
2.31 4.11 
13.87 16.01 
4.52 5.75 
6.99 8.18 
162.84 218. 18 
2.8 3.3 
22.69 31.39 23.55 
1.2 3.21 1.15 
8.41 13.5 
10.93 20. 1 12.59 
26.93 41.61 26.19 

3.64 6.33 
6.89 9.55 
4.99 7.9 

3.65 4.52 
16.29 39.99 



8.11 
1.95 
11.11 
4.08 
4.94 
173 
2.22 



2.17 
6.81 
7.07 
3.3 
22.16 



8.13 



7.63 

8. OS 

24.31 27.93 

148.7 142.43 

8.46 11.94 

8.01 7.31 



4.2 



4.5 



44.01 25.83 

22.76 28.28 

18.85 19.08 

7.86 12.81 

6.71 8.97 

34.87 114.87 

7.5 3.79 

1505. 9 1295.8 

23.7 17.6 

57.87 55.95 

14.87 19.23 

2.78 3.2 

30.39 42.7 

3.97 5.82 
11.14 12.55 

141.54 139.36 

25.97 22.43 

20.05 26.41 
9. 56 13. 5 

19.16 20.46 

11.06 7.62 
17.64 15.76 
114.2 86.17 

2.98 4.01 



11.04 
5. 23 

32.55 
3.17 



.3 16.45 

35.89 25.97 
5.67 3.4 
2.7 3.24 
5.99 5.56 

6.66 6.47 
4.08 6.65 

13.24 17.04 
107.54 141.64 

26.69 26.98 
6.32 5.07 
4.22 3.32 

IS. 84 21.45 
4.87 6.55 

7.53 30.07 

104.59 109.93 
1.58 8.88 

19.25 29.77 
3.78 4.58 



16.03 19.69 
4.38 8.26 



7.04 
7.34 
3. 45 



8.65 
4. 32 
25.27 
153.8 
16.91 
7.45 
5.23 
7. 59 
19. 52 
35.4 
23.56 
20. 93 
10. 28 
7.36 
91.52 
3. 09 
1454 
16. 65 
46.39 
16.21 
3.4 
35. 58 
3.09 
9.97 
177.6 
26.91 
16.1 
7.9 
17.77 
51.45 
21.29 
91.75 
3.61 
10.7 
5.82 
35.03 
4.35 
13.91 
33.69 
4.49 
3.81 
7. 72 
9.02 
4.21 
19.28 
112. 43 
20.75 
5.47 
1.67 
17. 35 
6.44 
10.99 
114. 49 
3.88 
21.42 
2.47 
9.51 
15.85 
20. 76 
6.64 
5.89 
4.2 
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OVARC100O313 
OVARC1000321 
0VARC1 000326 
OVARC10OO327 
0VARC1000331 
0VARC10O0335 
0VARC1 000347 
0VARC1 000348 
OVARC1000363 
0VARC1 000377 
0VARC1000382 
0VARC1 000384 
0VARC10O040J 
0VARC1000406 
OVARCt 000407 
0VARC1 000408 
OVARC1000410 
0VARC100041 I 
0VARC10O0414 
0VARC1 000420 
0VARC1 000421 
0VARC1 000427 
OVARC1000431 
0VARC1 000437 
QVARC100Q439 
OVARC1000440 
OVARC1000442 
0VARC1 000443 
0VARC1 00046! 
0VARC1 000465 
0VARC1 000466 
OVARC 1000467 
0VARC1 000470 
0VARC1 000473 
0VARC1 000479 
OVARC 1000484 
OVARC 1000486 
OVARC1000496 
OVARC1000520 
0VARC1 000522 
OVARC1000526 
0VARC1 000529 
0VARC1 000533 
OVARC! 0OOS43 
0VARC1 000550 
0VARC1 000553 
0VARC1000556 
OVARC! 000557 
0VARC1 00056 t 
0VARC10O0564 
0VARC1 000573 
0VARC1 000576 
0VARC1 000578 
0VARC1 00058! 
OVARC 1000586 
0VARC1 000588 
0VARC1 000605 
OVARC1000S22 
OVARC! 000636 
OVARC! 000640 
0VARC1 000649 
OVARC1000661 
OVARC! 000677 
0VARC1000678 



31.08 25.28 

95.57 70.17 

9. 36 7. 55 

9.64 6.54 

31.5! 26.56 

10.5 10.92 

22.28 19. 59 

9.03 9.66 

17.67 18.03 

9.05 5.89 

11.38 10.29 

15.04 16.77 
12.88 8.81 

452.57 396.91 

II. 18 13.52 

143.25 152.71 

12.11 11.07 

11.28 8. 14 
15.72 17.28 

M.3 11.1 

21.51 18.12 

255.84 237.66 

86.97 107.76 

18.7 18.85 

14.55 21.25 
37.93 36.45 
47.65 39.77 

9.63 12.52 

8.43 5.22 

13.05 12.4 
22.78 19.36 

8. 03 5. 77 

15.96 13.65 

12.49 10.05 

24.56 30.78 
41.23 29.6! 

15.8 17.22 
6. 74 8. 5 
8.86 5.17 

35.51 29.95 

25.75 25.79 

17.7 16.61 

31.08 27.41 

11.04 5.87 

9.45 7.02 

34.95 36.44 

22.37 23.81 

11.61 9.78 

67.36 70.57 

79.74 89.59 

11.41 12.83 

235.06 210.51 

15.29 13.44 



5.46 
99.11 

5.04 
11.72 



22.97 
108.42 
9.19 
7.7 
17.69 
9.98 
19.77 
11.56 
15. 99 
9.25 
10.44 
12.96 
11.8 
414. 58 
12.76 
130.24 
15.74 
7.71 
11.48 
10.67 
14.96 
229.09 
104.05 
16.29 
13.48 
33.24 
34.86 
9.02 
4.46 
8.82 
18.72 
8.99 
10.41 
10.69 
25.75 
25.62 
17.4 
5.88 
6.53 
29.3 
19.89 
13.49 
22.88 
5.45 
5.98 
34.04 
26.15 
7.49 
52. 24 
94.8 
14.29 
199.48 
14.45 
4.65 
96.7 



86.95 79.96 

9.18 7.82 

9.32 12.02 

137.37 159.82 

14.89 15.01 

42.34 38.62 

18.66 21.84 



123.65 
20.86 
28.23 
18.64 



15.31 
2.72 
9.86 
3.71 



Table 461 

16.65 33.34 16.32 

49.21 78.85 36.91 

4.73 3.83 

5.69 4.67 

32.18 25.32 

6.12 S.55 
17.51 
3.92 
8.09 14.09 
3.23 6.62 
4.87 5.92 

3.9 4.19 3.88 

7.36 8.78 6.88 

242.32 241.63 222.43 

4.82 6.15 3.43 

110.8 163.58 95.03 

6.71 11.27 6.87 

4.82 3.45 

8.9 10.02 

7.49 5.25 
10.6 

230. 15 286.16 201.09 

53.83 76.2 48. 18 

10.2 15.26 9.01 

9.92 17.37 9.21 

14.99 19.86 14.94 

17.92 25.44 19.14 

8.56 33.14 5.66 
4.04 5.64 
5.82 
17.86 



5.69 
4.58 
20.2 
3.56 
14. 38 
3.27 



4.73 
7.59 
5.43 
8.46 



5.16 
10.66 
2.45 
7.96 



3.64 
3.89 
12.45 



3.8 2.2 



7.26 
6.37 
7.96 



9.91 
7.49 

8.77 13.76 

15.32 17.14 13.32 
11.06 13.85 9.12 

2.96 8.22 5.46 
2.16 5.0! 3.05 

26. 12 30.21 22.7! 

12.38 14.14 8.6 

7.72 9.26 6.61 
25.25 24.54 12.97 

4.07 4.48 2.25 

3.29 4.46 2.66 

16.33 24.77 21.97 
14.72 11.54 9.38 

2.51 3.89 2.24 

30.14 35.45 26.39 

35.3 37.73 54.01 

6.97 10.13 6.51 
203.8 258.47 200.46 

8.15 12.93 8.56 

3.12 3.25 

58.86 53.54 

2.73 4.3 
6.4 6.63 

29.56 66.79 

5.56 6.68 

8.63 10.33 

116.33 170.6 128.38 

11.94 15.89 11.61 

30.67 34.02 28.61 

9.55 15.51 8.53 



1.85 
48.9 
3.79 
6.02 
40.9 
4.67 
8.57 



3.24 
7.77 
3.62 
11.64 



5 

3.11 
5.26 
202. 53 
3.77 
87.98 
6.11 
4. 09 
14. 36 
8.15 
8.22 
155.75 1 
31.1 
9. 96 
5. 86 
10.14 
36.52 
16. 38 
3.41 
4.59 
11.65 
3.29 
9. S3 
10.6 
6.07 
29.7 
14.13 
2.84 
4.06 
22.42 
32.78 
12.03 
18.02 
3. 68 
4.35 
31.22 
19. 99 
6.45 
87.82 
49. 59 
5.93 
142.26 1 
9.81 
1.84 
78.17 
4. 96 
4.7 
71.63 
5. 37 
6.08 
91.38 
9.31 
19.25 



4. 95 
3.34 
12.73 
2.5! 
10. 94 
3.43 
4.93 
2.47 
4. 78 
4. 29 

4. 94 4. 
242.65 184. 
3.81 3.74 



4.41 
14.47 
6.28 
6.83 



5.69 8.45 

5.66 4.06 

8.93 10.09 

26.4 37.91 

5.13 8.47 
4.7 
3.18 
7. 24 
2.29 



11.53 
3.93 
3.97 

16.55 



13.21 
3.22 
2.47 

31.95 



6.74 
8.89 
85.12 81.65 



9.3 11.98 8.4 
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0VARC1 000679 
0VARC1 000881 
0VARC1 000682 
OVARCl 000689 
OVARC100Q7OO 
0VARC1 000703 
OVARCl 000722 
OVARC1000726 
OVARC1000727 
0VARC1 000730 
OVARC1 000741 
OVARC1 000746 
0VARC1 000764 
0VARC1 000769 
0VARC1000771 
0VARC1 000773 
OVARC1000775 
0VARC1000778 
0VARC1 000779 
OVARC1 000781 
OVARC1000787 
OVARC1000789 
OVARC1000800 
OVARC1000802 
0VARC1000810 
OVARC 100081 
OVARC1000814 
0VARC1000816 
0VARC1000817 
0VARC1Q00834 
OVARC1000846 
0VARC1000850 
OVARC1000853 
OVARC1000862 
0VARC1O0O873 
OVARC1O0O87S 
0VARC1O0O876 
0VARC1O0O883 
0VARC1O00885 
OVARC 1000886 
OVARC1000890 
OVARC1000S91 
0VARC1 000897 
OVARC1000912 
OVARC1000914 
OVARC100091S 
0VARCI000916 
0VARC100O924 
0VARC1O0O92B 
OVARC1000936 
OVARC) 000937 
OVARC1 000945 
0VARC1 000948 
0VARC1 000956 
0VARC1 000959 
0VARC1 000960 
0VARC1 000964 
0VARC1000971 
0VARC100097S 
0VARC1 000976 
0VARC1 000981 
OVARC! 000982 
OVARC1000984 
OVARC1000995 



17.17 
8.2 
113.12 
57.01 
15.99 
26.78 
101.86 
14.33 
10.18 
29.15 
29.33 
7.78 
38.05 
15. 32 
12.14 
208.54 
34.96 
16. 25 
S.51 
14.72 
16.08 
23.78 
37. 24 
10.69 
41.47 
19. 55 
47.61 
30.44 
7.44 
9.2 
33.2 
10.1 
124.13 
9. 56 
22.12 
25. 32 
14. 43 
16.65 
14.94 
13.43 
238. 12 
14.84 
5.52 
18.82 
14.59 
17.53 
15.19 
11.12 
46.27 
10.09 
7. 99 
15 
7.88 
14.88 
16. 85 
47. 32 
306.84 
7.74 
109. 05 
6.41 
24.82 
21.37 
10.44 
27.57 



15.32 16.17 

7.24 6.7 

97.53 93.09 

42.21 46.96 

15.69 20.71- 

29.43 35.22 

85.68 116.52 
9.39 12.54 
7.75 13.09 

29.95 31.68 

29.17 34.55 

5.19 7.05 

40.13 44.9 

19.03 26.3 

10.36 12.36 

178.97 168.4 

28.91 27.77 

14.26 17.29 

4. 08 7. 92 

11.11 14.65 

11.69 22.35 

29.78 21.78 
52.19 47.92 

12.79 19.22 
36.61 45.9 
15.32 20.3 
40. 61 47. 27 
36.85 45.82 

5.99 13.01 

11.08 10.6 

36.76 34.02 

9.46 13.94 

83.82 117.1 
7.61 8.86 
9.86 11.25 

18.88 20.49 

11.76 13.8 

14.83 22.63 
15.72 15.2 
12.39 14.55 

222.49 244.97 

13 11.09 



8.15 
15.34 ' 
18.72 21-06 



Table 462 
8.84 11.11 
4.69 3.61 i 
104.53 135.81 9! 
44.44 54.09 41 
tO. 16 14.93 i 
14.83 20.62 I! 
89.03 99.63 84.39 
8.8 8.89 8.63 
7. 58 
10. 82 
37.4 
4.32 



10. 55 
8.04 

14.98 
5.06 



52.37 41.49 

272. 77 304.89 

6.08 3.76 

95.15 91.82 

7.34 5.63 

24. 1 9 24.61 

12.18 12.3 

9.85 10.17 

24.28 19.39 



5.79 
12.76 
13.03 
4.39 
31.76 
6.54 

5.65 9.S9 2.99 
156.38 229.88 197.98 
13.91 16.38 12.88 
7.71 11.77 
3. 76 



7.53 10.61 
5.66 7.21 



3.02 
50.7 
6.22 
3.95 
9.43 
4.33 
10.71 
7.47 
7.87 



9.22 
1.42 
4.88 
5.45 
12.99 
15.47 
4.92 
14.45 
10.04 
20.51 



2.58 
16.18 
4.93 



!0.2 
11.13 
8.64 



13.49 
12.43 

168.11 248.06 165.63 
4.07 5.36 4.55 
2.48 
8.42 
5.26 
7.74 



2.64 
8.16 
3.85 
6.42 



9.85 20.11 
5.55 9.51 



4.25 
5.71 
2.65 
5.15 



8.81 
9.07 
5.19 
5.62 
3. 28 
8.05 

9.84 10.41 
22.16 32.89 19.82 

274.01 264.01 211.54 

3.85 7.47 4.63 
89.45 126.14 83.84 

3.4 4.98 2.89 
14.13 15.11 

7.66 16.73 

2.64 4.79 
14.42 17.35 



8.07 
3.58 
59.24 
30.34 
10.07 
19.45 
90.99 
5.72 
6.38 



11.79 
9.68 
2.24 
10.4 



25.93 
10. 92 
5. 56 
120.99 
14.63 
9.21 
1.72 
3.59 
9 

10.1 
18.1 
12.57 
26.69 
5.82 
28.06 
15.73 
1.6 
4.12 
25.4 
5.97 
58.07 
2.49 
4.33 
10.43 
3.87 
4.07 
8.84 
15. 33 
120.4 
3.08 
2.14 
8.21 
4. 68 
7. 85 
12.02 
3.13 
4.93 
3.02 
3.85 
3.1 
2.69 
8. 38 
15.3 
46. 28 
160. 52 
2.45 
54.44 
5.48 
18. 79 
5.67 
2.88 
23.31 



11.07 12.27 

6.1 3.97 

48.57 73.95 

27.71 26.26 

14.65 13.84 

19.63 21.91 

59.44 79.26 

6. 56 7. 04 

6.81 

21.92 19.46 

21.98 17.49 

2.62 3. 13 

25.42 30.04 
9.44 11.01 
6.75 5.39 

98.51 115.59 

18.43 17.02 



7.19 
11.11 
11.6! 



3.36 1.57 
4.4 2.95 

21.7 22.13 
6.78 5.46 

66.46 64.96 
2.85 3.78 



3.52 
6.87 
6.54 



5.3 
11.07 
12.35 

4.61 

6.15 

5.31 

3.95 

4.11 

2.39 

4.46 

9.78 
34.15 

108.2 102.39 
4. 82 2. 32 

48.09 54.61 
3.56 2.85 

11.54 16.77 
4.54 5.45 
2.32 3.S4 

17.65 22.26 



8.04 
10.4 
3.65 
5.85 
5.15 
5.45 
2.76 
2.47 
6.46 
14.01 
44.56 
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10.83 
36.07 
40.95 
28.88 
8.6S 



17.06 



0VARC1 000996 
OVARC1000999 
0VARC1 001000 
0VARC1 001004 
OVARCIOOHttO 
OVARC10010V 
OVARC1 001030 
OVARC10Q1032 
OVARC1001034 
0VARC1001038 
OVARC1001040 
OVARC1001041 
0VARC10O1044 
OVARC1001049 
OVARC1001051 
OVARC1001QS4 
OVARC 1001 055 
OVARC1001062 
0VARC1001065 
0VARC1001068 
OVARC10Q1072 
OVARC1001073 
OVARC1001074 
OVARC1001078 
OVARC1O01O85 
OVARC1O01086 
OVARC1001091 
0VARC1001092 18.15 

OVARC1001104 
OVARC1001107 
OVARC1001113 
OVARC1001117 

OVARC1Q01118 

OVARC1001125 

OYARC1001129 

OVARC1001132 

OVARC1001138 

OVARC1001141 

0VARC1001154 

0VARC1001161 

0VARC1O01182 

0VARC1O01163 

0VARC1001187 

OVARC1001169 

OVARC100117O 

0VARC1001171 

OVARC1001173 

OVARC1O01I76 

OVARC1001180 

0VARC1001188 

OVARC1001200 

OVARC1O01202 

OVARC1001206 



13.22 
52.33 
23.55 
4.74 
i.il 
7.28 



12.75 15.42 
77.92 64,11 
34.25 25.88 
4.45 4.47 
7.8 4.93 
10. 56 5. 96 

135.15 261.75 227.94 

10.53 7.53 10.42 

11.24 8.27 

37. 32 30. 24 

33.02 36.27 

24.51 24.41 

8.02 6.34 

23.67 22.64 22.97 

381.08 484.89 350.06 

6.6 5.59 5.17 
14.4 14.98 
13.11 



12.05 
11.18 
9.39 
241.22 



5.85 
8.58 
5. 22 
11.95 
10.66 



OVARC1001222 



0VARC1O01246 



13.33 
10.75 
186.8 193.81 
IS. 63 18.59 
6.77 10.2 
07.49 92.87 112.02 
6.18 



4. 26 



14 17.53 15.78 



28.39 
15.09 
8.66 
9.08 



26.32 27.08 

9.24 18.28 

7.06 12.46 
13.23 

155.24 193.79 160.3 

12.99 10.8 12.94 

128.63 107.01 106.33 

17.68 27.92 21.1 

21.74 16.75 19.82 

10.91 8.03 10.73 

38.47 38 43.81 

11.94 7.48 10.4 

26.22 26.34 31.69 

143.81 236.48 129.81 

24.91 33.6 36.93 

209.32 244.43 234.51 

67.2 61.17 66.56 

18.84 14.15 17.06 

14.5! 7.89 14.82 

37.46 21.56 29.17 

6.83 6.97 11.31 
60.2 

17.11 17.29 18! 38 

OVARC1001232 34.23 34.49 36.17 

OVARC1001240 22.68 22.79 23.45 

OVARC1001243 8.41 5.82 7.86 

OVARC1001244 43.29 22.42 33.3 



Table 463 
7.58 7.82 4.86 
4.61 41.57 26.78 
3.32 17.72 



4.7 



2.65 
4.76 
3.02 
4.67 
5.34 



4.55 



15.2 



5.92 
31.45 
10.03 



6.61 
9. 88 
5.76 



191.8 262.18 216.69 

OVARC1001247 33.18 25.43 26.03 

OVARC1001260 10.58 9.81 13.5 

0VARC1001261 10.86 9. 17 11.3 



3.81 
4.47 

119.93 118.81 67.28 
4.6 4.01 3.78 
5.28 4.2 
14.88 24.71 
20.4 24.74 
14.12 19.17 10.91 

3.74 2.76 3.79 
8.16 12.73 

354.62 546.22 323.29 
3.06 5.01 2.19 
7.9 10.31 

9.47 7.02 
41.39 58.25 

9.05 10.45 
7.45 

6.4 4.65 
3.48 
3. 56 
6.26 
3.47 

163.03 271.86 178.86 
22.78 28.04 21.17 

3.75 7.44 6.44 
98.9 125.4 90.42 

3.48 7.31 2.59 
9.22 10.42 

13.26 13.63 
5.27 6.72 
3.03 6.25 

8.86 15.2 
115.39 149.38 101.68 

7 9.03 7.57 
119.46 158.63 83.66 
11.55 22.82 12.42 
10.26 11.33 9.72 
4.37 5.95 
17.29 22.87 
5.85 13.24 
14.46 15.02 
114.4 117.18 158.91 
11.93 16.26 13.53 

205.75 340.26 228.89 
30.38 32.42 25.76 

4.37 15.93 
6.11 7.72 3.65 
10.43 13.25 
5.96 2.9 
69.04 54.41 
7.48 4.86 
6.61 18.42 
16.43 23.42 
11.83 13.49 
3.1 7.95 
20.02 23.25 

139.76 292.92 181.43 

8.87 21.81 17.23 
4.35 12.46 3.56 
5.17 



3.34 
5. 82 
114. 11 
8.13 
7.53 
14.41 
38.11 



3.06 
57.91 
3.65 



7.27 
13.64 
6.56 
3.24 
9.07 



4.38 
18.91 

4.72 
12.36 



19.46 22.57 
741.7 383.07 
3.89 3.27 



7.98 
7.54 
24.21 
8.42 
4.57 
6.96 
3.06 
7.71 
7.57 
8.44 



5.76 

5.47 
28. 27 

4.46 

3.96 

5.22 
7.1 

7.61 

7.62 

6.76 

140.22 106.42 

13.63 16.45 

3.73 7.33 

58:37 49.66 

2.8 2.95 

18.6 16.88 

14.58 18.84 

3.81 6.47 

5.49 10.45 

5.57 13.13 

122.48 164.58 
7.48 10.75 

81.42 78.16 

16.84 15.27 

10.1 12.69 

3.95 7.35 

28.74 29.72 

3.88 5.51 

12.5 14.3 

77.44 54.36 

26.95 27.14 

167.09 179.74 

42.84 47.13 

10.16 39.68 

4.16 15.56 

17.78 23.14 

2.03 8.52 

36.32 29.24 

4.34 7.98 

6.56 7.21 

24.37 27. 16 

14 20.54 

3.48 18.25 

15.69 21.46 

261.49 147.46 
8.61 11 
7.06 8.38 
4.94 4. 19 



10.8 
53.84 
28.11 
3.24 
2.69 
6.66 
117.34 
7.33 
7. 35 
16.24 
34.73 
23.83 
4.17 
21.53 
703. 22 
2.79 
6.8 



2.4 
7.4 
5.14 
4. 74 
112.84 

14.87 
6.12 

59.61 
2.48 

12.72 

21.16 
3. 35 
5.05 
8. 52 
137.03 
7.3 

83. 39 

15.42 

11.14 
4. 62 

36.08 
4.65 

11.17 
128. 19 

25.91 
200. 74 

54.33 
8.56 
6.11 

18.29 
4.3 

28.87 
3.54 
5.56 

28.45 

14.23 
1.41 

15.18 

197.54 
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0VARC1001268 
0VARC1001270 
0VARC1QO1271 
OVARC1001282 
0VARC1 001236 
OVARC100t3O6 
0VARC1001314 
0VARC1OQ1316 
QVARC1Q01329 
OVARC1OO1330 
OVARC 1001336 
0VARC1001338 
0VARC1C01339 
OVARC 1001340 
OVARC1001341 



OVARC1001342 319.96 



24.05 
6.41 
59.32 
5.67 
7.6 
9.97 
27 
39.84 
4.35 
11.01 
7.11 
8.65 
9. 55 
13.5 
14. 91 
5. 57 
30.68 
16.95 
7.86 
20.63 
7.35 
11.25 
15.28 
32.05 
5.67 
31.76 
17.78 
8.59 
10.81 
7.75 
30.12 
27. 99 
6.07 
4.36 

0VARC1001555|137.04 
10. 54 
28. 34 
9. 57 
10.2 



0YARC1001344 
OVARC10013S7 
OVARC1001359 
OVARC10013S0 
0VARC1001359 
OVARC1001372 
OVARC1001376 
0VARC1001381 
0VARC1001391 
0VARC1001392 
0VARC1001339 
0VARC1001417 
0VARCt001419 
0VARC1001425 
0VARC1O01435 
0VARC1001442 
0VARC1001451 
OVARC1001452 
0VARC1001453 
0VARC1001476 
OVARC1001480 
0VARC1001489 
0VARC1001493 
0VARC1001496 
0VARC1001499 
0VARC1OO1506 
0VARC1001509 
0VARC1O01510 
OVARCI001516 
OVARC! 00 1525 
0VARC1001542 
0VARC1001S44 
OVARC1001546 



0VARC1001570 
OVARC1001577 
0VAXC1001578 
0VARC1001596 
0VARC1 001600 
OVARC100I607 
0VARC100I61Q 
0VARC1001611 
0VARC1O01615 
0VARC1 001636 
0VARC1001668I 40. 



91.7 
7.04 

19.59 
9.08 
8.37 
8.13 
6.35 
9.21 

S6.76 
6.94 

20.53 
9.67 

93.84 
6.83 

30.38 



87.42 103.18 



7.37 
19.8 
8.29 

r.76 

10.06 
10.42 



18. 44 
12.84 
17.69 
7.42 
3.52 
7.22 
5.13 
1.93 



6.65 
14.31 

5.35 

7.88 

8. 36 

7.88 

9.19 

60.97 62.75 

7.09 6.08 

13.52 17.21 

3.35 7.39 

87.95 84.06 

5.17 8.34 

40.21 33.21 
384.64 298.02 

19.69 20.03 

18.75 6.59 

54.06 31.23 
4 3.9 

9.8 9.35 

8.14 5.06 

25.34 21.25 

52.86 35.2 
4. 74 4. 59 

13.87 11.26 
9. 27 5. 73 
8.11 7.05 
7. 34 7. 59 
S.66 6.59 

13.09 11.35 

6.26 6.22 

20.35 20.93 
14. 67 

6.06 6.61 

24.57 30.44 

4.8 7.98 

5. 88 6. 53 

11.36 13.67 
27.24 23.8 

6.05 

25.87 22.22 
13.64 12.09 

5. 24 6. 08 

12.88 13.12 
5. 51 6. 34 

29.23 28. 39 

28.47 20.46 

8.98 10.22 

6.21 6. IS 

110.5 136.25 

9.21 9.05 

25.69 28.31 

12.59 13.54 

13.78 13.09 
0. 27 

38.66 31.49 

12.05 12.79 

15.72 17.94 

7.24 11.17 

5.78 9.33 

4.15 9.71 
4.74 6.26 

55.07 40.85 



2.41 



2.49 



3.73 
2.5) 
5.15 
3.28 

30.71 36.83 

3.83 3.92 

8.37 10.93 

3.31 2.87 

45.91 66.98 

3.19 3.73 

15.81 17.56 16.77 

528.73 514.44 449.66 

8.91 10.1 7.96 

4.08 6.56 3.73 

23.17 43.75 45.21 

1.82 2.67 1.87 

5.24 6.16 

1.49 5.79 

12.73 15.31 

18.78 31.21 

3.41 5.61 



Table 464 

50.09 61.38 43.24 

4.89 4.4 3.37 

9.15 12.99 7.59 

3.47 3.89 2.86 

3.83 3.51 

4.13 1.61 
6.88 
5.15 



7.11 
3. 62 
3.69 
3.69 
3.04 
5.12 
3.11 



1.72 



10.9 
17.84 
3.07 
6.36 
3.62 
3.15 



4.78 
5.18 
5.75 
5.54 
5.94 
6.56 

10.57 21.04 10.84 
7.52 6.15 5.24 
4.22 6.52 

15.92 22.32 

3.71 4.84 
8.16 19.5 
4.88 4.94 

12.75 20.64 

2.72 3.78 
18.43 

8.79 
5.95 
9.08 
4.32 

14.89 25.03 
12.55 18.48 10.77 
3.38 5.35 8.68 
3.96 3.95 
20.36 174.1 119.31 
6.2 10.38 4.19 
17.71 19.82 21.58 
9. 92 



8.57 
7.06 
3.07 
5.8 
3.13 



4. 39 
7.34 
5.16 
4.38 
2.76 
11 
1.85 
9.44 
5.76 
3.22 
6.34 
3.66 
14.49 



13.59 16.75 

0.09 2 

14.48 23.49 

8.39 S.83 

10.9 18.71 

6.09 7.94 

2.82 1.44 

3.66 4.51 

4.34 6.6 

20.99 33.29 18.89 



78. 98 
2.36 
10.4 
2.79 
3.2 

I. 91 
5.8 

2.09 
49.5 
1.52 
7.67 
3.22 

43. 37 
2.64 

23.98 
353.76 

16.66 
3.75 

51.59 
1.59 
5.5 
2.9 

17.23 

39.83 
2.93 
4.32 
4.04 
2. 59 
4. 52 
3.66 
4. 56 
5.62 

19.07 
7.7 
4.72 

II. 05 
2.87 
4.69 
9.11 
9.38 
2.85 

18.79 

15.13 
7.27 
8.79 
4.26 

18.26 

36.56 
3.38 
2.77 

90.66 
4.33 

15.15 
6.01 

10. 56 
1.37 

13. 34 
7.16 

10.18 
2.78 
2.68 
4.88 
6.58 

40.58 



9.45 13.28 

2.02 1.62 

2.52 1.42 

3.24 2.11 

2.73 3. 16 
2 2.6 

54.71 56.06 

3.71 2.62 

13.22 12.66 

2.79 2.03 
46.73 40 

3.21 3.16 

16.89 14.16 

251.2 152.62 

12.81 15.35 



4.14 
26.81 
2.07 
3.41 
3.07 
14.16 



4.97 
3.29 
2.11 
2.92 
1.31 



1.7 



3.69 

2.71 
21.71 
11.36 

4.86 
12.16 

2.08 



3.48 
2.72 
23.53 
6.64 
4.79 
16.07 
3.16 
2.81 
8.31 
5.04 10.85 

4.6 2.57 
15.06 20.59 
14.75 21.14 

7.67 
7.64 9.61 
3.77 
13.2 26.28 
24.05 33.39 
3.45 4.28 

2.7 2.24 
69.83 70.87 

6.13 2.34 
17.9 15.82 
6.08 8.45 



8.87 
0.77 
13.82 
10. 38 
16.33 
4.22 
4.9 
4.91 
6.24 
43.41 
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OVARC1001702 
OVARC1001703 
OVARC1C01710 
OVARC1001711 



7.15 
18. 66 
18.7 

0VAAC100171 3 106.12 95.89 118.84 

0VARC1001725 7.41 8.41 15.02 

0VARC1001726 9.14 11.76 13.16 

OVARC1001727 6.13 4. 36 5.44 

OVARC1001731 326.35 314.92 333.21 



0VARC1001735 
OVARC1001741 
OVARC1001745 
OVARC1D01759 
OVARC1001762 
0VARC1001766 
0VARC1001767 
0VARC1001768 
0VARC1001770 
OVARC1O01776 
OVARC1O01791 
0VARC10O1795 
0VARC1D01798 
0VARC1OO1802 
0VARC1O01805 
OVARCI001807 



OVARC1001809 149.46 129.89 172.57 



9.4 5.63 



9.29 
7.4 12.31 
12.34 27.68 
15.2 21.81 



0VARC1001812 
0VARC1Q01813 
0VARCI001820 
0VARC1001828 
OVARC1001833 
0VARC1001839 
0VARC1 001846 
0VARC1001849 
OVARC1001861 
0VARC1001873 
0VARC1 001879 
OVARC1001880 
OVARC1001883 
0VARC1O019Q0 
OVARC1O01901 
OVARC1001911 
0VARC1001916 
OVARC1001928 
OVARC1001937 
OVARC1001940 
0VARC1001942 
OVARC 100 1943 
0VARC1001949 
OVARC1001950 
OVARC1001952 
OVA8C1001954 
0VARC1001963 
0VARC1001983 
0VARC1001987 
OVARC 1001 989 
OVARC100199I 
OVARC 1002005 



OVARC1 002046 
OVARC1002050 
0VARC1002058 
OVARC] 002066 



Table 465 

4.18 2. 1 3 

4. 47 5. 7 

8.37 10.17 

10.78 18.26 

111.33 127. 16 

6.01 22.46 

5.3 10.91 

2.42 3.92 



10.45 7.4 10.3 

51.89 35.06 44.69 

48.03 48.42 50.14 
8.58 9.79 

15.44 18.76 

83.39 85.91 87.93 
7.04 5.21 8.42 

14.52 13.49 

26. 33 28. 28 
7. 09 4. 63 
10. 39 
7. 98 

40.84 44.26 

21.47 24.32 

21.41 25.19 22.93 
9.03 4.95 8.69 



240.06 116.88 168.02 



3.26 
30.3 40.05 
20.26 24.89 



18.22 
29.2 
... 7.55 
7.82 10.63" 
5.23 12.47 
46 
21.73 



11.9 18.98 

13.4 12.96 

13.12 21.66 

8.18 15.13 

8 10.4 



9.47 
6.47 12.96 
2.64 18.18 
2.35 14.96 
9.13 10.41 
12.35 13.47 14.5 
17.95 16.04 17.13 
10.68 7.64 9.62 
21.57 23.04 21.79 
6.1 3.23 6.27 
6.08 5.24 
4.04 13.05 
4.17 5.98 
15.71 13.44 
8. 37 
17.14 
20. 55 



5.16 
30.18 
18.25 
2.54 
5.87 
53.32 
2.78 
7.55 
11.13 
2.76 
3.31 
3.1 
16.26 
10.13 
11.53 
4.35 5.41 3.66 
133.13 197.68 130.62 
7.06 7.79 6.77 
9.88 
7.84 
4.46 
5.88 
6.12 
5.49 



6.37 4.38 
1.59 4.12 
20.27 29.31 



5.79 
6.46 
2.53 
3.73 
3.48 
4.44 



10. 37 



5.85 



3.81 
6.62 
52.3 



25.6 
8.76 

20.24 15.16 
29.68 32.41 
14.19 
13.94 



3.76 
3.87 
10.21 
2.82 



3.32 
5.85 
8.89 
7.19 
59.14 
4.32 
7.72 
2.37 
275.41 
2.85 
29.82 
35.38 
3.21 
5.45 
53.78 
2.97 
3.97 
6. 52 
2.6 
3.58 
3.31 
30.23 
13.8 
6.55 
4.23 
61.18 
7.18 
9.17 
9.43 
2.97 
2.14 



3.32 2.46 
8.24 3.65 
17.12 13.23 



14.6 



8.6 



11.75 10.33 

15.9 10.94 

122.9 130.05 103.73 

7.45 6.81 6.15 

12.44 11.79 17.61 

25.71 30.08 25.81 

13.81 15.75 12.25 

18.41 16.89 13.96 

12.31 tO. 21 10.74 

33.83 38.39 35.62 

25.13 24.53 23.58 

79.06 107.27 86.51 

9.22 6.62 10.19 

18.18 16.91 17.55 

67.02 72.72 47.65 



62.39 67.07 
4.47 

5.13 7.08 
4.79 3.09 
235.36 284.79 

50.48 3.58 

27.49 31.74 
41.14 42.19 

5.87 3.66 
4.57 3.61 
49.12 57.96 
1.63 2.74 
6.88 
8.61 
2.71 
5.4 

4.76 7.14 
32.18 29.44 . 
16.34 14.18 
5.13 2.96 
6.47 5.73 
73.6 73.85 
8.19 7.69 



6.24 
15.1 



4.2 



2.33 
2.19 
9.88 
6.33 
3.75 
9.81 



11.83 
11.92 
2.27 
3.67 



7. 83 
8. 26 
1.93 
2. 55 
3. 33 
4.87 



OVARC10O2O82 34.4 33.12 24.78 



8.26 
2.37 

9.48 11.18 

2.83 3.28 

7.55 9.31 

12.97 22.62 15.27 

3.19 5.85 4.46 

6. 19 9.29 6.75 

90.55 1 35.58 1 02.89 

3.11 3.63 2.91 

6.04 6.32 5.28 
12.15 15.68 (0.47 

6. 15 7.8 4.37 

7.74 13.38 8.71 

6.47 8.3 7.41 

17.89 27.06 20.01 

14.08 17.38 11.27 

49.53 77.97 65.8 

4.05 4.76 4.15 
13.19 18.87 6.99 
37.79 39.59 35.74 
17.13 27.63 15.59 



3.65 
11.49 

2.16 
5.3 

4.34 

2.89 

8.04 
79.11 

2. 32 

6.38 
16.02 

5. 37 
14.94 

6.69 
28.16 
23.29 
68.65 

4.13 
24.17 
62.17 
48. 32 



2.72 
8. 26 
7.19 
5.37 

5.9 
2.36 
4. 37 
7.73 

1.6 
12.97 
2.96 
6.71 
4. 72 
6.47 
7.58 



3.66 
5.98 
2.55 
2.41 
11.27 ■ 
1.43 
7. 51 
2.02 
7.34 
5.72 
5.47 
9.81 
70.36 72. 15 
2.33 2. 18 
9.47 7.04 
11.31 11.87 
6.61 4.93 
11.39 11.29 
6. 19 5. 31 
23.73 27. 11 

17.04 24.49 
65.46 67.43 

2.81 
22.71 28.4 
50.77 51.33 

29.05 33. 16 



1478 



EP 1 074 617 A2 



OVARC1002091 
0VARC1 002092 
OVARC1 002093 
0VARC1 002094 
0VARC1 002107 
OVARC1002112 
0VARC1062126 
OVARC1002127 
0VARC1O02138 
OVARC1O02K3 
0VARC1002156 
0VARC1O02158 
OVARC1002165 
OVARC1002176 
OVARC1O02178 
OVARC1002182 
OYARC1002185 
PIACE1000004 
PLACE100000S 
PLACE1000006 
PLACE 1000007 
PLACE1000014 
PLACE1000031 
PLACE100O033 
PLACE100O04O 
PLACE 1000048 
PLACE1000050 
PLACE1 000061 
PLACE1 000066 
PLACE1O0O075 
PLACE1 000078 
PUCE1000081 
PLACE1000086 
PLACE1 000094 
PUCE1000101 
PLACE1000121 
PLACE1000I33 
PLACE1000142 
PUCE100O146 
PLACE1000163 
PLACE1000172 
PLACE1000181 
PLACE1000184 
PLACE1000I8S 
PLACE100O198 
PLACE1000213 
PLACE1000214 
PLACE1 000220 
PLACE100O231 
PLACE1000236 
PUCE1 000245 
PLACE 1000246 
PLACE1000258 



18.78 
11.35 
11.71 
6.29 
13.48 
26.38 
65.16 
S.1S 
5.22 
7.3 
14.33 
9.15 
67.03 
10.61 
11.02 
6.32 
13.32 
9. 74 
27.12 
91.12 
7.26 
2.23 
25.49 
18.11 
8.82 
20. 38 
5.4 
9. 33 
5.66 
12.56 
16.43 
10.24 
24. 93 
9. 77 
13.24 
13.12 
9.91 
9.88 
26.84 
7. 41 
27. 22 
113.9 
17.72 
16.19 
9.65 
6. 26 
9.15 
25.57 
14. 42 
7.58 
26.52 
45.69 
9.85 
14.3 
22.65 
24. 34 
9. 25 
15.07 
SO. 33 
7.8 
37.2 
19.72 
18.65 
4.55 



8.5 
6.49 
8. 34 
33.01 
69. 33 
6. 37 
5. 32 
4.6 
13.86 
5.03 
61.86 
13. 89 
11.22 

5. 52 
14. 59 

9.21 
18.01 
57. 04 
8.75 
2. 04 
34. 88 
15. 97 
8.21 
17.3 
7.04 
8.61 
5.77 
13.3 
18.48 
9.79 
18. 79 
8.35 
13.69 
18.48 
9.72 
8.89 
30. 96 
5.19 
20.45 
71.51 
15.27 
14.48 
11.81 

6. OS 
11.17 
22.54 
18.43 

6.02 
25.91 
36.58 
11.52 
14.29 

21.9 
18.15 

6.15 

8.66 
32.12 

7.45 
43.13 
22.93 

20.7 

3.12 



15.43 
4.3 

20.66 
6.65 

12.83 

27.23 

51.38 
5. 32 
3.68 
3.7 

13.02 
4.65 

54.25 
S.02 
6.01 



Table 466 
10.02 4.76 6.56 
2.76 
7.82 
2.24 
6.33 



2.69 4.04 

6.06 7.84 

12.79 21. 35 12.35 

44.56 51.62 38.84 

1.95 

5.16 

3.29 



4.41 
3.08 
5.14 1.8 



5.4 
15.01 
11.61 
21.46, 
55.23 
8. 28 
4.15 
32.13 
17. 95 
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18.51 
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17.26 
17.49 
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16.12 
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23.44 
20.14 
14.14 
20.42 
12.83 
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29.16 
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2.41 
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5.22 6.29 4.46 
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2.82 
3.91 
6.86 

4.85 7.73 5.01 

13.29 16.54 9.78 

34.88 52.28 43.96 

8.37 10.72 8.06 

I. 42 4 3.02 
13.67 27.22 11.3 
12.01 14.01 16.72 

5.78 30.45 6.53 

15. 36 23.63 12.54 

2.42 4.86 4.46 

5.67 11.39 8.55 

7.42 6.83 5.75 

10.46 23.06 11.81 

10.69 9.95 8.28 

3.99 5.51 

11.66 12.45 12.8 

5.83 7. 13 8.45 

7.47 11.68 8.08 

15.19 20.27 14.52 

7.9 8.22 

7.46 3.72 

22.4 10.59 

5 4.08 

14.2 9.22 

49.28 64.78 42.83 

II. 79 14.01 13.85 
7.66 7.1 

11.09 11.55 

4.09 6.36 

8. 73 8. 08 

11.03 13,14 

5.64 9.79 
1.98 6.24 
9.19 16.74 15.36 

14.83 17.16 15.14 

3.16 7.83 3.08 

4.5 8.13 

9.54 18.93 11.23 

8.82 16.47 

5.54 8.18 

6.88 10.38 

24.2 31.82 23. 11 

4.65 6. 15 
21.56 30.84 17.96 

9.1 18.25 13.71 

9.08 28.96 11.34 

2.8 3.17 2.14 



4.19 
12.94 
3.1 
10.4 



6.34 
8.4 
3.94 
4.64 
7.79 
6.68 
5.31 



3.85 
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4.34 
9.41 

12.54 
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5.22 
2.56 
3.79 
8.59 
3.88 

46.19 
9.03 
6.17 
6.46 
7.78 
4.83 

14.01 
6.98 
3.04 
1.88 

27.49 

14.29 
3.91 
8.78 
3.72 
3.23 
5.92 

12.58 

13.59 
3.34 

14.85 
9.11 
3.S4 
7.88 
5.09 
7.05 

30.36 
3.16 
8.64 

38.76 
9.11 
4.1 
6.38 
3.17 
3.79 

10.18 
7.36 
3.56 
8.75 
8.9 
2.46 
4.73 
12.98 
10. 89 
3.39 
8. 62 
35.7 
7.1 
20.8 
15.08 
16.06 
6.68 



7.11 
3.48 
4.29 
7.13 
8.27 



13.75 13.04 

11.96 13.8 
5.48 
2.43 

25.37 24.47 

10.78 15.77 

7.12 4.69 

9.57 6.66 
6.27 1.7 

9.76 4.54 

4.2 3.99 

8. 36 7. 76 
13.8 12.7 

5.78 6.89 



8.15 
10. 58 
6.11 
4. 74 



5.57 
8.77 
8.25 
5.82 
28.2 29.92 
3. 43 3. 29 
12.45 11.02 
53.7 55.02 
9.87 10.76 
6.59 4.27 



7.03 
3. 78 
5. 34 



10. 92 



5. 78 
10.2 

11.47 10.62 

5. 51 4. 37 

7.76 5.77 

16.24 12.38 

16.25 19.37 
11.18 

8.08 9.22 

38.12 29.88 
6. 14 4. 22 

28.35 14.01 

10.86 13.37 

14.13 12.46 
4.21 4.87 
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PLACE1D00374 
PLACE1000380 
PLACE10OO383 
PLACE1O0O397 
PLACE1000401 
PLACE1000406 
PIACE100041Z 
PLACE1000420 
PLACE 1000421 
PLACE 1000423 
PLACE1000424 
PLACE1000430 
PLACE1000433 
PLACE1000435 
PUCE1000437 
PUCE1000442 
PUCE1000444 
PLACE10004S3 
PLACE1000456 
PLACE10O0465 
PLACE1000481 
PLACE1000492 
PLACE1 000508 
PLACE1000B12 
PLACE 1000540 
PUCE1000541 
PLACE1000S46 
PLACE1000547 
PLACE10005S0 
PUCE1O0O562 
PLACE1000554 
PLACE10C0583 
PLACE1000587 
PLACE1000588 
PUCE1000S96 
PLACE1 000599 
PIACE1000605 
PUCE100Q6IO 
PLACE1000611 
PLACE 1000626 
PLACE1000633 
PLACE1 000636 
PLACE1 000653 
PLACE1000656 
PLACE1000663 
PLACE1000706 
PLACE1000712 
PLACE1 000716 
PLACE1 000740 
PLACE1 000748 
PLACE1 000749 
PLACE1000751 
PLACE1000755 
PUCE1000769 3.3 
PLACE1000778] 43.25 
31.35 
5.99 
62.95 

PLACE1000795 170.82 
34.34 
16.41 

25.51 
9. 78 
37.15 



PUCE100078S 
PLACE 1000786 
PLACE 1 000793 



PLACEIO0Q79* 
PLACE1 000812 



4.36 
16.1 
6.36 

11.59 
9.04 

13.08 
8.51 

18.93 

17.83 
9.91 
6.41 
9.9 
8.1 

28. 95 
13.7 
4.21 

8. 39 
8. 24 
9.14 

29.59 
10.19 
14.54 

8.74 

4. 85 
12.96 
10.16 

13.1 

8. 49 
22. 37 

8.22 
17.41 
11.44 

7.15 
18.91 

11.7 

9. 76 
16.65 
13.13 
44.34 

7.16 
7. 75 
9.18 
13.52 
16.45 
17.59 
22.58 
15.91 
9.51 



4.25 
6.91 
4 

7.25 
6.59 
8.33 
7.48 
23. 33 
12.09 
10.66 
4.46 
7.48 
6.1 
26.53 
9.76 
4.33 
8. 02 
8.08 
8.93 
27.02 
8.45 
13.99 
6.29 
3.74 
8.47 
15.98 
11.96 
5. 52 
15.31 
7.18 
14. 24 
8.04 
6.59 
11.92 
13.56 
11.08 
12.34 
11.57 
42.43 
6.36 
6.07 
4.57 
15.36 
24. 27 
14.23 
27.08 
18.32 
6.38 
63.87 
20.13 
6.77 
6.89 
23.58 
5.09 
43.09 
17.11 
3.18 
70.84 
165. 32 
30.96 
17.23 
22.51 
4.9 



6.34 
17.82 
6.16 
11.9 
7.42 
14.95 
7.35 
27.28 
14.21 
9.2S 
8.86 
10.47 
7.11 
24.32 
13.69 
5.54 
5.47 
7.4 
7.88 
24.71 
9.18 
15.18 
6.02 
3.65 
7.79 
11.44 
11.32 
7.86 
18.14 



3.7 
9.8 
11.65 
9.94 
15.55 
11.01 
32.52 
6.63 
5.61 
3.73 
9.28 
20.78 
11.72 
16.29 
12.16 
10.32 
75.82 
21.77 
9.49 
7.76 
23.84 
3.02 
44.83 
31.03 
7.12 
86.12 
165.81 
28.31 
19.15 
19.45 
7.94 
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4.3 3.S7 2.84 
9.8 10. 



2.37 
2.79 
3.23 
2.59 
3.42 



5.17 
3.52 
5.49 
1.95 



4.44 

14.79 
6.32 11.96 



3. S3 
8.73 
6.34 
6.83 
10.66 16.38 



1.97 
3.23 
2.64 



2.4 
2.37 



6.75 1.. 



9.85 

6.25 17.26 10.37 

7.18 10.25 10.48 

5.49 10.6 14.98 

8.36 10.85 7.86 

4.62 4.33 3.02 

10.42 10.44 10.34 



4.72 
3.14 
5.65 



4.9 



4.15 
8. 36 
9.08 
6.09 
S. 14 
4.41 



9.49 9.68 
8.74 7.05 
26.13 31.67 19.73 
3.54 3.14 2.93 
5. 95 
5. 99 
7.56 11.63 
6.6 13.98 



4.09 



8. 95 
7.43 

14.32 16. 15 9.77 
10.41 18.03 9.89 

4.38 8.28 5.91 
66.13 88.56 67.41 
15.61 19.67 14:26 

5.21 7.14 4.97 

3.42 4.79 3.39 
13.28 21.64 9.25 

3.66 5.56 3.4 



2.4 
74.56 

123.39 175.42 137.1 

19.04 23.22 14.81 

11.98 12.41 tO. 24 

15.2 17.94 10.61 
3.89 



5.02 



3.86 



17.98 18.59 17.35 



I. 94 
5.18 
2.89 
6.09 
3.28 
6.86 
3.84 
4.07 
4.24 
3.23 
2.63 
3.57 
2.34 

16.84 
8.69 
2.62 
3.64 
5.87 
4.93 
7.25 
5.55 
5.24 
4.68 
2.27 
5.75 
7.65 
6.08 
5.43 
6.26 
4.18 
8.72 
5.24 
3.78 
8.6 

tO. 58 
4.81 
6.32 
9.69 

63.56 
5. 25 
4.51 
2.89 
6.22 
13.7 

15. 75 
10.6 

15.21 
5. 52 

54.02 

16.35 
2.01 
2.03 

15. 55 
3.76 

20. 87 

II. 86 
2.45 

59.03 
104.41 
22.05 
15.41 
13.45 
4.94 
19.92 
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PLACE 1000841 
PLACE1000843 
PLACE100084S 
PLACE1 000856 
PUCE1 000863 
PLACE1 000876 
PLACE1 000899 
PLACE1 000907 
PLACE1 000909 
PLACE1000912 
PLACE 10009 14 
PLACE 10009 I 8 
PLACE 1000927 
PLACE1 000931 
PLACE 1000944 
PLACE t 000948 
PLACE1 000958 
PLACE 1000972 
PLACE1 000977 
PLACE1 000979 
PLACE 1000986 
PLACE1 000987 
PLACE1001000 
PLACE 1001007 
PLACE1001010 
PLACE1001015 
PLACE1001016 
PUCE1001022 
PLACE1001024 



7.87 
16.04 
5.43 
209.98 
16.12 
16.98 
225. 37 
11.9 
219.81 
4. 53 
13.6S 
13.18 
6.93 
9.5 
12.44 
15.03 
5.27 
8.38 
11.29 
13.89 
30.12 
19.26 
4.37 
6.61 
9. 46 
7.99 
17.51 
14.42 
11.18 



PLACE1001O62 
PUCE1001063 
PLACE1001076 
PLACE1001081 



PLACE1001036 105.59 
PLACE10O1O38 9.63 
7.22 
17.12 
7.69 
11.82 
17.4$ 
8.04 

PLACE1001088 1077. 5 
PLACE1001092 
PLACE1001Q98 
PLACE100I100 
PLACE 100! 104 
PLACE1001114 
PLACE1001118 
PLACE1001123 
PLACE1001136 
PLACE1001144 
PLACE1001147 
PLACE1001148 
PLACE1001159 
PUCE1001168 
PUCE1001171 
PLACE! 0011 83 
PLACE1001185 
PUCE1001201 
PLACE1001229 
PLACE10O1231 
PLACE100J238 
PLACE1001241 
PLACE1001242 
PLACE1001247 
PLACE10O1250 
PLACE10012S7 
PLACE1001272 



7.94 8.8 

20. 1 24. 44 

7. 23 9.29 

229.07 253.03 

16.52 27.57- 

21.81 24.49 

148.25 253.61 

9.88 11.62 

187.78 224.87 

4.31 6.11 
11.52 
11.98 

7.22 

7.15 

7.29 



16.16 
16.82 
10.54 
10.84 
10.38 
16.76 
7.38 
10.49 
15. 95 
9.86 
30. 53 34. 37 
23.97 21.74 



Table 468 

7.8 12.23 10.86 

8.07 13.38 10.99 

4.99 5.8 4.19 

209.39 256.66 183.75 

10.41 12.7 10.18 

11.69 18.7 12.24 

106.96 112.25 68.21 

4.52 6.53 6.56 

129.92 144.43 97.69 

4.16 2.65 
9.53 



4.99 
5.92 
8. 32 



7.15 
2.96 
6.18 



12.04 
10.26 
19.87 
16.04 
11.13 

9.63 
22.24 

9.73 
16.26 

5.83 

6.64 
17.87 
24.74 

8.91 
16.85 
15.21 
13.31 

6.16 

7.81 
15.15 
18.19 
27.19 

5.07 
11.61 



18.15 
5.86 
13.23 



1434.9 897.35 

35.7 38.59 

22.29 18.87 

12.72 14.57 

8.03 11.29 

21.11 13.11 

15.17 13.54 

9. 28 10. 37 

8.36 10.4 

18.89 18.24 

14.79 11.54 

12.46 13.41 

2. 18 9. 14 

5.38 

14.63 16.06 

23.48 20.67 

7.62 8.02 
15.12 
12.61 
19.61 



6.8 



18.88 
13.94 
12.2 
5.78 
8. 77 
9.43 9.57 
25.95 17.43 
16.6 15.62 
4.07 
5.34 6.33 



6.76 

5.88 9.64 

4.38 6.32 

7.43 6.57 

5.9 6.11 



4.93 

7.56 11.29 7.62 

2.51 5.7 

3.65 7.53 4.25 

5.04 5.25 7.02 

3.34 7.43 5.36 

25.05 28 23.07 
13.41 
3.42 
2.81 
5.02 



3.04 



5.52 
6.19 7.65 

6.61 7.04 6.42 

4.97 7.37 5.56 
5.14 10.39 

52.8 114.22 89. 

4.68 5.51 5. 

5.19 5.21 3. 

21.95 14.11 11.96 
3.03 6.18 
8.34 8.29 

9.61 12.22 10.09 

3.34 3.8 3.43 
706.08 898.84 

14.58 20.22 12.39 

5.94 11.11 13.11 

8.66 8.94 

4.81 4.72 
5.44 7.05 

9.49 13.49 10.14 

3. 01 8. 71 7. 98 
4.16 7.83 

5.11 10.59 8.11 

7.5 5.73 6.98 

8.25 12.02 6.54 

5.55 4.8S 2.75 

2.78 4.75 2.95 

9.77 9.8 9.82 

15.23 15.9 11.49 

4.21 7.14 4.11 
10.04 10.01 

9.57 11.26 12.86 

8.58 26.11 14.91 
5.45 5.07 



7.69 
7.1 



3.48 
4.56 

6.93 8.62 



2.29 
5.05 
8.09 

14.1 21.99 16.23 
6.21 3.6 2.05 
4.73 5.73 6.35 



5. 33 4.89 
7.02 9. 18 
3.26 3.96 

147.93 119.29 
13.62 16.56 
19.45 15.76 

130.08 130.64 
4.58 7.2 

209.39 207.09 
2.79 1.25 



4.56 
7.59 
2.16 
119.6 
12.54 
20.21 
120.26 
4.58 
231 
1.4 



4.55 
3.12 
5.15 
5.5 
1.85 
3.77 
2.5 
4.42 
15.94 
16.26 
2.69 
2.78 
5.18 
3.26 
3.95 
7.11 
4.43 



3.47 
4.27 
6.79 
9.31 
6.23 
5.86 
10.48 
5.93 
15.63 
13.02 
2. 93 
3.89 
3.73 
3.31 
3.27 
8.21 
3.88 



3.15 
9.5 
2.11 
835.46 
28.15 
8.05 
7. 95 
5.84 
2. 52 
5.69 
2.59 
11.4 



16.88 14.03 
3.33 4.01 



11.91 
3. 37 
4. 38 
9.4 

12.71 
5.56 
9.33 
8.81 



6.75 
5.42 
9.19 
13.87 
3.64 
5.18 



1.69 
2.86 
7.53 
8. 35 
3.01 



8.8 
18.52 
12.47 
3.43 
2. or 
3.91 
2.3 
2.38 
7.4 
2.99 
137.21 
7.98 
2.83 
6.81 
1.91 
2.78 
10.2 
3.84 
1173.1 
33.71 
7.66 
9.98 
5. 12 
2.49 
3.99 
5.96 
4.95 
17.77 
4.07 
11.91 
1.28 
2.36 
9.58 
11.36 
2.94 
8.94 
8.63 
8.59 
3.63 
5. 45 
4. 67 
8.42 
7.98 
2. 62 
6. 39 
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PLACE1001Z79 
PLACEI001280 
PLACE1001294 
PLACE100I295 
PLACE 1 00 UQQ 110. 
PLACE1001304 
PLACE1001311 
PLACE1001323 
PLACE1001325 
PLACE1001340 
PLACE1001344 
PLACE1001351 
PLACE1001366 
PLACE1001377 
PUCE1001383 
PUCE1001384 
PLACE1001387 
PLACE1001395 
PLACE1001399 
PLACE100I401 
PUCE! 001407 
PIACE1001412 
PLACE 1001414 
PLACE1001416 
PLACE1001433 
PUCE1001440 
PLACE1001456 
PL4CE1001464 
PLACE1001468 
PLACE1001484 
PLACE1001500 
PLACE 100 1502 
PLACE1001S03 
PLACE 1 00 1S05 
PLACE10O1513 
PLACEI001516 
PLACE1001517 
PLACE1001523 
PLACE10O152S 
PUCE1001534 
PLACE1001536 
PLACE100154S 
PLACE1001551 
PLACE100IS64 
PLACEI001570 
PLACE100157I 
PLACEI001S95 
PLACE1001S02 
PUCE1001603 
PLACE1OO1608 313. 
PLACE10O161O 
PLACE1 001611 
PLACE10O1629 
PLACE1001S32 
PLACE1 001634 
PLACE10O1637 
PLACE1001640 
PUCE1001555 
PLACE1001572 
PLACE1001 676 
PLACE1001683 
PLACE1001691 
PLACE1001692 
PLACE1001705 



20.66 18.57 

13.73 13.22 

6. 1 S. 02 

9. 52 6. 34 

16 136.11 

22.83 23.36 

22.93 29.08 

5.15 4.73 



6.51 
12.71 
7.26 
10.82 
16.46 



4. 36 
9.9 
5.61 
9. 34 
16.32 
10.72 11.21 
8.47 7.74 
5.51 3.13 
3.71 2.66 
2.97 1.83 
43.48 36.95 
8.85 12.13 
6.42 8.95 
4.65 3.97 
10.05 7.04 
18.05 14.76 
10.35 9. S3 



15.78 
5.95 
7.17 
5.87 
1.93 
5.55 
10.13 



8.2 
5.2 
7.13 
5. 89 
2.72 
5.43 
6.73 

18.94 15.22 
14.33 11.5 

9. 78 7.84 
12.33 10.13 
22.78 28.63 
4.85 4.2 

15.63 6.8 
13.26 10.83 
12.35 10.07 

7. 78 9. 31 

11.64 13.9 
5.33 7.01 
8.81 7.17 

30.16 29.44 
49.16 53.02 
17.93 20.86 
16 11.85 
79 262.26 
34.83 33.4 
16.58 14.57 
15.86 14.27 
15.6 14.68 
10.26 9.24 
29.75 28.67 

28.95 18.03 
8.24 5.56 
8.94 18.15 

39.58 47.75 
7.54 6.2 
10.4 6.5 
3.74 6.24 
11.04 7.84 



13.78 
15.63 
7.03 
5.73 
96.73 
19.82 
16.33 
4.73 
2.66 
7.91 
6.3 
9.06 
12.21 
8.12 
7. 34 
4.87 
5.28 
2.95 
39.47 
13.82 
6.88 
3.56 
8. 23 
21.75 
10.38 
12.06 
7.6 
12.08 
7.51 
3.26 
7.47 
10.36 
23.11 
15.08 
14.27 
14.29 
26.65 
4.25 
12.63 
12. 93 
11.17 
13.04 
20. 49 
11.33 
13.9 
29.76 
65.48 
26. 59 
13.84 
299.49 
50.14 
I3.S2 
16. 52 
11.95 
12.21 
36.48 
24.89 
6.83 
13.66 
47.96 
11.62 
11.03 
4.95 
13.66 



9.04 
11.44 
2.98 
4.11 
55.88 
13.09 
13.63 
2.24 
3.73 



11.1 
10.47 
5,24 
5.36 
77.8 69.78 



8.58 
6.22 
4.37 



2.07 
0.79 
3.62 
2.35 
2.83 
8 

6.18 
9.16 
2.12 
3.15 
0.94 

25.54 39.02 28.91 
7.84 



4.54 

7.96 
8.14 
7.01 
2.26 
2.18 



4.04 
10.61 
11.01 
7.31 
4.64 
4.13 



5.6 



8.46 
7.99 
15.69 
9.26 
10.51 
4.51 
13. 26 
7.19 
5.24 

3.4 4.88 
4.95 5.09 
6.62 14.6 
6.94 9.91 
4.51 12.01 

6.5 8.86 
15.6 22.43 
1.46 3.64 

5.9 5.99 
4.83 7.66 



7.15 
5.64 
5.81 



6.47 
11.2 
4.18 
4.66 
127.86 
8. 64 
18.15 
2. 58 
3.09 
8.49 
5. 26 
5.68 
10.02 
7. 03 
4. 38 
1.25 

I. 31 
2. 26 

II. 4 
5.15 
3.23 



4.11 
3.46 
2.92 
4. 98 
3.27 
3.43 
4.24 
9.19 
5. 05 
4.02 



8.7 



9.98 
6.02 
7.77 



4.05 

7.42 
3.94 
9.21 
6.32 
3.89 
9.78 
29.28 
12.03 
6.17 

248.62 194.58 212.51 

21.2 19.91 21.09 

8.27 16.57 

6.92 12.73 

5.15 11.43 

4.71 7.41 
16.79 19.46 
16.93 21.97 

4.09 4.25 

4.81 11.29 



23. 16 26.28 21.98 



5.45 
7.47 
2.6 
7.74 
3.9 
5.34 

12.94 

20.63 

25.23 

10.37 
255.55 2 

16.25 
S. 96 
9.05 
4.77 
3. 93 

23.41 
8.91 
2.13 
5.1 



2.16 
4.05 
3.58 
10. 64 5. 83 



13.34 



31. S 
2.93 
4.28 
3.8 



4.72 


6 




** 


- - 


7.22 


13.37 








2. 25 


4.36 








3.72 


5.16 








93.28 


123.22 


* 




- 


8.3 


14. 22 


** 


tt 


- - 


14. 72 


19.17 


t 




- 


2.19 


2.91 


* 


tt 


_ - 


1.19 


1.69 








5. 49 


7.3 








3. 25 


5.47 






_ 


5. 94 


6.17 


** 


tt 


_ _ 


6.25 


6.08 


* 


t 


_ _ 


5.07 


5. 96 






_ 


4.51 


5.67 




tt 




1.77 


2. 28 






_ 


2.35 


1.76 








2. 27 


0.93 








22. 35 


12. 37 




tt 


_ 


5 58 


4. 43 






_ 


2. 38 


2.93 


* 


** 




2.07 


4.54 








7. 32 


4.41 








14.94 


10. 13 








6.8 


5.78 




tt 


_ 


5.02 


3. 17 






_ 


6. 83 


4.09 








3.59 


4.74 








3.89 
1.7 


5.45 
4.61 








5.41 


4. 22 








7.4 


4.55 






_ 


12.06 


11.69 






_ 


5.21 


4.29 




tt 




6! 18 


4.23 




t 


_ 


6. 92 


6. 78 


t 




_ _ 


23. 34 


19.3 








4. 37 


5.02 


t 




_ 


8. 18 


11.68 








22. 34 


4. 41 


tt 




_ 


10.57 


7. 69 








3.19 


3.02 




t 




8. 57 


7. 76 








3. 45 


6.93 








9.04 


4.82 








16! 78 


20. 12 




tt 


_ 


17. 19 


22.48 


t* 




_ 


43.22 


27.97 






_ 


25. 06 


14.43 


tt 




_ 


259. 42 


224. 33 






_ 


16.43 


15.58 


* 




_ _ 


3.97 


4.4 




tt 


_ 


9.4 


8.15 




tt 


_ - 


3. 59 


2.95 


* 


tt 


_ _ 


4.97 


4.63 




tt 


_ _ 


26.79 


22.84 


** 




- 


11.62 


9. 32 




t 




3.7 


1.34 




t 




4.86 


14.47 








32.99 


28.58 


** 


tt 




3.43 


3.72 




t 




5.31 


2.34 




t 




3.22 


2.42 








S.34 


3. 62 
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PLACE1001716 
PLACE1001720 
PLACE10017Z8 
PLACE10017Z9 
PLACE1001139 
PLACE1001740 
PLACEJ001745 155. 
PLACE1001746 
PLACE1001748 
PLACE1001753 
PLACE1O0176O 
PUCE1001767 
PLACE1001771 
PLACE1001775 
PLACE1001777 
PLACE1001781 
PLACE) 001 783 
PLACE100178S 
PLACE1001788 
PUCE1001795 
PLACE1001799 
PLACE1C01810 
PLACE1001817 
PLACE1001821 
PLACE100183S 
PLACE1001844 
PLACE1001845 
PLACE100185S 
PUCE1001869 
PLACEI001890 
PUCE1001897 
PLACE1001902 
PLACE1001904 
PLACE1001907 
PLACE1001910 
PLACE10G1912 
PLACE1001918 
PLACE1001920 
PLACE100t928 
PLACE1001930 
PLACE1001949 
PLACE1001959 
PUCE1O01969 
PLACE1001974 
PLACE1001981 
PLACE1001983 
PLACE1001989 
PLACE! 002004 
PLACE1 002008 
PLACE! 00201 5 
PLACE1002044 
PLACE1002046 
PLACE1002052 
PLACE1 002066 
PLACE1 002072 
PLACE1 002073 
PLACE1002080 
PLACE1002081 
PLACE1002090 
PLACE! 002095 
PLACE10O21O2 
PLACE1002109 
PLACE10O2115 
PUCE1002119 



13.89 6.26 

20.23 23.86 

21.97 14.68 

7.28 8.78 

18.08 18.75 

60.6 61.56 

43 121.46 

12.07 9.53 
20.09 
8 

16.81 
7.75 
6.86 
10. 25 



15.85 



8.67 
10.13 
9. 62 



17.99 
10.03 
9.65 



11.82 
7.62 
6.08 
9.13 

13.66 



11.99 11.09 

17.55 13 

16.99 20.76 

10.35 11.16 

3.62 1.84 

33.91 29.31 



12.85 
21.86 
15.36 
9.32 
18.08 
51.85 
146.04 
11.89 
13.57 
7.17 
14.09 
9.04 
6.5 
8.89 
46.38 
5.26 
4.17 
6.19 
7.79 
11.91' 
11.73 
15.3 
10.24 
9.24 
8.7 
7.16 
8.77 
7.23 
4.84 
7.02 
12.13 
23.51 
4.71 
12.77 
11.78 
18.01 



8. 73 
10.54 
12.37 
18.51 
3.16 
4.29 
4.5 
6.4 



13.54 
10.93 
5.79 
5.58 



Table 470 

5.68 7.61 3.53 

17.41 19.42 17.41 

7.87 10.67 10.96 

4. 24 3. 8 3. 29 

11.34 16.38 11.72 

52.21 47.26 48.39 

80.69 92.15 78. 37 

5.08 6.32 6.38 

8.98 10.94 

2.42 2.42 

5.89 6.99 

3.14 5.58 

5. 1 22.6 7.92 

5.62 4.98 4.94 

19.69 26.37 22.71 



2.61 
1.75 
5.28 

2.13 3.02 



65 3.27 



3.67 
6.82 4.77 



68.63 
10.64 
4.9 
17.28 
8.18 
12.62 
28.46 
9.33 
12.2 
13.36 
21.28 
5.33 
2.47 
6.01 
6.91 
16.36 
23.1 
27.3 
12.79 
4.46 
14.09 
19.35 
9.09 
7.03 



3.76 

6.44 10.22 

8.61 16.81 
5.73 12.6 
5.34 5.8! 
7.59 8.81 4.93 
1.96 5.82 2.85 
7.59 7.48 3.74 
4. 16 3.93 3. 22 
1. 37 6. 33 2. 79 
7.27 10.27 7.92 

7 10.58 7.47 

11.89 19.02 13.01 

4.2 4.02 

4.36 7.42 4.55 

10.79 10.86 3.78 

10.56 10.89 

5.64 8.81 4.76 

2.06 2.78 2.12 

16.07 24.12 10.81 

5.16 9.65 8.14 

50.5 75.89 66.37 

4.56 6.1 

2.62 4.36 
9.77 10.54 
7.19 8.78 
5.54 7.9S 6.32 
13.3 18.78 12.49 
6.79 9.77 
6.77 11.46 10.25 
6.64 10.58 8.15 
6.21 11.74 
2.46 6.56 
1.89 4.94 
2.29 3.79 
3. 66 5. 16 

10.66 11.47 7.97 

12.21 18.28 13.9 

14.91 18.06 14.86 

4.54 7.24 

5.08 11.47 

8.11 14.1 7.74 

12.82 7.15 7.61 

2.86 4.39 3.56 

2.87 6.47 3.2| 



5.34 



9.02 
3.13 
1.55 
2. 93 



6.17 
10.68 
10.39 
3.96 
10.55 
41.09 
106.17 
6.4 
E.58 
3.13 
8.68 
2.92 
6.68 
5.79 
26.45 
2.46 
2.79 
4.3 
3.87 
2.63 
11.66 
19.42 
4.49 
5.09 
S.5S 
3.18 
4.84 
7.66 
3.14 
6.48 
6.17 
23.32 
4 
5.4 
8.75 
12.99 
8.14 
0.89 
21.1 
5.7 
92.93 
4.33 
3.84 
6.98 



7.9 
7.39 

12.35 
6.57 
3.74 
7.89 
8.6 
3.41 
4. 09 
3.54 
3.95 
5.88 
13.6 

16.14 
4.29 
4.99 
9.04 
9.22 
3.32 
3.72 



9.34 
5.46 

2.03 

8.26 
28.81 
02.99 1 

7.42 

3. 28 

1.99 

6.91 

2.72 

3.61 

4.51 
22.89 

2.47 

1.87 

2.57 

1.93 

4.68 

9.72 
15.41 



3.49 

2.33 
7.41 
7. 42 



2.81 
3.34 
8.39 
4.97 
2.37 



5.06 
2.43 
5.43 
5.15 
5.63 

16.17 
6.13 
7.33 

14.69 
10.2 
1.95 
3.83 
3.66 
6.12 
5.64 



5. 84 








8.72 


* 


tt 


_ - 


5.25 


* 


* 


- - 


2.64 


** 


tt 


- - 


8. 75 


* 


tt 


- - 


37.51 




tt 


_ 


100.25 


** 


* 


- " 


7. 33 








8.51 


* 


* 




2.1 


** 


** 


_ _ 


7.81 


* 


tt 


_ _ 


1.2 






_ _ 


1.79 








5.33 




tt 


_ _ 


29.83 






_ 


3 

2.94 


t 


t 


_ _ 


2. 1 




t 


_ 


2.04 




tt 




2.65 


tt 


tt 


_ _ 


12.14 


t 




_ 


19. 52 








5.41 




tt 


_ 


3.49 


-** 


tt 


_ _ 


s 




t 


_ 


t.5 




t 


_ 


2.42 




tt 


_ 


3.91 


*t 




_ 


2.54 




tt 


_ 


7.57 








7.81 






_ 


28.51 


* 






3.18 








6.4 


tt 


tt 


_ _ 


6.51 




t 




12. 1 


tt 


t 


_ _ 


7.28 


t 




_ _ 


2.67 








25.49 


t 




_ 


9.73 








92.12 






4 


5. 07 








3.2 








6.49 


tt 


tt 


_ _ 


5.59 






_ 


6.5 








10.35 


t 


tt 


_ _ 


4. 33 




t 


_ 


3.11 




t 


_ 


9.22 








12.21 


t 


t 


_ _ 


2.73 








3.62 








2.92 








2.07 


t 




_ 


4.74 




tt 


- 


15.2 


t 






20.82 


** 






5.75 


t* 


tt 




7.8 








14.08 








9.47 








3.44 




* 




4. 62 
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PLACE1002140 
PLACE1OO21S0 
PLACE10021S3 
PUCE1O02157 
PUCEI002-I63 



PLACE 1002 1 88 406. !9 407.62 562.52 



8.64 9.5 15.02 

27. 18 33.61 30.05 

173.25 217.95 284.37 

7.42 5.99 8.84 

9.5 10.33 V7.51- 



PLACE1002170 
PUCE10O2171 
PLACE1002180 
PLACE1002184 
PLACE10O2200 
PLACE1002205 
PLACE1002213 
PUCE1002219 
PLACE1 002227 
PLACE1 002253 
PUCEJ002256 
PUCE1002259 
PLACEI002285 
PUCEI0O230I 
PLACE1002310 
PUCE1002311 
PLACE I 0023 19 
PUCE1002329 
PLACE) 002333 
PLACE) 002342 
PLACE 1002343 
PLACE1 002355 
PUCE1002358 
PUCE! 002359 
PLACE1 002374 
PUCE1 002378 
PUCE1 002379 
PLACE1O02386 
PLACE1002395 
PUCE1002399 
PLACE1002407 
PLACE1002433 
PUCE1002437 
PUCE1 002438 
PIACE1 002446 
PLACE! 002447 
PUCEI 002450 
PLACE1002462 
PLACE! 00246! 
PLACE 1002474 
PUCE1002477 
PLACE1002493 
PLACE1 002497 
PUCEI 002499 
PUCE1002500 
PUCE1002514 
PUCE10O2518 
PUCE1002S29 
PUCEI002532 
PUCE1002536 
PUCE1002537 
PUCE1002539 
PUCE1002547 
PUCEI0Q2571 
PUCE1002S78 



23.07 18.68 22.02 

118.3 86.27 82.5 

12.53 12.02 17.4 

90.34 67.89 

6.44 11.56 

5.5 9.09 

9.S8 7.88 

24.88 33.1 

6.1 6.51 

4.46 10.74 

4.49 11.42 

9.14 16.04 

20.2 16.69 

7.92 13.87 
8.21 7.36 

4.93 7.42 
17.43 19.83 

4.89 6.25 

14.3 13.78 
14.18 15.16 20.35 

9.54 8.56 16.64 

8.47 11.34 12.23 

6.25 5.01 7.85 

64.3 78.26 

7.08 11.73 

6.42 7.57 

10.82 12.17 

7.89 3.52 7.76 

17.68 20.65 22.77 
9. 59 8. 59 
14.84 17.54 
18.89 14.68 
6.94 5.04 
8.47 9.76 
61.22 60.91 

50.06 38.25 48.75 
8.68 4.18 8.14 

21.36 20.69 
10.21 4.45 
10.86 8.01 
12.91 



76.94 
5. 64 
5.47 
11 

30.67 
5. 38 
7.93 
10.19 
6.68 
15.21 



16.35 



94. 59 
11.64 
10. 84 
14.26 



20.62 



Table 471 

4.83 8.98 6.88 

18.28 25.09 23.98 

422.44 424.65 291.99 

3. 16 6.59 2.52 

4.81 9.35 4.71 

187.65 80.86 161.78 

9.58 14.95 10.12 

107.58 135.49 96.73 

11.66 15.77 12.8 

42. 12 70.86 43.23 

2.73 4. 37 3.29 

6.05 2.28 

8.5 3.33 

18.03 17.11 

5.95 3.48 

5.52 2.84 

5.44 3.17 

8.56 3.26 

18.4 10.19 

3.5 5.75 4.91 
1.56 5.25 
3.5 5.65 
7.96 14.77 
3.06 3.73 



10.23 
5.44 
9.23 

28.78 
9.83 



5.3 
6.42 
23.91 
6. 14 



57.39 61.96 51.39 



7.97 7.12 

14.35 10.84 

6. 92 6. 97 

9.3 12.32 

7.11 8.85 

7.92 6.45 

14.65 14.48 

27.85 40.71 



11.7 10.9 10.03 



PUCE100258S 12.45 
PUCE! 002591 14.95 
PUCE1002598JI34.77 135.3 115.7 



2.91 6.38 
12.7 14.95 

262.39 242.27 
3. 59 2. 5 
6.61 8.07 

377.56 231.11 
4.39 9.86 
60.2 59.88 
11.61 13.11 
20.87 27.8 



2.86 



3.37 
11.7 
3.19 
3.51 
3.66 
2.32 
10.84 



2.8 

3.51 2.6 

5.73 2.26 

S.85 10.58 

3.48 8.52 



S. 29 
5. 96 
3.45 
4. 32 

2.33 



!1.1 
11.78 
4.23 
8. 27 
4. OS 



4.18 
1.81 
2. 76 
8.14 
3.98 
3.57 
2.49 



10.78 13.23 
1.68 2.85 



42.47 26.68 29.68 



8.49 
4.58 
2.86 
2.98 
2. 63 



4.84 
6.56 
6.95 
1.91 
6. 45 



4.57 
4.93 
6.98 
2.95 
9.6 7.04 



51. 17 53.76 
3. 23 3. 62 



5.08 
9.29 
12.47 
3. 72 
6.03 

35.08 40.23 
30.92 38.93 28.36 
2.56 3.07 3.06 
13.93 7.63 

6.62 4.25 
8.28 3.73 
8.55 11.89 

2.63 4.56 
3. 94 3. 18 

10.19 9.79 
6.18 2.49 
36.96 26.56 
5. 36 3. 52 
12.13 
5.47 
4.64 
5.45 
S. 46 



4.78 



4.77 
6.11 



8.83 
2.37 
5.33 
8.45 
4.99 
5.54 



31.16 
3. 92 
6.09 
4.94 
5.3S 
5. 99 
2.97 
9.78 

16.84 



6.95 
4.76 
5.41 



8.79 .... 

5. 34 4. 44 

2.4 2.03 

4.3 2.63 
2.83 2.8 
5. 32 3. 95 

12.74 12.61 
1.97 3.5 

3.69 3.74 

52.04 54.81 

26. 38 23.5 
3.45 3.27 

14.57 11.43 
3.41 1.81 
2.36 3.29 
12.5 6-6 
5.81 
4. 77 

16.45 

5.4 1.41 
53.37 39.47 

3.58 1.82 



3.01 



7.97 
6.33 
14.71 12.01 
8.42 11.59 6.31 
4.7 6.58 5.37 
14.99 14.6 1.99 
105.05 127.67 81.8 



3.37 
4.62 
7.12 
4.25 
2.07 
5.01 
13.72 
11.22 
8.92 



3.6 



10.65 10.99 
77.51 75.71 



4. 28 
15.29 i 
220.74 i 
5. 34 
8.46 
429.49 * 
5.14 < 
56. 63 
10. 84 
29. 07 
3.48 
1.9 
4. 33 
12.01 • 
2.37 
3.24 
5. 21 
13.61 
6.12 
4.04 i 
3.34 : 
1.32 
11.96 ■■ 
1.64 ' 
5.51 * 
6.84 
3.18 
4.19 
2.04 
59.14 i 
3.66 
6.62 
3.S 1 
2.94 
2.39 i 
3.46 < 
6.87 
16.41 
4.81 
4. 55 
48.63 » 
18.47 
1.66 
17.67 ( 
3.99 
4.22 
14.96 
1.86 
2.42 
12.71 « 
3.42 
40.85 > 
2.65 
3.7 
3.19 
4.59 ! 
3.53 
4.82 
6.38 
9.31 
9.68 
10.13 
7.37 
89.77 
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PLACE1002604 
PLACE1002612 
PLACE1002625 
PLACE1O02638 
PLACE 1002655 
PUCE100266S 
PLACE1 002685 
PLACE1 002692 
PLACE1002714 
PLACE1002721 
PLACE1002722 
PLACE1002726 
PLACEI002756 
PLACE1O02768 
PLACE1002772 
PLACE1002775 
PLACE1002780 
PLACE1O02782 
PLACE1002784 
PIACE10027S5 
PLACE1002811 
PLACE1002815 
PLACE1002816 
PUCE1002822 
PLACE1002833 
PLACE1002834 
PLACE1002835 
PLACE1002839 
PLACE1002851 
PLACE1002853 
PLACE1O02881 
PLACE1002901 
PLACE 1002904 
PLACE1 002905 
PLACE1002908 
PLACE100Z911 
PLACE1002941 
PLACE1002950 
PLACE1O02955 
PLACE1O02958 
PUCE1002962 
PLACE1002967 
PLACE1002968 
PLACE1002976 
PLACE1002991 
PLACE1002993 
PLACE1002996 
PLACE1003010 
PLACE1003025 



PLACE1003135 



8.27 
7.74 
8.98 
10.71 
20.05 
2.85 
40.11 
10.4 
16.77 
75.97 
22.13 
7.85 
11.64 
14. 14 
11.58 
3.87 
8.73 
15.09 
41.39 
26.08 
45.78 
15. 82 
4.86 
12.2 
9. 14 
6.07 
58. 22 
20.38 
24. 75 
17.64 
24.86 
14.25 
18.88 
4.41 
13.22 
10.97 
15.88 
23.65 



3.13 

35.4 

4. 93 
59.32 

6.98 
13.31 
33.54 

5.97 
19.13 

4.81 
13. 45 

16.2 
15.26 
26.86 
11.46 
13.44 

6.17 
36.23 
11.34 

7.34 
12.49 

7.09 
68.81 

9.02 



3.87 
6.07 
7.38 
6.82 

17. 22 1 

2. 11 

36.95 37.09 

8.99 7.49 

11.38 9.27 

53.95 40.28 

17.93 14.21 

7.95 6.76 

12.77 9.75 
13.66 17.41 

12.05 13.28 
3.22 3.82 

8.1 8.81 
16.8 18.22 
43.8 46.4 

25. 22 25. 5? 

45.63 45.46 

13.42 19.22 

2. 68 5. 34 

11.93 11.07 

11.66 12.33 

5.81 8.84 

46.91 63.08 
22.46 21.91 

15.11 15.09 
15.34 22.8 

14.92 26.75 

14.06 17.74 

26.12 22.33 
8.93 
16.1 15.63 

9.2 9.02 

10.4 17.73 

20.5 17.79 
5.58 7.97 

92.98 103.56 

4.33 9.15 

50.14 51.41 
4.01 6.65 

76.52 110.97 

4.41 7.57 

16.98 19.44 

26.83 25.33 
5.37 

20.65 29.6 

4.57 8.94 

13 13.59 

13.12 16.27 

13.65 16.48 

32.06 29.46 
7.5 13.4 

11.78 13.5 
6.46 16.32 

40.39 38.56 

8.75 20.83 

6.75 7.41 

11.78 16.03 
5.05 

77.15 81.76 
4.98 11.12 



Table 472 

4. 56 4. 62 4 
4. 79 5. 04 4 
3.91 6.23 4 



6.41 
6.96 
5. 34 
4.05 
2.91 
6.13 



18.25 
3.77 
4.45 



1.55 
7.42 
8.35 
5.42 



8.15 9.62 

I. 34 3.18 

II. 27 32.67 
3. 22 6.32 
6. 42 9. 93 
41.2 57.12 33.39 
5.69 15.15 8.22 
3.03 4.47 

12.37 
8.91 
9.18 
3.19 
6.16 
9.37 

31.76 35.79 20.44 

11.54 12.89 13. 19 
25.72 32.56 23. 15 

7.58 7.46 5.69 
8.68 10.83 8.75 

6.15 11.75 10.16 
5.57 7.46 7.07 
3.09 3.53 4.27 

49.95 62.63 44.56 

8.31 11 
7.91 14.09 
5.52 6.45 

13.38 16.28 

6.8 8.96 

14.53 22.41 13.83 

2.54 8.87 

15.4 12.99 

6.7 11.96 
6.14 8.22 

16.96 17.44 
3.29 6.71 

90.74 91.81 
0.9 4.01 

21.55 34.48 29.97 
3.18 3.05 1.93 

52.57 103.04 77.18 

2.11 5.56 3.18 

6.54 17.73 10.56 

24.84 36.88 25.62 

4.68 3.28 4.88 

10.42 22.81 11.62 

2.3 4.47 0.55 

5.33 7.16 6.74 

11.21 14.83 10.08 

5.57 12.75 6.74 

16.75 26.42 
5.76 9.36 

8.16 11.43 
3.05 5.89 

32.04 32.87 28.75 

7.36 13.72 5.15 

3.32 6.32 2.75 
7.63 9.21 4.76 

3.8 2.81 2.79 
6S.96 72.38 60.39 

4.59 4.76 5.17 



11.14 
7.89 
5.77 
5.49 
3.61 

78.41 
2.47 



4.66 
7.08 
3.08 



2.87 
4.63 
4.86 
4.45 



7.61 
11.48 
36.52 2 
22.92 
5.1 

9.89 

8.23 I 

7.04 
1.6 

3.15 
11.73 1 
25 2 
17.32 
17.78 3 
11.61 

3.44 

7.41 1 

4.75 
1.8 
42. 91 : 
15.07 1 
20.69 ; 

6.28 

14.2 ; 

8.78 

9.21 

3.83 

8.47 

5.04 
14.58 
24.31 

3.06 
59.31 ! 

0.8 
31.98 : 

2.74 
42.49 

2.77 

9.53 

15.5 
3.8 
14.02 

3. 14 

3.17 

8.58 
15. 39 
23.57 

6.66 

8.07 

3.13 
26.62 

3.96 

1.65 
11.87 

2.64 
44.74 

4.62 
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PLACE1003145 
PLACE1003147 
PLACE1003153 
PLACE1003163 
PLACE! 003-172 
PLACE1003J74 
PLACE1Q03176 
PLACE 1003181 
PLACE1003184 
PLACE100319O 
PLACE10G3200 



PLACE1 003205 126.72 130.26 137.9S 
2.16 



12.65 9.94 12.43 
26.48 26.41 26.84 
10.55 
7.83 



10.51 



11.82 
15.37 
5.18 
9. 36 



10 



9.05 
3.89 
6.29 

23.08 18.89 20.23 
8.27 8.79 
7.56 



1.17 
6.77 
9.12 
2.81 
1.78 



9.79 



9. 39 



64.47 



PLACEI003209 
PLACE1003214 22.58 
PLACE1003229 11.83 
PLACE1003238 
PLACEI003249 
PLACE1003256 
PLACE1003258 
PLACE1003279 
PLACE1003294 
PUCE1003296 
PLACE1003297 
PLACE1003302 
PLACE1003334 
PUCE1003337 
PLACE1003342 
PLACE10O3343 

PLACE1 003344 
PLACE1O03353 

PLACE1003361 

PLACE1003366 

PLACE1003369 

PLACE1003372 

PUCE1003373 

PLACE100337S 

PLACE1003378 

PLACE10C3383 

PLACE10C3394 

PLACE1003401 

PLACE 1003405 

PIACE10034O7 

PLACE1O0342O 

PLACEI003428 

PLACE1003432 

PUCE1O03438 

PLACE1003452 

PUCE1003454 

PLACE 1003455 

PLACE1 003456 

PLACE1003460 

PLACE1003478 

PLACE1003484 

PIACE1O03493 

PLACE1003503 

PLACE1003505 

PLACE1003516 

PLACE1003519 



11.81 
6.17 
55.31 
18. 3 25.49 17.26 
49.07 49.35 44.47 
10.3 14.58 
21.78 16.35 
42.17 40.86 
49.69 50.94 
25.32 31.25 29.06 
185.2 152.92 141.49 
48.98 43.27 41.6 
33.19 37.72 
6.84 5.22 
11.02 7.76 
19.54 21.69 17.69 
44.83 37.64 33.66 
18.42 
3.43 



7.7l 



40.2 



34. 03 
10.11 
2.99 



4.81 
13. 64 
8.88 
22.91 
1.92 
15. 75 
19.46 
8.87 
7.6 



7.8 10.54 
8. 18 9. 38 



10. 24 

7.71 5.67 
6.55 5.9 

51.6 69.55 



1.98 
3.01 
3.87 
2.92 
2.36 
4.76 
6.15 
6.84 
83.14 
7. 36 



5. 04 
5.91 
7.79 
6.39 
4. 45 
75.77 
1.48 
4.3 
5.58 
4.04 
3.63 
4.73 
2.66 



Table 473 

3.74 5.65 4.53 
11.9 16.38 
2.97 6.22 
6.16 
13. 23 
4. 76 
3.31 
2.48 
9.3 11.84 
3.25 4.54 

2.41 6.08 
113.01 122.92 109.79 

0.47 10. 18 0.97 

11.54 15.74 

4.92 4.64 
3.06 1.84 

33.64 42.61 

10.97 13.36 
34. 46 50. 32 

5.42 10.68 
6.69 11.5 

38.78 41. 16 32.25 

15.98 31.29 21.96 

9.93 15.98 
146.89 154. 17 125.41 

31.2 33.91 22.01 

17.42 45.69 20.1 

7. 16 4.99 3.86 

1.99 8.29 3.43 

8.25 8.74 

33.83 37.42 32. 13 

7.6 12.12 4.37 

0.94 3.73 

3.88 10.47 3.36 

3.94 3.76 0.99 

11.55 17.67 11.28 
1.45 0.86 1.22 

7.3 8.49 3.81 

6.3 12.66 5.09 

3.66 4.75 2.93 

5.27 4.58 

3.28 2.12 
6.36 2.21 
4.16 0.9 

36.76 44.92 44.22 

4.73 1-43 
3.84 



2.11 
8.17 
41.9 88.74 
6.29 



32.2 45.22 
7.02 7.8 
4.06 1.81 



38.51 
7.71 
5.55 
9.15 

14.95 10.13 14.17 
PLACE100352SI 20.17 19.13 25.59 
PLACE1003528 35.65 25.12 43.38 
PLACE1003S29 11.19 16.69 
PUCE1003537I 3.15 4.02 



PLACE100352O 12.72 16.96 
PLACE100352! 



12.11 
4. 35 
2.64 



2. 68 
3.42 
12.17 
3.59 
2.83 



15.47 
3. 94 
4. 56 
31.3 



6.25 



3.39 
2.43 
3.78 
2.19 



2.54 4.5 



1.6 
2.06 
4.08 
1.92 
4.36 



1.9 
10.37 



2.08 
3.92 
1.64 



3.96 
6.73 

01 72.45 45.07 

1.12 3.91 3.51 

20.24 36.17 23.66 
2.88 5.85 
3.85 



3.76 



16.5 



8.45 
5.56 
12.63 



7. S3 

15.85 14.55 

21.63 30.38 28.64 
20.8 16.66 31.76 
3.24 3.64 3.89 



6.94 

16.22 
5. 52 
1.92 
7.97 
4.07 
2.96 
2.28 

13.78 
4.27 
2.42 

99.16 
2.71 

11.96 
7.34 

I. 99 
33.47 

17.3 
23.51 
6.28 
12.62 
23.79 
19.68 
24.23 
110.94 
17. 95 
23.58 
5.46 
7.57 
10.76 
26.59 
10. 36 
1.63 
4.52 
4.29 
29. 27 
0.77 
2.43 

II. 98 
5.66 
4.12 
4.16 
2.89 
3.49 

42.27 
4.08 
2.34 
2.57 
1.75 
2.4 
6. 38 
5.39 
4.12 
64.55 
2.36 
24.44 
2.24 
2.58 
4.85 
6.77 
20.97 
16.02 
18.24 
1.76 



7.01 
2.39 
8.79 
4.06 
3.04 
1.97 



3.61 
2.29 
7.46 
4.97 
2.06 
1.19 > 



13.13 10.63 
2.82 4.68 > 



12.4 
5.53 
2.39 
28.86 
11.04 

18.19 23.43 

3.11 11.78 

8. 7 9. 35 

17.48 17.34 

11.27 24.02 

16.15 20.93 

69.78 76.19 

11.14 16.35 

17.03 23.28 
2.81 3.26 
2.34 3.75 
10.8 13.5 

20.73 23.72 
5. 92 5. 45 



1.07 
1.77 
2.31 
13.77 
0.97 
7.46 
10.6 
3.3 
1.47 
2.37 
1.88 
2.31 



0.84 
3.52 
3.38 i 
19.27 
0. 76 
2.15 



1.33 
1.88 
0.64 
2.92 
4.04 
4.63 



27.01 
3.86 
0.34 
5. 22 
4.75 
22.36 



1.64 
6.39 
8.38 
18.71 

24.64 18.65 

15.7 15.44 

2.65 2.32 
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9.49 



PLACE1003549) 16.21 
PLACE1003553 12.63 
PLACE1003566 " 
PLACE1003S6S 
PLACE1003573 
PLACE1O03S75 
PLACE1003583 
PLACE1003584 12.09 



PLACE1O03592 29.77 
PLACE1003S93 7. 15 
PLACE1003594 7. 18 
PLACE1003596 
PLACE1003598 
PLACE1O03602 
PL ACE 1003605 
PLACE1003611 
PLACE1003618 
PLACE1 003E25 
PLACE1003626 
PLACE10Q3630 
PLACE1003635 
PLACE1003638 
PUCE1003844 
PLACE1O03654 
PLACE5003656 
PLACE1 003660 
PLACE1O03S69 



5.11 
31.57 
S.51 
10 
15.94 
7.78 
14.19 
11.55 
3. 86 
8.33 
4.33 
35.03 
75.56 
7.81 
16.25 
12.05 



PLACE 1003670 11 IS 



19. 52 
20.69 
12.35 
4.9 
27.25 
60.03 
4.65 
10. 66 
33. 5S 
3. 54 
8. 49 
3.13 
29.75 
2.47 
6.14 
16.54 
7.74 
21.53 
14.38 
4.65 
7.29 
3.09 
24. 77 
74.57 
5.19 
21.8 
8. 79 
83.05 
3.49 
10.83 
7.92 
8.99 
31.28 
34.97 
36.12 
6.31 
4.71 
18.69 
2.82 
22.73 
57.96 
58.09 
107 
21.23 
5.57 
7.96 
3.84 
6.96 
33.59 
33.02 
8.51 

, „.„.„. ... 10.78 

PLACE1003839 259.31 241.18 
" 60.2 
11.45 
28.32 
13.83 
66.3 
84.76 



PLACE1003671 
PLACE1 003697 
PLACE1 003704 
PLACE1 003709 
PLACE10037H 

PLACE1003723 

PLACE! 003724 29.33 
PLACE1003737 8. 24 
PLACE1 003738 
PLACE1003742 ...... 

PLACE1 003744 5.48 
PLACE1 003758 23.32 
PLACE1003760 40. 1 
PLACE1 003762 65.35 
PIACE1 003765 
PLACE! 003768 
PUCE1003771 
PUCE1003772 
PLACE1003783 
PL ACE 1003784 
PLACE1 003788 
PLACE1003795 
PLACE1003827 
PLACE1003833 



11.47 
9.65 
10.59 
9.06 
28.05 
27.32 



93.01 
34.07 
5.38 
5.63 
5.15 
5. 59 
34.98 
26.48 
9.74 
14.14 



PLACE1003845 
PLACE1003850 
PUCE1003852 
PLACE 1003858 
PLACE1003861 
PLACE1 003864 
PLACE1003S70 
PLACE) 003885 
PLACE1003886 
PLACE1003888 
PLACE1003892 



69.72 
9. 53 
32.49 
19.9 
40.22 
34.51 
9.43 
10.07 
12.66 
15.48 
8.59 



27.74 
18.89 
9.77 
19.78 
37.4 
70.99 
6.88 
18. 02 
28.89 
8.27 
9.31 
4.25 
31.55 
7.47 
7.29 
24.25 
12.1 



10.19 
4.93 
24.25 
74.52 
8.37 
21.11 
12.65 
76.99 
4.69 
16.05 
10.14 
10.78 
32.33 
28.91 
25.65 
9.31 
5.03 
20.82 
3.4 
21.79 
44.54 
77.98 
70. 69 
23.34 
5.27 
4.89 
3.95 
5. 68 
27.31 
23.72 
10. 55 
12.27 
222.89 
118.04 
9.42 
26.73 
13.86 
33.51 
122.59 
5.9 
3.91 
10. 57 
17.45 
8.21 



Table 474 

11.72 18.71 13.09 

10.17 18.28 

7.53 10.49 

3.8 7.59 

17.52 23.28 

42.8 62.9 

3.47 6.26 

7.17 8.48 

21.34 26.31 
3. 34 2. 24 

5.03 6.61 



2.82 
14.81 
1.84 
5.28 
11 



3.38 
3.14 
20.6 17.31 
4.91 0.98 
8.85 3.75 
9.1 12.46 
6.12 2.68 



17.82 
7.26 
3.02 



3.49 

11.53 22.81 
5.94 11.97 
4. 62 4. 58 
5. 35 5.59 
3.86 6.02 
19.14 20.11 
77.61 72. 17 
3.06 4.32 

12.32 17.1 13.06 

4.93 9.33 7.48 

55.55 52.05 50.36 

7.13 4.59 4.35 

9.21 10.08 8.25 

6.15 6.81 6.51 

5.34 6.7 5.47 

21.12 31.77 27.07 

18.16 26.8 21.24 

19.94 34.26 21.7! 
2.89 4.06 
2.78 
7.57 
1.04 
15.26 

28.85 37.15 22. 14 

35.3 88.27 46.92 

55.75 87. 14 
10.87 13.6 6.67 

7.27 
7.74 
3.83 
4.01 

15.1 21.27 

12.5 28.84 12.28 

21.41 16.48 10.33 

5.74 8.62 S.66 

217.52 173.45 205.17 

40.89 28. 14 26.89 

3.3 8.43 5.88 

21.76 30.69 26.63 
8.03 12.82 5.24 

12.47 57.37 18.72 

61.83 70. 16 55.03 

2.94 3.32 
3. 5 6. 22 

6.28 9.54 

7.94 12.36 

5.64 7.14 



8.76 
14.24 
0.66 



3.47 
1.17 
2.36 
2.81 
19.49 



2.72 
9.43 
8.14 
1.08 
16.38 



2.71 
2.12 
i.92 
2.73 



3.91 
3.51 
6.23 
2.75 



12.65 
8.12 
3.77 
5.3 
15 

75.17 
2.38 
8.54 

12.59 
3.11 
4.99 
3.75 
5.31 
2.4 
6.45 

10.14 
4.58 
13.8 
4.57 
3.68 
3.51 
2.01 
8.77 

35.39 

I. 16 
14.44 

3.9 
48.6 
3.71 

e. si 

4.22 

3.53 
16.12 
17. 63 
26.66 

3.31 
1.8 
10.49 

1.74 
15. 29 

II. 09 
46.48 
33.33 

25.2 
1.77 
3.12 
1.65 
3.1 



5.7 

5. 59 
163. 55 
48.08 

6. 51 
18.45 

7.08 
33. 23 
69.32 

5.69 

3. 49 
13.66 
14.56 

3.77 



15.02 13.74 
9.44 

4.66 6.9 

6.3 4.21 
18.28 19.13 
59.46 62.58 

3.4 4.1 



7.15 
8.49 
5.19 
3.18 



5.07 
10.62 
5.29 



2.79 
12.12 

5.45 

2.37 

3.76 

7.34 > 

2.56 

2.93 
12.83 

6.93 



10.6 6.97 
33.92 31.06 
1.63 



12.72 
4.69 

63. 39 
2.69 
4. 97 
3.63 
3.36 



12.99 
4.4! 
52.6 
2.22 
6.76 
3.86 
1,83 ■■ 



16.73 14.21 

17.4 10.81 

13.83 15.71 

2.56 3.28 J 



2.2 
8.98 
1.94 
14.75 
14. 54 
32. 75 



2. 93 
8.16 
0. 38 
13. 36 
11.41 
38.3 



2.44 
2.28 
0.84 
1.88 ! 



1.77 

2.24 

1.1? 

2.42 

5.92 10.73 

16.94 16.45 

3.14 1.91 

6.29 7.37 

139.4 151.61 

43.86 45.73 

3.87 5.97 
14.12 17.92 

4.19 7.71 

18.67 19.13 

56.31 42.37 

3.86 5.74 

3.72 6.33 

8.88 12.28 

8.73 9.07 
2. 15 4.24| 
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PLACE1003900 
PLACE1003902 
PLACE10039Q3 
PLACE10O3915 
PLACE1003918 
PLACE1003923 
PLACE 1003932 
PLACE 1003936 
PLACE10O3986 
PLACE1 003968 
PLACE1004018 
PLACE1004020 
PLACE1004028 
PLACE1004034 
PLACE1 004042 
PLACET 004078 
PLACE1004103 
PLACE1004104 
PLACE1004113 
PLACE10O41M 
PLACE1004118 
PLACE1004128 
PLACE 1004 130 
PLACE! 004149 
PLACE) 0041 56 
PLACE! 004160 
PLACE10O4161 
PLACE1004166 
PLACEI004168 
PLACE1004170 
PLACE1004178 
PLACE1004183 
PLACE1004197 
PLACE10041S9 
PLACE1004203 
PLACE1004242 
PUCE1Q04249 
PLACE1004255 
PLACE1004256 
PLACE1004Z57 
PLACE10042S8 
PUCE1004270 
PLACE1004272 
PLACE1 004273 
PLACE1004274 
PLACE1004277 
PLACE10O4279 
PLACE1004282 
PLACE1004284 
PUCE1004289 
PLACE1004299 
PLACE1 004302 
PLACE100430S 
PLACE1004316 
PUCEI0Q4322 
PUCE100432S 
PLACE1004J32 
PLACE1004336 
PLACE1004346 
PLACE10O4358 
PLACE 1004376 



9.05 
9.43 
17.33 
14.67 
10.58 
11.24 
9.02 
11.92 
11.6 



5.59 
6.06 
19.36 
18 
6.62 
8.95 
5.88 
7.46 
10.3 
5.07 
2.45 



4.91 
2.98 



8.73 



5. 94 
6.26 
4.16 

0.6 1.12 
0.85 1 
12.27 11.63 
25.56 29.6 



6.77 
9.36 
2.51 
13.06 
20.97 
7.06 
41.1 



8. 44 
4.88 
2.43 
9.08 

19. 94 
8.18 

39.11 



32.92 30.07 

14.53 21.92 
2.75 3.62 

36.95 43.53 

5. 75 5. 24 

21.75 27.66 

11 13.62 

20.49 16.48 

6.73 11 

32.98 36.35 

12.54 10.51 
3.25 14.27 

11.89 26.37 

8.17 8.34 

1.52 1.56 

23.31 38.14 

12.13 13.19 

18.65 17.3 

20.99 17.87 

12.55 12.53 
9. 58 14.66 

11.29 10.79 

19.52 18.15 



4. 57 
4.88 
20.32 
3.44 

15. 32 



13.76 26.81 
9.25 9.04 
11.14 15.86 



7. 66 

PLACE 10043841 20.82 15.88 
PLACE1004385 16.21 25.32 
PLACE1004388 13.03 15.64 



5.53 
7.46 
14.55 
11.19 
8. 7 J 
4.47 
4.39 
8.85 
9.01 
4.71 
2.55 
17.86 
2.35 
7.64 
4.53 
5.13 
8.68 
3 

0.69 
12.84 
34.14 
8.16 
10.96 
6.21 
13.29 
23.27 
8.06 
42.06 
31.55 
19.94 
3.97 
45.99 
7.84 
12.12 
10.81 
21.11 
11.25 
38.9 
15.03 
11.31 
21.62 
11.88 
3.17 
20.87 
15.06 
16.15 
19. 27 
16.59 
15.53 
11.74 
16. 36 
6.26 
7.78 
25.43 
10.02 
21.15 
27.83 
10.31 
16.19 
5.3 
6.26 



Table 475 

3.41 9.33 4.49 
2.35 3.67 1.76 

9.42 10.87 10.03 
12.64 10.36 9.98 

7.34 5.29 3.45 
2.95 4.5 4.65 
2.18 9.39 
2.47 4.23 4.36 

5.2 6.1 4.37 

0.66 3.28 

4.7 8. 5 2. 19 

7.54 8.19 5.65 
1.78 7.14 2.28 

2.7 5.45 2.86 

2.04 4.08 3.55 

2.35 3.57 

2.05 3.45 2.36 
1.89 7.2 1.01 
0.62 4.18 
9.04 6.13 6.15 

10.69 22.13 12.84 

3.47 7.23 7.78 

8.2 7.53 9.87 

2.78 5.35 2.6 

7.39 11.05 6.74 

14.03 30.3 7.33 

5.83 7.98 4.77 

19.36 22.19 21.87 

16.2 15.66 13.35 

10.32 12.85 10.61 

2.55 6.19 3.35 
27.78 51.84 25.82 

2. 14 4.97 3.74 

12.42 24.13 11.64 

4.23 10.81 6.59 

6.81 6.93 13.71 
4.47 10.26 6.2 

17.52 26.48 21.84 

5.99 5.51 6.23 

3.36 8.12 8. 15 
8.76 18.18 12.25 
6.47 6.77 11.76 
1.04 3. SI 0.46 

17.38 14.34 7.01 

6.12 12.19 6.04 

12.2 21.29 

8.96 30.05 

4.95 9.12 5.25 

8.95 7.35 5.65 

3.16 5.71 3.35 
8.87 22.44 9.43 
4.18 7 3.55 
4.02 11.98 4.38 

14.83 15.07 12.7 

13.05 22.34 1.36 

8.25 8.41 6.63 

10.52 16.97 4.86 

3.17 5.77 3.05 
8.6 6.7 8.17 

4.66 3.48 2.52 

3.82 16.23 3.24 
10.2 14.54 11.76 

6.24 11.85 7.12 

6.25 11.49 8.38 



4.41 
3.96 
9.08 

8.5 
7.05 
4.65 

6.3 
9.51 
6.77 
3.51 
2.99 
7.35 

I. 01 
3.71 
3.58 
1.94 
1.89 
1.88 

I. 54 
17.17 

16.2 
2.81 
4.28 
3.3 
9. OS 
16. 97 
4.77 
24.56 
21.23 

II. 03 
0.34 

21.25 
3.04 

10.47 

10.74 
6.23 
5.79 

27.95 
3.84 
2.7 

12.69 
8.27 
1.56 
17.2 
6.47 

13.46 
8.21 
6.7 
6.2 
2.35 

II. 73 
1.56 
3.44 

13.59 
2.52 
10.63 
9.28 
2. 53 
14.67 
2.87 
18.46 
10.47 
18.49 
7.85 



6.87 


4,79 






1.76 


3.05 


* 


* 


6.56 


7.77 


« 


** 


5.29 


8.8 




* 


5.69 


4. 94 






3.26 


3.87 






4.31 


5.14 






9.11 


10.65 


* 




5.83 


6.22 


** 


** 


1.87 


0.72 


* 


* 


1.85 


1.89 






9. 99 


10.06 


* 




1.49 


0.82 




* 


3.07 


1.75 




* 


3.9 


2.95 






3.66 


4.31 


* 




0.91 


3.01 


* 


*- 


2.79 


1.52 






0.77 


1.59 






8.3 


11.59 


** 




19.15 


19.4 


* 


* 


3.08 


3.14 




** 


6.71 


6.1 






3.26 


2.01 






9.4 


10.62 






16.65 


14.66 




t 


4.44 


4.99 




** 


28.32 


30.02 




t* 


25. 32 


27.11 


« 


t 


18.31 


8.2 


t 




1.55 


0. 72 




tt 


25.43 


23.92 




tt 


2.49 


3.28 




t 


10.88 


12.46 






11.32 


12.32 






11.27 


9.24 


t 


tt 


8.22 


6.09 






27.86 


29. 02 


t 


t 


5.04 


3.23 


tt 


tt 


9.49 


4.03 






13.44 


9. 66 






3.74 


6.39 






1.06 


1.78 






17.07 


20.56 






11.78 


6. 75 






15.12 


20.1 






11.3 


11.19 




tt 


6.34 


5.89 


t 


tt 


6.82 


3.1 


* 


t 


6.14 


2.14 


** 


tt 


9.62 


8.57 




tt 


4.16 


0. 55 




t 


4.62 


2.94 




t 


13.17 


12.8 


* 


tt 


7.35 


3.43 






11.11 


9.78 








7.2 






4. 29 


2.93 




tt 


2.81 


3.65 






2.07 


1.8S 




tt 


3.42 


3.06 






11.55 


9.77 


* 


tt 


9.57 


9.61 


* 




6.97 


4.6 


* 


tt 
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PLACE1 004405 
PLACE! 004407 
PLACE1004424 
PLACE1004425 
PLACE10O4427 
PLACE1 0O44Z8 
PLACE1 004433 
PLACE1004435 
PLACE! 004437 
PLACE1004441 
PUCE1004446 
PLACE 1004450 
PLACE! 004451 
PUCE1 004456 
PLACE! 0044S8 
PLACE1004460 
PLACE! 004467 
PLACE!0O4471 
PLACE1004473 
PLACE! 004475 
PLACE1004482 
PLACE1004491 
PUCE10O4492 
PLACE! 004506 
PLACE 1004507 
PUCE!004510 
PUCE10045I6 
PLACE1004518 
PLACE1004519 
PLACE1 004520 
PLACE! 004530 
PLACE1004545 
PLACE1004547 
PLACE10O4548 
PLACE1004550 
PLACE1004551 
PLACE10045S9 
PLACE1004562 
PUCE10045S4 
PLACE1004604 
PLACE1004611 
PLACE1004629 
PLACE50O4S3O 
PLACE1004637 
PLACE 1004645 
PUCEI004646 
PLACE1 004648 
PLACE1O04655 
PUCE100465B 
PLACE1004664 
PLACE1004672 
PLACE!004C74 
PLACE1004881 
PLACE! 004686 
PLACE1004690 
PLACEI00469! 
PLACE1004693 
PLACE1004701 
PLACEJ004705 



15.08 
9.79 
8.46 
6.57 



13. 72 
7.13 
5.33 
5.12 
5.07 

123.6$ 158.84 144.08 
10.02 12.73 11.55 
4.95 5.73 
17.21 13.77 
21.93 21.83 22.42 
5. 66 3.89 4.79 
6.57 4.15 
6.93 5.13 
10.11 11.82 
14.09 22.14 14.79 
8.27 14.31 9.86 
4.2 2.67 
42.46 39.9 
3.4 5.37 
14.75 10.5 
18.11 19.82 
14.62 
8.27 
5.75 
9.64 
45.05 
5.65 



6.83 7.82 
11.75 11.43 
6.94 



13.35 
8. 53 
5.57 
7.26 



7.77 
4.79 
9. 53 



2.47* 



14.01 

7.11 

6.67 

6.39 
38.06 29.43 



19.19 
7.77 
3.83 



16.35 
8. 88 
8.06 
9.29 



5.88 
8.01 
9.42 
4.99 
7. 34 
4.74 
28.29 24.92 
38.64 25.35 19. 12 
50.29 46.32 50.21 
12.0! 9.86 
17.66 17.86 
6.51 3.64 
7.22 4.23 
5.71 5.7! 
15.22 15.19 
16.19 10.08 
4. 97 5. 54 
4.11 



5.49 
3.3! 
61.58 
1.19 



1.36 



6.41 
3.3 



9.29 
15.11 
4.04 
7.21 
5. 05 
15.73 
17.1 
4. 39 
3.96 
2.13 
67 
2.93 
25.6 
4.11 
13.08 
4.61 



6.12 
!.44 !4.52 
8.4 10.27 

144.88 198.16 97.68 

3.47 3.01 2.93 



Table 476 

1.74 2.87 2.17 

6.35 10.59 

2.02 6. 19 

6.65 11.37 

5. 79 4. 82 

3. 25 3.29 

2.15 3.61 

2.76 3.41 
116.56 167.95 86.06 

5.63 11.08 

2. 19 3.83 1.62 

7.43 9.82 10.35 

14.24 15.13 14.34 

2.22 5. 14 

2.1 5.75 
2.01 4.85 
2.74 4.49 

8.38 18.33 
3.42 8.92 

2.6 8.42 

18.98 31.24 19.51 

2.26 2.87 1.2! 

8.39 16.03 7.27 
12.46 23.49 16.62 
12. 21 20.75 13.12 

4.2 4.81 
4.5! 8.48 2.72 
5. 58 7. 29 2. 45 

16.22 21.37 17.38 

5 23.3 3.26 

4.33 4.87 

5.28 6. 16 

3.79 10.69 

1.99 3.55 

6.39 7.24 

13.36 20.97 

16.44 15.14 

54.16 56.41 

4.62 9.04 
9.81 



6. 28 
2. 65 
7.31 
4.58 
3.21 
2.86 
3.61 



11.21 
3.77 
6.68 



9. 74 
1.34 
2.88 
2.41 



7.9 
5.64 



10. 36 
4.13 
3.64 
1.15 



2.64 
8.68 
16.5 
39.84 
5.79 
7.66 
1.38 
1.27 
0.92 
16.68 
13.97 
3.39 
4.29 
0.72 



PLACE1004708j 48.88 43.13 45.03 

20.04 14.83 24.39 

5.57 7.39 10 

PLACE1004736 16.71 17.15 24.67 

PLACE1004737 5.22 7.74 7.78 



6.73 
11.57 
5.71 
5.16 
3.39 

38.54 49.97 38.25 

2.86 5.73 
16.98 20.16 13.59 

2.4! 3.15 

7.27 21.72 
2.4 3.38 

4.32 13.36 

7.94 13.42 

5.62 5.16 
190.88 167.91 

2.39 3.96 
31.98 28.55 23.56 

8.19 12.11 8.27 

4.45 6.54 
12.34 13.91 

3.83 6.24 



12.91 
2.38 
8.66 
7.13 
5.28 

84. 32 



3.93 
6.89 
1.98 



I. 79 
6.13 
3.43 

II. 7 
2.31 
2.85 
2.76 
2.83 

49.84 
5.14 

2. 79 
13.72 
10.39 

4.95 
2.41 
3.61 
3.12 
5.81 
4.46 
3.42 
41.1 
3.11 
3.28 

17.33 
5.25 
5.06 
4.69 
2.45 

37.02 
7.89 
5.74 
7.69 
2.07 

3. 36 
11.12 
22.61 
25.43 
35.71 

9.27 
16.75 
3.77 
4 

6.59 
5.83 
10.9 
2.58 
1.9! 
0.74 

52.62 
1.85 

16.28 
1.56 
4.64 
2.29 
2.73 
8.04 
2.45 

88.33 
1.92 

15.06 
8. 37 
3. 57 
9.19 
3.06 



1.77 1.06 

6.07 6.47 

3.43 2.34 

10.39 11.17 

1.96 2.72 

2.65 3.1 

2. 36 3.32 

0.69 1.36 

88.42 68.77 

4. 56 2. 63 
2.61 
15.81 
9.42 
1.66 
3.03 
2.54 
1.44 
8.78 
5.47 

2.58 2.7 

31.66 45.4 

1.77 1.09 

2.19 2.31 

12.61 13.21 

3.93 6.09 

2.94 3.49 
2.56 3.06 
4.03 4.48 

29.03 42.7 

2.48 5.32 

4.33 5.72 

5.29 6.88 

2.03 2.03 



2.37 
3.07 
11.18 
12.36 
3.34 



54.12 65.08 
2.13 1.51 



4.9 
3.63 
4.56 

12.14 
3.25 

73.95 
3.49 

39.44 
8.78 
3.69 

22.16 
3.38 
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Table 477 



PLACE1004740 
PLACE1004743 
PLACE1 004751 
PLACE1 004757 
PLACE10Q4761 
PLACE1004773 
PLACE1004775 
PLACEI004777 
PLACE1004793 
PLACE1 004796 
PLACE1 004804 
PLACE1004813 
PLACE1004814 
PLACE1004815 
PLACE1004816 
PL ACE1 004824 
PLACE 10G4827 
PLACE1004836 
PLACE 1004838 
PLACE1004840 
PLACE 1004842 
PLACE1004850 
PUCE1004868 
PLACE1004885 
PLACE 1004886 
PLACE1004887 
PLACE1004896 
PLACE1004900 
PLACE1 0049Q2 
PLACE1 004904 
PLACE1004911 
PLACE1004913 
PLACE1004918 
PLACE1 004930 
PLACE1 004934 
PUCE1O04937 
PLACE1004949 
PLACE1004969 
PLACE1004970 
PLACE1004972 
PLACE1004974 
PLACE1O04975 
PLACE1004979 
PUCE1004982 
PUCE1O04985 
PLACE1O05OO3 
PLACE100S004 
PLACE1 005005 
PLACE1 005011 
PLACE100S026 
PLACE1 005027 
PLACE10050J1 
PLACE1O0S03S 
PLACE1O05041 
PLACE1005046 
PLACE1O0S047 
PLACE1O050S2 
PLACE10050S5 
PLACE100S066 
PLACE1005077 
PLACE100S085 



5.7 
25.2 
26.3 
27.21 
36.62 
6.34 
6.98 
22.12 
38.61 
8.45 
5.96 
7.54 
4.13 
5.57 
10.S5 
10.1 
6.33 
18.51 
32.68 
26.67 
29. 36 
12. 96 
19.8 
7.93 
6.48 
11.79 
6.25 
11.28 
7.13 
23.08 

II. 74 
12.82 
17.31 

6.79 
14.99 
18.93 
5 

13.91 
28.75 
13.26 
16.47 
12.92 
7. 78 
30.58 
29.66 
16.43 
5. 26 
17.79 
10.94 
31.74 
26. 29 
38.12 
13.86 

III. 13 
27.6 

50.64 
10. 39 
24.31 
7.67 
9.62 
10.11 
11.97 
86.57 
8.31 



7.45 
29. S 
37.3 
29. 89 
28.57 
3 

4.5 
29.48 
50.6 
9.48 
3,65 
8.6 
4.9 
3.05 
12.52 
10.18 
8.31 
24. 59 
37.85 
33.84 
29.36 
12.93 
16.22 
7.22 
8.07 
13.7 
6.09 
8.08 
7. 38 
23.38 
10. 67 
12.15 
18.68 
6.06 
19.19 
13.85 
5.22 
13.85 
33.22 
11.27 
29. 85 
11.66 
7.47 
23.61 
24. 94 
14.5 
4.21 
13.99 
14.04 
35.88 
29. 23 
16.05 
12.84 
87.66 
29 
34. 98 
12.55 
33.8 
8.41 
6. 97 
4. 46 
11.74 
83. 56 
4.13 



36.23 
35.01 
36.7- 
4. 53 
11.09 
36.12 
39.99 
8.63 
3.88 
8.99 
5.89 
6.31 
15.46 
14. 93 
10.2 
14.94 
26.97 
24. 95* 
36.71 
16.16 
20.8 
6.94 
17.49 
11.52 
7.72 
8. 69 
10.7 
37.33 
12.36 
14. 37 
18.94 

5.6 
12. 29 
13.4 
6.64 
11.55 
29.53 
10.14 
28. 89 
12.08 
6.98 
26. 29 
25. 
16.78 
4.06 
18.79 

9.8 
28.88 
15.87 
14.24 
17.42 
72.07 
18.07 
35.58 
10.8 
18.61 
7 

5.62 
3.84 
11.67 
74.65 
4.27 



6.78 
15.01 
16.49 



8.48 9.7 
15.32 29.52 
17.86 40.34 
20.07 11.76 13.22 
16.84 22.51 18. 17 
3.16 3.36 
2.47 5.26 
13. 38 18.93 13. 39 
29.77 37.64 25.63 
3. 38 9. 79 
6.07 
5.66 
11.52 
4.55 
13. 59 
7.8 
3.73 
5.86 11.83 
17.25 33.96 16.53 
11.9 21.32 10.63 
26.03 17.22 20.39 
9. 69 10. 5 
8.53 16.93 
1.5 3.78 
4.63 
10.2 



1.07 
4.2 
3. 27 



46.15 
3.84 



2.58 



2. 59 
4.51 
2.25 
1.54 
7. 

4.37 
0.89 

5.72 



4.04 

6.38 
0. 93 
8. 58 
4.87 

15.52 22.71 

7.47 12.66 

4.58 7.86 

7.36 10.01 
1.3 



8. 2 4. 59 
4.7 



2.81 
12.92 
7.84 
4.67 
6.44 
3.65 
8.11 



5.42 10.92 

11.81 10.98 
5.79 3.31 

11.71 12.45 

13.51 29.35 23.54 

5.85 6.98 5.82 

16.44 23.94 

5.89 13.8 

3.07 7.65 

14.3 19.23 11.42 

15.66 19.26 12.6 

6.69 10.88 

1.44 3.4 

11.99 10.57 

3.35 9.24 

14.82 24.65 14.67 
7.97 19.55 9.09 
9.18 25.55 
8.68 15.64 

36.83 51 
15.06 19.65 20.68 
25. 13 37.56 21.77 

4.67 15.46 6.61 

16.75 10.79 11.1 

12.21 61.68 20.27 
4.44 4.68 
3.42 3.7 
18.85 



9.25 



17.53 
6.68 
3.76 



11.47 
2.25 
8.86 
6.44 



17.12 



2.05 
7.84 
89.3 75.33 
3.13 4.07 



5.61 
26.22 
27.84 
19.63 
11.71 
2.15 
2.74 
17. 54 
24.47 
3.16 
2.15 
4.87 
2.11 
4.88 
11.01 
6.87 
1.94 
3.63 
18.4 
17.68 
11.25 
8.83 
11.19 

I. 94 
4.53 
3.69 
2.58 
4.96 
4.29 
16.1 
6.28 
7.24 
8.32 
2.19 
4.61 

15 
4.44 
4.82 
15.11 
4.89 
14.71 
5. 54 
4.2 
16.82 
21.78 
1.79 
2.76 
7.49 
3.46 
35.74 
25. 84 
7. 22 

II. 23 
99.34 
22.16 
26.01 

10.9 
19.54 
25.44 
5.42 
2.8 
6.74 
56.8 
2. 18 



4.01 
23.41 



16.47 

2.55 

2.24 
20.58 
24.63 

2.68 

2.35 

4.35 
31.08 

2.03 

6.49 24.95 

4. 52 8. 59 



22.65 
19.77 
16.65 



2.25 
5.45 
4.21 



1.6 

8. 66 
13.14 1 

4.05 

9.25 
12.88 I 

3.42 

17.1 1 

3. 55 

4.56 
24.16 30.51 



1.23 
5.3 

2. 32 
25. 33 
19. 81 

9. 47 

7.16 



15.91 
9. 05 

11.46 
4.84 
5.71 
5.01 
8. 63 
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PUCE1005101 
PLACE10051Q2 
PLACE1005108 
PUCEI005HO 
PLAGE1005V11 
PUCE100512J 
PUCE1005124 
PUCE1005128 
PLACE1005130 
PLACE1005141 
PLACE1005146 
PLACE 100S 152 
PLACE1005157 
PLACE1005162 
PLACE1005170 
PUCE1Q05176 
PLACEI005181 
PLACE100S1B4 
PLACE 10 OS 186 
PLACE1005187 
PLACE100S189 
PLACE 1005 193 



PLACE 1005200 1391.4 



PLACE1 005206 
PLACE1005216 
PLACE1O05223 
PLACE1D05225 
PLACE1005232 
PLACE 1005239 
PLACE 1005243 
PLACE1D05250 
PUCE1005261 
PLACE10052S8 
PLACE 1005271 
PUCE1005277 
PLACE100S287 
PUCE1005299 
PLACE 1005305 
PUCE100S307 
PLACE1005308 
PLACE1005313 
PLACE 1005320 
PUCE1005327 
PLACE1O0533I 
PLACE100533S 
PLACE 1 00 S33G 
PLACE10O5351 
PUCE100S3S6 
PLACE1005373 
PLACE10O5374 
PLACE100S383 
PLACE! 005388 
PLACE1005409 
PLACEI005410 
PLACE100S428 
PLACE1005431 
PLACE1005453 
PLACEJ005467 
PLACE1 005471 
PLACE1005476 
PLACE1005477 
PUCE1005480 
PUCE10O5481 



11.5 
22.17 
10.15 

3.97 
23. 94 
16.94 

9.14 

S.83 
12.43 

6.07 
10.52 
91.15 

5.11 
24.79 

9. 55 

5.55 
10. 56 

3.64 

5. 95 
20.53 

8. 28 
39. 26 



6.15 
4.87 
12.68 
5.18 
6.88 
76.64 75.79 
3.75 6.06 
23.25 27.03 



6.62 
4.81 
17.68 
3.99 



7.54 

5.17 
18.07 
4.4 

5.07 
14.71 

7.72 
44.11 



48.27 

10.1 
36. 86 

5. 34 
37.45 

7.93 
16.13 

5. 37 
61. 12 

7.03 

8.47 
20. 92 

1S.1 
10.04 

8. 97 
12.01 

6.72 

8.46 

9.29 
31 
13. 95 
11.38 
29. 59 
11.96 

73.8 
9.8 
31.25 

9.15 
14. 78 
11.86 
13.35 
10. 65 

8.27 

7.65 
10.75 
7.1 
29. 52 

9. 37 
7.1 
10.21 

9.19 



6. 99 
6.85 
15.09 
S.5 
5.66 
18. 55* 
11.92 
39.59 



12.54 
25.4 
13.36 



7.91 
7.34 
10.31 



27. 39 
7. 91 



29.6 
13.74 
8 8.36 
6.44 10.18 
9.94 10.69 



9.18 4.8 

6.07 7.69 

2.99 6.05 

3.59 3.78 

14.04 21.5 

5.45 9.5 
2.06 5.47 
1.09 3.42 
4.58 11.05 
6. 23 2.88 
6.24 10.69 

51.06 95.95 

2.82 4.86 

17.82 26.77 

11.08 19.85 

2. 52 4.13 

7.46 9.06 
5.28 11.77 



4. 24 



2.54 
10.66 
7.19 



31.34 38.66 
1770.3 2457.3 
48.38 52.86 

5.79 10.41 
23.02 26.39 

4.25 3.02 



4.77 
9.09 
5.25 

4.5 
4.47 

6.5 
4. 37 
5.16 
7.32 
16.09 
9.09 
5.94 
14.99 

4. 6 4. 51 
45.9 65.72 



5.61 
3.66 
3.34 



20.32 
14.4 
3.0! 
8.01 
4.26 
3.26 
10. 36 
3.99 
28.91 
1744.3 
50.82 
5.95 
16.59 
5.27 
11.81 
4. 36 
19.25 
3.55 
42.92 
5.96 
3.27 
9.19 
6.19 
7.77 
4.18 
6.92 
4.05 
3.74 
5.14 
11.88 
7.27 
3.65 
12.79 
3.68 
42. 52 
2.69 
12.12 
4.82 
6.02 
5.2 



2.32 
3.63 
7.46 
3.15 
15.37 
4.63 
4.45 
4.41 
3.41 



2.14 

20.32 
6.89 
6.61 
3.3 

12.55 
9.65 
5.25 
42.4 
1.9 

10.52 
3.82 
2.09 

10.91 
3.84 
3.64 

12.23 
6.64 

36.03 
1189.8 

27.19 
3.4 

23.41 
2.59 

24.42 
3.81 
6.8 
3.78 

20.88 
4.18 
3.65 

14.68 
5.01 
4.03 
3.14 
5.78 
5.69 
4.51 
4.92 
9.82 
7.77 
8.18 

23.63 
3.27 

55.33 
2.9 

33.17 
3.77 
6.28 
5. 09 
6.86 
2.46 
3.59 
2.3 



3.69 
5.65 
7.23 
1.33 



16.74 23.71 
4.29 5.82 



3.46 
3.63 
5.44 
2.17 
8.14 
38.1 
2.79 

15.51 
8.2 
2.54 

12.85 
3.69 
4.33 

12.87 
7.52 



40.56 33.69 
1397.9 586.38 
13.53 58.32 
3.26 



25.92 
3.89 

13.48 
5.49 



4.78 
4.98 
3.99 
5.91 
4.54 
3 

4.65 
14.36 

10.5 
25.07 



3.35 
16.36 
3.02 
7.58 
3.81 

8. 37 
7.02 

4 

5. 56 
14. 83 
7.36 

9. 78 



53.05 50.72 
3.58 2.99 



5.49 
4.29 
5.79 
6.49 
3.79 
4.42 
7.36 
6.18 
14.17 
3.74 
2.94 
4.63 
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PUCE10O5495 
PLACE1006497 
PLACE1005499 
PLACE1005502 
PLACE100S5I3 
PLACE10O5515 
PLACH1006S19 
PUCEJ005S26 
PLACE1005528 
PLACE1005530 
PLACE1 005538 
PLACE! 005539 
PLACE 1005543 
PLACE1 005544 
PLACE1 005550 
PLACE 1005554 
PLACE1 005557 
PLACE 1005563 
PLACE 1005569 
PLACE1005S74 
PLACE1005584 
PLACE I0O5590 
PLACE1005595 
PLACE 1005601 
PUCE1OO5603 
PUCE1005604 
PLACE 10056 11 
PLACE1005622 
PLACE1005623 
PLACE1005630 
PLACE1005639 
PLACE1005646 
PLACE 1005647 
PLACE1005648 
PLACE10O5653 
PUCE1005656 
PLACE1005659 
PLACE1005660 
PLACE 1005664 
PUCE1005666 
PIACE100S669 
PUCE1005682 
PLACE1005698 
PUCE1005708 
PLACE1005725 
PLACEI005727 
PLACE 1005730 
PLACE100573S 
PUCE1005739 
PUCE1O05745 



11.05 
9.89 
23.46 
8.18 
33.31 
11.7 
8.43 
8.8 
26.91 
20.34 
18.12 
42.25 
35.86 
4.98 
26. 58 
23.49 
10.41 
10.87 
27.85 
29.21 
80.18 
14.81 
23.18 
11.31 
18.98 
8. 92 
33.68 
30.69 
9.95 
8.17 
60.6 
17.8 
13.8 
28.95 
16.03 
15.9 
10.5 
12.82 
23.43 
12.43 
14.08 
22.57 
7.18 
17.69 
9.73 
10. 04 
13.44 
5. 83 
7.01 
8.04 



11.48 9.86 

9.26 8.02 

21.47 29.66 

6.48 6.37 

27.28 25. 

9.47 10.48 



.62 
10.4 
22.55 
15.73 
14.92 
35.31 



7.72 
11.16 
23.87 

21.3 
18.89 
35.69 



19.78 
16.27 
10.58 

9. 72 
IS. 24 
10.09 

69.3 



PLACE 1005752 128.36 



PiACE10057S5 
PLACE1005756 
PLACE100S760 
PUCE1D05763 
PLACE 1005768 
PLACE1005771 
PLACE1005783 

PLACE1 005799 43.95 

PUCE10OS802 18.73 

PLACE 1005803 14.16 

PLACE1005804 16. 14 

PUCE1005813 7.59 

PLACE1005815 17.11 



13.46 
10.54 

5.35 
18.11 
19.31 
24.23 

6. 96 



26.63 
15.23 
9.97 
11.46 
17.24 
21.31 
66.17 

9.97 11,59 

18.25 21.16 

7.51 15.39 

21.86 14.52 

8. 05 5. 89 

22.2 29.76 
27.64 23.31 

5.8 5.03 
9.56 

66. 64 49. 38 

13.84 15.64 

11.09 12.51 

31.24 20.78 

13.03 11.9 
11.93 10.98 

8.34 6.31 

10.45 9.32 

27.28 25.73 

11.64 13.67 

13.16 10.98 

20.73 18.81 

6.68 

17.02 22.05 

11.27 13.97 

8.34 11.08 

12.68 11.77 

5. 5 7. 74 

13.06 9.75 

6.14 6.43 

102.07 139.38 

9.22 14.54 

16.55 18.56 
5.71 8.64 
17.1 15.35 

21.05 13.08 
23.82 24. 14 

4.13 7.26 

40.56 57.56 
15.75 12.71 
12.68 18.69 

16.06 21. S7 
9.87 
19.5 18.51 



Table 479 

5.01 5.38 4.26 
3. 87 6. 07 3. 47 

8.65 19.6 10.05 
3.45 3.87 4.29 

10.65 9.46 7.45 

3.66 3.88 4.7 
4. 49 2. 77 2. 81 
2.78 4.21 2.23 

12.32 10. 17 9.81 

12.14 14.27 9.82 
3.17 4.7 3.13 

15.02 20.49 15.33 

11.25 7.4 11.67 

2.31 2.15 3.58 

16.15 16.36 16.32 

7.02 8.22 4.71 
3. 15 3.37 2.55 
4.64 6.41 6.88 
8. 47 8. 97 6. 39 

12.87 15.06 14.88 

73. 19 89.15 68.42 

6.51 3.72 8.47 
12.01 10.55 9.94 

5.61 6.28 8.37 

8.39 9.87 6.77 

5 4.08 4.67 

11.8 16.07 9.26 

11.83 18.8 12.91 

2.69 3.21 2.46 

4.43 7.2 3.43 

29.59 36.73 29.78 

9.47 9.48 7.41 

5.66 5.78 5.71 

11. 15 9.99 10.48 

5.52 4.03 
7.3 8.49 5.09 
5.3 4.01 3.82 

4.78 5.95 3.56 
6.86 20.98 19.65 

7.79 10.52 6.99 
6.36 8.32 
7.71 10.55 7.1 
7.04 5.88 4.02 

11.44 35.51 

7.09 8.31 6.27 

6.79 10.76 10.55 

6.36 7.19 8.47 

3.15 14.38 

7.43 7.8 5.14 

4.26 4.82 5.89 

89.6 72.86 89.83 

4.95 6.97 3.84 

10.11 10.69 10.1 

9.33 6.58 7.47 

9.45 11.68 9.73 

10.64 11.47 13.73 
14.86 21.27 9.53 

3.95 3.94 3.49 

28.57 25.86 15.96 

10.65 14.22 15.85 
6.94 7.06 7.31 

10.66 8.62 11.86 
7.9 9.25 7.77 

7.94 18 6.6 
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5.58 
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7.29 
6.13 
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Table 480 



PLACE1005828 
PUCE1005833 
PLACE1 005834 
PLACE1005835 
PLACE10O5836 
PLACE1 005845 
PLACE I 005850 
PLACE10058S1 
PLACE 1005856 
PLACE1005875 
PLACE 1005876 
PLACE1005878 
PLACE 1005880 
PLACE I 005884 
PLACE1005890 
PLACE1005898 
PLACE1005913 
PLACE100S921 
PLACE1005923 
PLACE100S925 
PLACE1005927 
PLACE 1005932 
PLACE1005934 
PLACE1005936 
PLACE1005939 
PLACE1005951 
PLACE10059S3 
PLACE1005955 147.21 



21.32 
19. 04 
31.23 
8. 38 
6. 34 
7. 98 
7.12 
49.92 
9.13 
19.11 
6.84 
5.18 
10.13 
15.13 
14.12 
22.47 
11.08 
38.7 
35. 55 
9.28 
8. 32 
17.99 
7.56 
8.91 
14. 59 
184.11 
4.12 



PLACE1005966 
PLACE1Q05968 
PLACE1005975 
PLACE1 005990 
PLACE 1005997 
PLACE1 006002 
PLACE1 006003 
PLACE10060M 
PLACE1006017 
PLACE1 006037 
PLACE1006040 
PLACE 1006063 
PLACE 1006071 
PLACE1006073 
PLACE1006074 
PLACE1006076 
PLACE1 006079 



PLACE1006164 



PLACE1006167 150.43 



PLACE100617Q 
PLACE100S181 
PLACE 1008 187 
PLACE1006195 
PLACE1006196 
PLACE1006197 
PUCE1006198 



17. 86 
15. 23 
40.41 
4. IS 
4. 47 
5.73 
8.63 
45. 46 
9. 45 



5.12 
10.1 
11.7? 



7. 52 
7.48 
14.49 



17.66 
17.55 
42.31 
8.95 
•7.11 
10. 94 
11.96 
36.8 
9. 68 



21.58 
7. 85 
6. 58 
13.31 
11.27 
7.2 
19.13 
14.53 
17.66 
19.54 
21.73 



138.22 202.24 
2.98 5.89 
90. 51 163.74 
17.57 18.88 
5.96 
6.62 

13.53 10.46 
8.34 



6.59 



18.1. 
24.45 
38.01 
21.69 
6.98 
5.36 
17. 29 
6.66 
9.01 
11.8 
11.03 
34.11 
20.08 
22.74 
10.4 



9.3 
15.27 



23. 32 
7.59 

20. 55 
4.88 
6.23 

19.99 
9.2 



28.44 
6.02 
15.5 
6.43 
8.79 

13.49 
11 



12.04 
14.32 
23.98 
27.43 
14.88 
25. 54 
12.15 
8. 36 
10. 95 



19.17 
12.06 
130.54 

9.61 

10.9 

21.9 
19.87 
10.51 
27.48 23.66 
16.37 

7.44 
10.22 



11.88 
10. 36 
19.46 
20.2 



18.38 28. 15 
13.68 13.86 12. 16 
15.14 12.45 
3.05 
2.55 



19. 53 
3.69 
2.95 
3.26 
4.89 



3.25 



10.98 11.89 

3.52 3.77 

3.65 4.35 

15.29 7.51 

4.99 6.58 

4.55 6.88 

9.23 15.21 

6.03 9.77 

14.95 20.53 13.93 

8.99 9.9 10.33 

4.22 6.79 

2.68 3.85 

5.68 10.67 

2.45 3.18 



5.59 
3.8 
4. 96 
13.1 
5.43 



2.6 



8.87 

63.95 124.2 100.53 
2.81 3.65 

157.35 162.66 147.78 

12.22 12.03 11.48 
3.12 



2.3 



3.34 
4.13 
6.84 

5.17 



11.28 
2.05 
2.16 
6.74 



5.74 
7.26 
13.18 
6.22 
11.8 
4.05 
4.62 
5.04 



8.19 
7.86 
3.01 
9.41 
8.37 
6.85 
9.69 
8.22 10.07 
15.12 25.84 15.72 
9.7 14.01 7.6 
16.58 19.75 14.04 
13.65 9.89 
3.28 24.98 
3.43 3.4 
11.48 
2.48 
3.34 
8.91 
4.05 

13.95 17.22 
6. 21 8 
5.42 7.39 
3.61 6.89 
105.79 82.45 55.54 
3.48 3.73 3.68 
6.23 
12.29 
6.92 
7.31 



6.39 
7.26 
7.93 
7.19 



8.37 
6.58 
2.8 
8. St 
1.97 
2.75 
6.37 
3. 54 
16.38 
10.58 
5. 18 
2.98 



2.89 



19.78 16.24 
5.5 3.12 



8.41 
11.62 
22.97 
2.72 
1.11 
3.2 
2.96 
9.27 
5.66 
7.25 
2.47 
2.1 
11.17 
5.03 
4.84 
10.14 
8.89 
14.46 
7.55 
4. 36 
2.78 
11.54 
2.65 
2.64 
7.24 
163.66 

I. 88 
83.65 
18.97 

2.21 
2.13 
5.05 
3.83 
3.03 
14. 37 
12. 92 
3.44 
15. 52 
9.12 
12.74 
15.44 
20.88 
10.34 
8.27 
2.82 
6.51 
3.15 
3.83 
6. 93 
5. 37 
5.72 
9.26 

II. 09 
4.98 

118.18 
2.75 
6.29 
18.37 
10.17 
4.66 
17.7 
5.11 
12.53 
4.47 



9.07 
4.32 
7. 39 
12.56 
3.76 
4.65 
6.45 
7.87 
15.3 
9.92 
4. 97 
4.08 
8. 65 
3.47 
2.57 
6.14 
124. 76 
2.73 
73. 22 
16.95 
3. 25 
2.22 
6.3 
4.1? 
3.74 
14.53 
13. 32 
3.4 
15.45 
8.1 
9. 35 
10.65 
12.98 
8.49 
11.5 
1.59 
3.34 
0.18 
1.45 
6.6 
5.2 
10. 56 
6. 55 
3.24 
2.08 
93.17 
2.82 
2.91 
17.04 
6.16 
4.93 
18.29 
3.17 



17.42 
12.02 
27.18 
4.26 
2.67 
3.62 
6.83 
15.36 
7.88 



4.67 
8. 92 
7.31 
10. 58 
7.84 
5. 55 
19.69 
9.16 
3.85 
4.5 
8.07 
4.68 
2.62 
6.85 
76.11 
1.8 
67.87 
19.33 
2.08 
2.24 
5.08 
2.65 
3.1 
15.21 
12.8 
5. 68 
11.65 
8.15 
9. 64 
16.68 
14.62 
11.16 
12.4 
5. 77 
7.24 
1.1 
4.03 
9.52 
8.18 
8.1 
9.67 
9.93 
3.84 
93.5 
3.04 
4.76 
21.06 
5.89 
4. 37 
21.21 
4.8 
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PLACE100S21I 
PLACE1D0S219 
PLACEJ00S2Z3 
PLACE J00622S 
PLAGE 1006H8 
PLACE10Q6Z39 
PLACE1006Z45 
PLACE1O06Z46 
PLACE1006Z48 
PLACE 1006262 
PLACE1006269 
PLACE1006Z75 
PLACE1006277 
PLACE1006Z88 
PLACE1006Z90 
PLACE1006298 
PLACE1006311 
PLACE 10063 18 
PLACE1Q06325 
PLACE1006331 
PLACE1006335 
PLACE1006357 
PLACE1006360 
PLACE1O06364 
PUCEtO0636S 
PLACE1 006368 
PLACE1 006371 
PLACE1006373 
PLACE1006382 
PLACE100638S 
PLACE1006391 
PLACE1006412 
PLACE1006414 
PLACE1006419 
PLACEI00643S 
PLACE1006443 
PLACE100644S 
PLACE1 006447 
PLACE 1006466 
PLACE1006469 
PLACE1 006470 
PLACE 1 006472 
PLACE1 006476 
PLACE1 006482 
PLACE 1006488 
PLACE1006492 
PLACE1 006506 
PUCE1006515 
PLACE1O06516 
PLACE1006520 
PLACE1006521 
PLACE1006529 
PUCE1006531 
PLACE1006534 
PLACE1006S40 
PLACE1006549 
PLACE 1006 550 
PLACE1006552 
PLACE 1006557 



PLACE1006607 



18.15 19.46 15. 
29.22 24.03 Z2.82 
33.12 Z6.98 2Z.85 

9.38 7.86 

Z3.05 Z6. 18 25. 58 

7.77 5.03 

11.97 10.97 10.73 

14.07 10.52 9.12 
10.3 9.17 8.56 

19.08 26.43 25.66 
6.36 4.8 5.62 
7.84 6.83 8.11 

18.16 15.2 14.15 
23.16 25 24.73 

3.79 4. 35 4.22 

31.99 33.57 40.35 

24.06 25.54 26.15 

Z3. 92 22. 31 22.74 

10.97 6.18 13.93 

322.49 249.29 312.14 

6.01 6.97 9.42 

23.6 23.65 28.41 

39.03 55.89 60.83 

4. 49 3. 79 4. 52 

8.87 13.33 7.94 

7.6 5 7.22 

12.84 8.83 13.13 

31.88 31.57 27.89 

15.81 18.11 17.64 

23.74 24.67 19.54 

7.09 8.24 10.32 

14.35 15.98 15.55 

30.64 63.89 32.69 

23.86 16.38 19.21 

16.88 12.76 13.77 
7. 62 8. 28 

53.01 52.47 65.34 

16.45 17.73 17.35 
5.01 5.76 10.4 

8.97 6.93 12.7 
14.91 13.1 13.03 
32.56 24.9 52.53 
75.24 88.04 

19.52 14.87 22.77 

13.42 9.61 14.11 
53.41 60.91 65.09 

8.93 8.04 10.96 

6.57 6.17 10.41 
7.77 7.4 8.18 

85.74 60.72 84.5 
5.4 3.13 7.19 

21.37 16.93 24.45 

8.98 4.63 8.46 
11.34 12.38 19.26 

17.3 13.48 19.89 

57.43 76.29 59.13 
27.31 23.34 17.69 
41.43 35.42 38.21 
58.91 37.26 57. 

12.53 3.16 14.73 
8.16 5.5 6.78 
8.47 4. 75 7.36 

14.33 13.22 15.98 

18.95 13.98 15.61 



7.8 



Table 481 
6.56 8.15 



13.99 

14.69 11.86 
4.18 4.91 
13.5 14.02 
2.21 3.14 
4.72 5.26 
4.17 12.12 
6.54 7.06 
10.77 26.8 

2.78 2.48 

7.79 9.46 
12.95 19.65 
14.26 21 

1.07 3.07 
21.62 22. 17 
17. 19 20.35 18.67 
9.17 11.04 10.73 
5.64 6.43 
284. 34 344.95 317.78 
6.43 10.77 6.27 
15.45 19.92 
32.56 29.33 36.42 
5.32 3.04 
7.31 
3.51 
5.51 
15.9 

20.83 24.97 



4.35 
4. 35 
6.85 



8.81 
3.81 

10.31 
2.06 
4.25 
4.44 
2.85 
17.9 
2.42 
8. 46 

15.77 

15. 27 
1.54 

18.83 



4.11 
2.72 
3.89 
12.05 
21.9 



18.S7 28.47 23.59 
5. 35 



5. 93 
4. 32 
48.09 
9.64 



7.83 
3.07 
51.7 
12.61 
3.6 5.26 

4.45 5.94 
5.44 14.24 

14.86 22.47 15.58 
49.93 69.66 43.58 

7.46 8.75 
5.93 5.56 



8.6 
18.72 
5.22 
5.98 
4.42 
50.7 
9.03 
3. 03 
2.99 
9.05 



2.69 
2.65 



4.8 3.13 



6.76 

67.76 73.09 68.07 

3.67 3.58 2. 13 

11.55 12.23 11.32 
3.15 2.87 
6.83 6.12 

6 9.01 6.33 

33.67 55.25 39.07 
10.6 24.86 
17.9 



18. 37 



11.76 
12.42 
34. Z2 
7.06 



8.16 
Z0.19 



8.37 
3.13 
4.62 
8.15 
4.65 
10.91 
3.67 
11.38 
13.62 
19. 66 
2.83 



10.44 

7.67 
14. 07 

4.23 

5.82 

6. 69 
15.12 

0.76 
30. 18 26.42 

6.49 6.41 



13.97 
22-42 
4.72 
6.19 
4.28 
6.19 
17.9 



7.26 
8.42 
7.89 
6.84 
6.47 
2.72 
24.1 
5. 67 
3.62 
6.14 



7.77 
52.42 
5.01 
3.57 
4.81 
30.38 
2.69 
15.15 
4.69 
5. 58 
4.77 

49.85 36.47 
7.55 11.98 



5.43 
41.31 
2.77 
3.49 
4.8 
40.48 
2.56 
13.1 
2.57 
8.08 
5.04 



8.98 
22.03 
28.77 
7.67 
11.47 
3.81 
4.52 
11.84 
5.48 
15.08 
2.13 
4. 94 
7.81 
20.01 
1.89 
31.31 
12.35 
15.35 
3. 68 
167. 86 
3.75 
13.07 
24.3 
3.85 
6.08 
3.68 
7.3S 
24.85 
48.66 
8.24 
6.16 
11.54 
10. 44 
7.76 
5.41 
2.68 
30.98 
5.82 
3.82 
3.89 
16.52 
18.13 
77.62 
15.09 
6 

43.57 
4.34 
2.51 
1.69 
37.31 



3. 56 
2.29 
9.86 



3.74 
3.19 
13.18 



10.13 11.36 9.36 



28.67 
31.47 
5.43 
2.74 
2.51 
7. 97 
8.88 



34.48 
33.21 
4.33 
1.94 
1.45 
4.5 
8.34 



1.53 
16.91 
2.69 
8.82 
5. 56 
56.34 
6.46 
34. 92 
28.65 
7.28 
3.28 
1.95 
6.78 
9.06 
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PLACE1 006610 
PLACE100S615 
PLACE1006617 
PLACE1006618 
PLACE1006626 
PLACE1006629 
PLACE 1006637 



77.5 62.9 
30. S3 27.31 
PLACE1006640 146.09 115. 55 121.62 
" 13.76 11.01 
8.7 8.11 
PLACE1006673 128.37 101. 12 117.47 
7. 54 6. 57 



PLACE10O5678 
PLACE 1006682 
PLACE1006684 
PUCE100S698 
PLACE 1006704 
PLACE1006708 
PUCE1006711 
PUCE10O6714 
PLACE1O06716 
PUCE1006731 
PUCE1006754 
PLACE10O6780 
PLACE1O06779 
PLACE 1006782 
PLACEI006783 
PLACE 1006786 
PLACE1006792 
PLACE1 006795 
PLACE1006800 
PLACE1OO5805 
PUCE1006809 
PUCE1006815 
PUCE10068I9 
PUCE1006820 
PLACE 1006826 
PLACE1006829 
PLACE1006853 
PLACE 1006860 
PUCE1006867 
PUCE1006875 
PUCE1006878 
PLACE1006883 
PLACE1006898 
PUCE1006901 



PLACE1006917 
PLACE1006932 
PUCE1006935 
PLACE1006956 
PLACE10069S8 
PLACE 1006959 
PLACE10069S1 
PLACE1006K2 
PLACE1 006966 
PLACE1 006979 
PLACE1006S89 



9.23 
5.13 
10.84 
16.8 



9.13 6.93 
4.58 7.74 
9.51 10.64 



13.14 
5.12 
8.48 
24.65 
10.75 
6.82 
7.97 
19.78 
21.34 
8.76 
12.83 
17.66 
14. 53 
13.34 
26.1 
16.5 
43 
6.46 
14.69 
297.4 
17.57 
36.78 
8.55 
11.34 



3.88 

6. 37 

21.3 17.88 

10.1 

6. 62 

5.26 

16.32 14.11 

19.47 16.01 

6.59 9.88 



14. 99 
14. 85 
20.43 20.94 



379.55 330.72 
15.02 14.01 
37.15 24.97 
8. 96 



11.1 
8.66 
7.76 
13.3 
20. 52 
6.86 
5.96 
17.58 
34.11 
35.59 



25. 34 29.52 
PLACE1 006904} 283. 91 237.86 265.1 
87 



8.87 
13.9 
5.15 
73 

14.71 
6.43 

11.78 
8.5 

30. 69 
9.85 

23.14 

14.41 
9.24 

56.53 

65.54 
8.5 
7.96 
6.13 



19.05 15.16 
5.68 5. 5 



6.88 7.06 
13.88 26.99 



10.88 9.97 
43.35 32.93 



Table 482 

3.56 3.78 2.24 

3.64 4.24 3.19 

5.44 6.44 4.54 

12.4 9.99 12.65 

4.89 3.64 3. 15 

75. 16 89. 13 71.45 

15.03 24.3 12.77 

98.73 144.79 100.95 

6.08 7.62 8.85 
3.37 3.88 

60.38 47.28 69.57 

3.78 6.24 6.14 

2.14 1.84 
2.47 

8.35 11.27 

6.45 4.58 

4.58 2.49 

5.44 5.92 

7.42 10.52 

7.72 5.97 
4.28 



2.21 
1.9 
6.94 
7.04 
1.43 
5.12 
6.39 
5.39 
4.19 
6.83 



5.2 



22.5 23.46 11.75 

6.82 4.21 3.38 

8.19 13.03 

18.8 23.33 15.04 

10.81 6.14 7.77 

12.14 32.07 8.88 

3.27 4.53 2.37 

7.42 7.86 5.36 

251.58 242.8 138.41 

6.89 5.54 5.55 

22.04 27.53 19.08 

3.54 3.27 



7.26 
4. 26 
4. 95 
4.43 
7.29 
7. 58 
1.69 
3.45 



7.6 
6.11 
4.5 
5.8 



7.57 
12.2 
3.65 
4.02 
11.43 14.88 

15.89 26.64 17.27 

17.57 24.59 23.14 

210.53 264.05 203.01 

4.77 9.67 4.27 

17.43 14.76 12.47 
4.25 



37. 1 42. 0- 



30.7 
5.88 
27.05 
10.97 



3. 94 

37.7 
5.67 
3.09 
7.47 6.43 
8.54 6.61 
31 25.61 
6.1 5.13 
47.4 17.28 



5.54 
6.04 

20.03 40.71 38.97 
57.55 60.7 57.93 
7.89 7.62 
4.19 6.33 
9.51 15.11 4.74 7.09 



1.79 
3.13 
7.55 



65.85 61. 12 

6.47 3.27 

4.46 4.41 
78.35 78.65 

3.95 3.22 
2.5 1.43 

3.67 2.97 

7.31 

4. 88 

4.44 

5.18 

4.46 
12.01 
3.4 

8.13 
21.46 

5.07 
10.87 



14.31 
5.98 
11.02 
164.1 
12.59 



12.23 11.92 
4.66 3.59 



3.53 
7.89 
4.94 

17.51 
5.32 



56.64 
5. 38 
3.52 
8.35 



8.94 
12.85 
3.22 
45 
9.09 
81.72 
4.59 
6.15 
91.83 
3.7 
2.09 
2.03 
5.72 
3.52 
2.6 
3.42 
4.69 

13. 28 
3.95 

6.6 

14. 39 
2.36 
6.98 

26.77 
8. 16 
11.6 
3.55 
12.6 
121.42 
9 

14.81 
3.34 
7.48 
6.14 
3.79 
3.65 
7.17 
9. 57 
3.97 
7. 08 
13. 16 
32.24 
10.26 
215.9 
5.44 
6.34 
4.94 
47. 75 
12.92 
6.81 
8.94 
6.79 
25.7 
6.47 
16.62 
8.22 
5.52 
27. 
67.29 
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PLACE1 007045 
PLACE1007048 
PLACE1007053 
PLACE1 007068 
PLACE1 007070 
PLACE1 007076 
PLACE1 007077 
PLACET 007081 
PLACE1 007082 
PLACE1 007092 
PLACE1 007096 
PLACE 1007097 
PLACE1007099 
PLACE10O71O5 
PLACE 1007! 08 
PUCE1007111 
PUCE1007I12 
PLACE1O07130 
PLACE1007132 
PUCE1007140 
PLACE1007143 
PUCE1007169 
PIACE1007178 
PLACE1007190 
PUCE100720! 
PLACE1007202 
PLACE1007226 
PLACE1007238 
PIACE1007239 
PIACE1007242 
PIACE1 007243 
PLACE1007247 
PLACE1007257 
PLACE1007274 
PLACEJ007276 
PLACE1007282 
PLACE1007286 
PLACE1007296 
PLACE1007301 
PLACE1007314 
PLACE1O07317 
PLACE1007329 
PIACE1007338 
PLACE1007342 
PUCE1O07345 
PLACE1007346 
PLACE1007359 
PLACE1007367 
PLACE1007375 
PLACE1007377 
PLACE100738S 
PUCE1007392 
PUCE1007402 
PUCE1O07409 
PLACE1O0741S 
PUCE1007420 
PLACE1007431 
PLACE1007450 
PLACE1O074S2 
PLACE1007454 



15. 78 
19.3 
9.31 
8.67 
18. 55 
17.03 
7.35 
41.35 
14.74 
9.52 
8.7 
5.03 
14.43 
9.93 
7.87 
24. 26 
13.01 
7.28 
11.01 



8.1 
7.85 
21.25 
5.69 
9.72 
11.31 
14.96 
110.77 
53.4 
22.01 
8.39 
51.6 
13.13 
10 
7.6 
4.51 
6.97 
11.57 
16.68 
14.64 
9.78 
8.02 
6.93 
57.3 
41.9 
5.67 
20.5 
41.26 
8.65 
12.55 
6.98 
12.07 
24.2! 
16.76 
9.51 
22.54 
14. 67 
28.03 
6.82 
14.4 
49.36 



PUCE1007460 11.52 

PLACE1O07478 12.6 

PLACE1007484 10.71 

PLACE1 007488 14.59 



21.85 
14.44 
5.29 
4. 77 
13.15 
17.73 
10. 92 
35.79 
14.27 
6.79 
7.04 
2.47 
9.17 
9.89 
5.2 
33.98 
15.69 
5.04 
5.03 
6.86 
4.78 
20. 42 
6.23 
11.86 
9.93 
8.93 
93.69 
44.43 
21.57 
6.41 
47.43 
15.22 
9.05 
6.25 
6.36 
4.05 
9. 64 
11.68 
13.62 
10.14 
7.14 
6.45 
54.81 
26.92 
4. 07 
15.07 
41.58 
8.31 
10. 83 
4.2 
10. 56 
18.68 
19.32 
9.82 
28.88 
16.22 
25.88 
6.06 
7.71 
46.08 
10.93 
13.38 
6.45 
14. 99 



22.19 
24.23 
12.35 
10.34 
1S.29 
24.8 
12.26 
51. 18 
12.93 
8.77 
11.33 
6.96 
8.68 
19.72 
13.72 
33.96 
10. 39 
7.51 
12.54 
9.3S 
7.3 
20. 37 
10.18 
11.22 
8.97 
16. 56 
99.41 
54.82 
16. 94 
6.68 
46.65 
14. 84 
8. 75 
7. 77 
6.4 
5.61 
10.32 
9.05 
12.24 
10.9 
6.45 
9.13 
50.58 
32.51 
4.44 
16.53 
38.73 
7.96 
9.7 
6.44 
14.15 
19.13 
15.87 
11.04 
22.62 
16.74 
21.18 
4. 68 
4. 99 
36.43 
12.45 
10.86 
6.68 
17.16 



Table 483 

13.09 30.39 13.83 

9.41 10.57 11.83 

5.07 3.06 4.56 

5.02 4.28 3.54 

11.03 10.78 10.43 
24.48 28.32 20.68 

4.54 5.11 

37.04 46.87 29.31 
7.51 10.12 



4. 99 5. 23 



1.99 
4.57 
4.22 



6.35 
2.48 
6.07 
5.46 
3.64 

8.75 19.56 
7.41 17.53 
3.97 3.76 
6.14 8.23 
5.74 3.15 

2.76 4.42 
9.68 16.47 8.01 

2.7 4.22 2.51 

5.23 6.85 7.!1 
4.82 6.82 3.46 
5.53 5.66 4.16 
39.5 91.72 72.21 

32.05 30.06 27.04 

9.88 9.77 

2.97 3.53 
38.48 53.48 36.76 

6.24 10.32 8.42 
2.44 7.1 

3.79 
2.72 
2.11 



4.39 
3.01 
2.64 
4.04 
4.46 
3.61 
5.59 
3.78 
3.46 



6.1 



2.97 



6.87 
5.07 
4. 99 
5.35 
3.47 

25.62 27.62 24.63 
26.5 30. 16 25.56 
3.74 2.2 
8.68 6.27 
21. 16 26.14 23.96 
1.51 3.49 1.31 
1.39 5.63 
4.26 4.62 
4.68 4.55 
13.92 12.02 
8.17 8.78 
5.11 5.51 
18.84 13.11 
9.19 



1.68 
2.93 
5.21 
7.51 
7.34 
7.23 
6.16 
6.79 

15.73 16.55 11.3 
4.06 4.16 1.71 
5.04 6.12 1.69 
21.1 38.54 20.65 
8.35 
8.!6 



8.73 



8.16 
4.17 
3.65 
7.24 



4.48 



9.78 


12.74 


10.75 




t 


9.91 


12.06 


15.93 


* 




5.35 


25.19 


5.41 






2.63 


5.02 


2.74 






6.96 


7.2! 


5. 68 


t 


tt 


16.51 


16.83 


13.48 






6.43 


5.8 


5.66 


t 


t 


28.18 


20.46 


26.31 




* 


13.51 


10.86 


10.42 


t 




4.42 


5.84 


7.46 


t 




4.31 


10.62 


7.33 


t 




1.28 


4.0! 


1.45 






4.7 


5.17 


7.04 


* 




5.83 


6.27 


9.12 






1.96 


5.82 


6.63 






10.61 


6.46 


7.98 




M 


9.51 


4.37 


5.03 




t- 


4.15 


3.12 


4. 45 


* 


t 


4.79 


4.84 


3. 32 






5.1 


3.7! 


4. 08 


* 


t 


3.05 


2.29 


1.7 


* 


t 


13.15 


12.99 


9.63 


* 


tt 


2.33 


2.04 


2.65 


t 


t 


6.69 


5.59 


16.1 


tt 




5.63 


4.72 


7.1! 


t 


t 


5.42 


6.7! 


5.73 


t 


t 


82.39 


66.08 


68. 98 




t 


24.59 


23.68 


27.03 


tt 


tt 


7.13 


6.76 


5.92 


tt 


tt 


2,76 


1.3 


1.2 


tt 


tt 


30.03 


24.3 


28.99 




tt 


5.62 


3.59 


3.12 


t 


tt 


4.72 


2.48 


2.64 


t 


tt 


3.01 


2.85 


2.82 


tt 


tt 


2.35 


3.34 


6.03 


tt 




3.82 


3.22 


3. 39 


t 




5.17 


3.51 


3.72 


tt 


tt 


3.08 


3.72 


1.93 




t 


5.09 


2.86 


3.16 


tt 


tt 


3.88 


2.16 


3.2 


tt 


tt 


2.6 


5.13 


4. 46 


t 


t 


3.68 


2.3 


2.77 


tt 


tt 


49.58 


43.5 


58.48 


tt 




24.13 


20.5 


25.41 






1.89 


2.39 


3.75 


t 


t 


4.58 


3.48 


4. 29 


tt 


tt 


27.05 


27.12 


33.74 


tt 


tt 


3. 83 


1.42 


3.11 


tt 


tt 


2.54 


2.85 


2.14 


tt 


tt 


3.59 


4.11 


3.58 






6.12 


7.62 


8.27 


tt 


t 


28183 


13.55 


12.42 


t 




11.49 


10.03 


10.79 


tt 


tt 


4.08 


2.01 


3.77 


tt 


tt 


9. 22 


5. 36 


7.49 


t 


tt 


10.55 


5.47 


7.91 


tt 


tt 












S* 65 


4' 38 


4'. 35 






4. 23 


8.8 


6.06 






11.86 


16.68 


14.49 




tt 


9.8 


9.12 


12.38 


t 




7.4 


4.59 


6.97 


t 


tt 


4.9 


2.97 


5.47 


t 




6.08 


3.67 


8.77 


tt 


tt 
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PLACE! 007507 
PLACE1007511 
PLACE1007513 
PLACE1 007524 
PLACEt007S25 
PLACE1 007537 
PLACE1007544 
PLACE1007547 
PLACE1 007557 
PLACE1 007560 
PLACE10075S5 
PLACE1007580 
PLACE1007S83 
PLACE 1007591 
PLACE1007598 
PLACE1007610 
PLACE1007618 
PLACEI00762I 
PLACE1Q07626 
PLACE1007632 
PLACE1007635 
PLACE1007645 
PLACE 1007649 
PLACE1007659 
PLACE1 007669 
PLACE1 007677 
PLACE1007688 
PLACE 1007690 
PLACE 1007697 
PLACE10D7702 
PLACE1007706 
PLACE1007725 
PLACE1007729 
PLACE1O07730 
PLACE1007737 
PLACE1O07743 
PUCE1007746 
PLACE1O07753 
PUCE1007769 
PLACE 1007780 
PLACE1007791 
PUCE1 007807 
PLACE1007810 
PUCE1007814 
PLACE1007828 
PLACE1 007829 
PLACEI007841 
PLACE1007842 
PLACE1007S43 



PLACE100784S 



16.63 14.22 

13.25 11.24 

4.53 2.47 

49.4 41.73 

7.48 5.19 

8.42 7.3 

5. 67 4. 7 

16.52 13.81 

22.7 26.33 

25.9 29.34 

3.88 2.26 



4. 59 
3.85 
5.53 
9.38 
3.93 
4.85 
20.28 



35.43 28.05 

8.18 6.61 

17.84 21.72 

29.46 44.32 

5.43 7.86 

23.48 33.01 

17.27 10.25 



16. 35 
21.3 
14.9 



15.06 
30.37 
15. 29 

7.22 8.07 

9.68 16.27 

14.91 16.84 

15.22 10.08 
9.62 8.04 

14.54 9.51 

26.23 17.29 
15.62 16.04 

42.92 48.93 
14.39 18.43 
10.21 11.59 



5. 74 
7.33 
10.4 
21.71 
23.92 
9.64 



21.85 26.65 

12.3 14.26 

7.29 10.66 
8.16 7.8 

14.45 11.07 
PLACE1007846 9.52 9.87 
PLACE1007848 10.96 7.82 

PLACE1007852 38.45 42.72 

19.55 23.44 

PLACE1007866 106.06 120.7 

PLACE1007871 46.64 38.13 
PLACE1007877 11.11 8.45 

37. 18 35.47 
7. 08 8. 99 
13.54 9.97 

9.52 10.47 

27. 14 31.91 

13.27 17.29 
8.9 7.88 



12.4 
10.12 
3.63 
37.58 
4.7-3 
S.51 
5.81 
13.32 
16.93 
29.57 
3.15 
5.83 
3.18 
10.65 
9 

11.32 
5.18 
15.56 
45.42 
8.24 
22.91 
50.79 
6.71 
29.15 
11.99 
15.01 
31.84 
13.94 

8.55 
14. 18 

14.3 
11.32 

8.37 
13.82 
21.46 
17. 86 
37.39 
15. 85 
12.77 

6.02 
11.32 

8. 69 
13.76 
27.74 
14.79 
22.58 
16.38 
10.16 

8.23 
14. 52 

9.08 
17.21 
20.94 

22.4 
80.75 
36. 79 
11.03 

41.1 

9.43 
15.34 
10.76 
21.03 
11.92 

9.69 



Table 484 

6.49 10.52 5.63 
3. 93 3. 98 
3.11 1.64 
21.38 27.05 
2.29 4.06 
5.72 



4.91 
1.28 
8.64 
8.14 
9. 23 



3. 3f 



1.64 
2.9 
2. 96 



8.53 
9.3 
8.07 
7.42 
8.71 



13.2 
13.6 
13.4! 
4.77 
6.97 
4.14 
4. 26 
15.1 

4.32 11.34 

3.66 4.39 

6.24 12.9 

25.74 50.46 26.54 

5.02 13.18 12.74 

16.26 21.82 12.51 

23.79 28.69 29.97 

4.51 9.04 3.18 
18.02 23.66 

6.18 6.01 5.07 
7.7 12.44 
9.6 6.97 

9.45 10.99 

10.69 12.34 
12.06 
10.72 14.81 
8.01 8.72 
6.72 5.7 
11.08 11.03 
12.32 15.98 
8.71 10.59 
28.78 37.1 

13.55 30.64 24.37 

11.76 15.29 7.33 
2.59 3.98 

6.64 9.26 5.56 

5.19 10.28 4.84 
5.45 11.67 20.68 

15.47 17.03 13. 

8.65 13.95 8.98 
10.61 17.88 12.23 

8.52 14.37 8.97 
4.04 8.15 4.63 

8.29 



9.05 
10.82 
9.58 
7.11 
35.26 



4.71 
8.03 
6.82 
7.21 
14.02 



4.31 
7.42 
6.86 
4.31 
14.13 



16.83 

13.38 19.15 12.06 

100.84 136.45 101.33 

13.91 18.93 11.35 

7.02 8.84 8.93 

20.44 30.52 24.13 

6.21 6.72 5.42 

8.52 12.53 23.99 

6.15 8.22 8.75 

11.57 16.17 12.14 

8.56 15.72 12.01 

3.7 5.72 2.73 



19.33 
3.01 
3.06 

48.44 
3.74 
6.57 
4. 39 

11.36 

24.98 

21.02 
1.98 
1.87 
2.02 
4.34 
2.92 
4.35 
3.62 

10.43 

38.37 
5.22 
7.83 

18.24 
4. 73 
25 

11.02 

11.15 
5.43 
5. 55 
4.08 
6.79 
5.13 
4.92 
5.49 
7.95 

13.89 
6.26 

16.78 
6.15 
6.11 
2.92 
5.87 
5.47 
5.72 
6.08 
3.79 
16.06 
13.64 
12.33 
4.49 
8.69 
5.9 
3.05 
8.86 
12.86 

115.22 
19.19 
6. 39 
17. 29 
3.38 
7.37 
3.33 
8.02 
8.76 
4.49 



11.77 
2.43 
2.87 

42.69 
3.09 
5.7 

I. 96 
9.38 

15.24 
29.63 
2.22 
5.45 
2.49 
4.96 
7.29 
8.81 
3.16 
10.06 
49.51 
7.37 
15.31 
19.23 
2.18 
27. 47 
11.92 
10.52 
7.59 
6.43 
7.67 
7.15 
7.31 
7.04 
8.22 
12.03 
16.95 

II. 61 
10.7 

10.27 
7.79 
4.75 
21.8 

15.67 
5.81 

14.46 
6.99 
20.8 

10.06 
6.69 
6.71 
6.18 
8.42 
6. 37 
9.78 

10. 77 
114.23 

30.79 
7.32 

22.96 
3.24 
7.86 
3.79 
9.92 
6.61 
7.73 



17.21 
4.23 
2.04 

43.18 
4.25 
5.93 
2.74 
8.52 

20.74 

20.17 
2.43 

I. 54 
2.5 

5. 37 
5. 52 
6.31 
4.04 
8.81 
35.74 
5. 53 
12.34 
26. 32 
2.74 
23.31 
11.97 
8.69 
4.3 
7. 69 
S. 36 
7. 48 
8.61 
8.09 
6.25 
8.17 
16.37 
4.77 
15.4 
7.82 
6.57 
4.26 
5.42 
6.17 
5.21 
7.51 
9.71 
14.7 
9. 74 
8.73 
2.94 
6.07 
7.28 
4.05 
9.37 

II. 27 
135.63 

21.75 
5. 13 

22.69 
2.37 
5.04 
2.67 
9.32 
6.69 
5.93 
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PLACE1007950 
PLACE10079S4 
PLACE! 007955 
PLACE 1007956 
PLACE1 007958 
PLACE1 007965 
PLACE1007969 
PLACE1007971 
PLACEI007990 
PLACE 1008000 
PLACE 1008002 
PLACE1 008037 
PLACE 1008044 
PLACE100804S 
PLACE 1008080 
PUCE1008092 
PLACE1 008095 
PLACE1008105 
PLACE1008107 
PLACE10081I1 
PLACE 1 008 1 1 3 
PLACE1008122 
PLACE1008129 
PLACE1008132 
PLACE 10081 37 
PLACE10O8174 
PLACE1008177 
PLACE1008181 
PLACE100819S 
PUCE1008198 
PLACE 1008201 
PLACE1 008209 
PLACE 1008226 
PLACE1008227 
PUCE1008231 
PLACE 1008238 
PLACE10OS244 
PLACE1006249 
PLACE1008266 
PLACE I 008273 
PUCE1008275 
PLACE 1008280 
PLACE 1 008282 
PLACE1 008297 
PLACE1008303 
PLACE 1008309 
PLACE1O0831S 
PUCE1008329 
PLACE1008330 
PLACE1008331 
PLACE1008351 
PLACE1008356 
PLACE1008359 
PLACE1008368 
PLACE1008369 



PLACE1OO8420 4.6 
PUCE1008424j 8.77 



123 
8.61 
17.64 
11.86 
9.03 
15.3 
24. 54 
14.86 
13.72 
8.41 
8.38 
7.47 
23.79 
19.99 
15. 75 
7.67 
16.14 
10.75 
6.1 
12.94 
48.12 
12.52 
12.19 
21.17 
10.44 
12.98 
5.92 
12.18 
13.39 
12.57 
10.88 
10. 96 
27.87 
19.93 
7.21 
12. 79 
10. 53 
15.98 
102.69 
14.29 
5.26 
6. 85 
12. 89 
12.14 
11.47 
4.41 
19.59 
9.22 
11.04 
9 

12.84 
13.82 
10.61 
15.16 
3.81 
It. 15 
11.83 
23. 83 
9.05 
8.61 
93.35 
9.15 



99.57 
7.27 
15.71 
9.09 
7.99 
16.37 
27.08 
11.23 
7.91 
4.96 
10. 22 
6.35 
15.95 
21.06 



90.18 
7.95 
13.66 
7.66 
9.04 
14. 75 
14.83 
10.66 



1.82 
5.71 
5.77 
4.25 
12.5 

9. 24 

26.6 10.27 
5.27 5.41 
13.84 10.97 
13.42 9.63 
7. 51 5. 49, 
8.4 7.21 
32.36 36.95 
11.61 10.25 
11.22 
14.41 
5. 69 
8.11 
6.91 
13.31 
9.3 
11.23 
12.64 
9. 72 
17.88 
14.99 



9.29 
14.91 

4. 43 

5. 85 
4. 83 

12.04 
9. 62 
9. 83 
8. 33 
8.1 
18. 73 
13.17 
4.12 
15.04 
6.28 

8. 54 

124.96 102.56 
12.39 14.99 
4.99 6.79 
6. 62 6. 82 
9.41 16.7 
13.11 10.26 
15.79 13.39 
7.26 5.38 



4.7 
18.51 
9.75 
17.02 



15.1 
7.92 
9.94 

15.63 
22 

13.87 
8. 67 

18. 55 
2.08 
8.41 
9.98 

19. 35 



15.12 
9.32 
11.21 
14.68 
18.28 
16.44 
5.76 
16.33 
4.52 
9.64 
11.91 
38.34 



11.72 16.92 
13.91 16.2 
102.54 
10. 93 

3.84 

7.89 



5.58 
11.51 
6.57 
2.65 



9. 3 9. 77 
9.25 6.9 

4. 9 3. 85 

11.66 10.38 



6.44 6.58 7.05 



6.22 
2.21 
7.05 
5.88 
8.38 
3.04 
4.61 
5.46 
4.1 
4.85 

30.18 
6.59 
6.85 
9.14 
4.58 
5. 98 
3.39 
4.81 
7.44 
6.75 
6.13 
4.34 

12.29 
9. 05 
4. 59 
5. 47 
4.31 
6.34 

88.83 
6.95 
3.64 
4.72 

11.11 
7.3 

11.12 
6.98 
9.86 
5.09 
6.66 
4.1 



6.73 
4. 95 
19.86 
14.67 
25.41 
5.53 
15.55 
13.95 
6.68 
8. 37 



5.26 
7.01 
4.55 
8.68 
7.76 
6.36 
9.66 
4.16 
14.5 
11.55 
4.49 



10.06 11.71 
10.8 



9. 97 
14.28 
9.29 
9.1 
12.42 
7.9 



4.5 
11.79 
1.83 
4.52 
7. 27 
11.94 
8.36 
7.29 
58.1 
7.55 
2.08 



1.71 
7.73 
9.44 
10.53 
9.24 
15.86 
65.02 
10. 56 
3.3 
4.03 



91.95 114.45 
3.77 4.03 



6.99 
4.06 

2.65 
7.23 



6.02 
3.52 
3.28 
2.35 
6.75 
6. 52 

16.05 
4.86 
3.99 

10.03 
2.94 



7.04 
4.11 
3.75 
6.65 



6.86 
3.67 
5.34 
1.88 
10 
7.55 
14. 95 
3.3 
9.83 
7.96 
3.48 
1.47 
9.55 
3.46 
8.46 
8.33 
5. 99 
5.88 
1.53 
2.16 
3.44 
4.45 
5.05 



7.97 
5.37 
4.65 



3.08 
3.58 
5.47 
3.51 
5.84 
3.56 
7.41 
10. 32 



4.26 
4.74 
3.38 
4.87 
2.12 
7.63 
12.55 



3. 54 
6. 79 
11.9 
6.91 
6. 87 



3.42 
5.65 
2.77 
11.47 
9.98 



64.76 63.76 

5.13 6.5 

3.03 3.37 

4.27 11.48 
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PLACE1008426 
PLACE1008429 
PLACE1008430 
PUCE1008437 
PLACE10Q8453 
PLACE1008454 
PLACE10084S5 
PLACE 1008457 
PLACE 1008465 
PLACE1 008469 
PLACE1 008488 
PLACE1008519 
PLACE1008524 
PLACE1008531 
PLACE1008532 
PLACE1008533 
PLACE1008542 
PLACE1008549 
PLACE 1008560 
PLACE1 008567 
PLACE1 008568 
PLACE 1008569 
PLACE1008584 
PLACE1008585 
PLACE1008603 
PUCE1008521 
PLACE 1008625 
PLACE1 008626 
PLACE1008627 
PLACE10Q8629 
PLACE1 008630 
PLACE1008643 
PLACE 1008650 
PLACE1008657 
PLACE1 008664 
PLACE1008693 
PLACE1008696 
PLACE100871S 
PLACE1008716 
PLACE1 008722 
PLACE1008738 
PLACE 1008742 
PLACE 1008744 
PLACE1 008748 
PUCE1008757 
PUCE1008766 
PLACE1008785 
PLACE10O87SO 
PUCE1008798 
PUCE1008807 
PLACE1008808 
PLACE1008813 
PLACE1008836 
PLACE1008851 
PLACE 1008854 
PLACE1008864 
PLACE1008867 
PLACE1008876 



9.02 
6.72 
14.21 
10.05 
9. 93 
21.6 
34.62 
11.67 
7.78 
9.74 
7.69 
13.67 
16.01 
10. 83 
31.22 
16.83 
11.05 
8.08 
9.22 
12.46 
11.23 
26.76 
12.08 
31.41 
88.44 
8.51 
5. 93 
7.17 
16.63 
17.85 
10.34 
13.74 
8.08 
20.07 
16.27 
19.24 
15.27 
12.07 
9.95 
23.06 
22.32 
84.96 
16.51 
11.7 
11.86 
12.58 
10.19 
13.83 
38.55 
7.39 
14.69 
11.75 
10.67 
17.38 

6.2 
19.27 
23.06 
176.15 214.21 
10.24 
13.44 
20.57 

7.8 
3.68 
6.03 



4.49 

4.48 
10.67 
12.15 

7. 46 
22.78 
30. 32 

8.98 

I. 83 
7.14 
9.06 

13.58 
17.28 
9.9 
27.65 
14.02 
6.89 
8.32 
6.82 
12.8 
14. 36 
24.83 

II. 9 
26.84 
58.86 

5.24 
4.92 
7. 14 
17.04 
11.92 
9.61 
8.06 
8.41 
16.69 
13.14 
12.55 
18.92 
13.35 
8.16 
17.9 
18.29 
67.74 
21.18 
8.68 
10.89 
S.83 
7.64 
10. 34 
17.87 
8.08 
14.79 
10. 29 
11.89 
11.13 
6.11 
13.51 
15 



8.9 
7.31 
23.29 
5. 68 
3. 98 
2. 49 



7.91 

8.18 
13.56 
13.23 
12.2? 
23.98 
25.55 
10.52 

9.65 
10.33 
16.27 
16.65 
16.34 
10.84 
29.16 
15.02 
12.38 

6.56 

8.) 
11.1! 
12.98 
18.12 

8.94 
21.37 
85.85 

9.31 
6 

8.41 
15. 47 
13.81 
9.25 
11.06 
6.76 
13.65 
9. 24 
11.48 
13.52 
10.97 
6.63 
16.82 
21.17 
75.79 
12. 37 
7.89 
13.3 
17.07 
9.9 
7.69 
28.15 
6.82 
11.52 
9. 69 
10. 55 
11 
S.28 
11 
11.22 
204.76 
12.49 
7.6 
15.12 
7.21 
2.25 
3.19 



Table 486 

6.94 4.35 

5.16 2.94 

6.18 13.27 13.78 

7.3 7.15 7.37 
2.24 5.5 5.48 
10.1 17.4 10.34 

12.02 19.33 14.29 

6.51 8.83 5.84 

2.4 6.54 
5.36 5.23 4.43 
2.87 27.47 11.79 

12.54 13.83 10.17 

7. 24 7. 92 
3.6 7.89 

13.43 17.17 10.64 

5.15 9.56 6.45 

7.62 8.01 

2.76 4.31 



2.61 



2.64 
4.7 3.86 
4.87 3.75 
7.02 10.07 
14.19 21.2 18.33 
4.22 7.86 8.69 
12.16 15.5 14.29 
77.22 107.17 81.02 
5. 85 

3.16 
4.22 
6.49 

7.55 20.73 20.07 
3.39 5.31 
4.37 9.48 



4.41 



3.54 
4.47 6 
5.85 10.41 



5. 59 6. 65 



8.22 



10.15 11.39 11.63 
7.33 8.26 11.12 
5.9 7.48 

8.56 14.35 
4. 79 8. 42 
2.27 

6.63 6.45 

13.47 19.87 



4.36 
4.4 4.51 



7.4 
5.51 

53.3 53.65 55.26 
7.32 20.16 
3.6 3.19 1.95 
7.9 13.9 4.82 
7.19 5.62 
6.56 



9.25 7.49 
18.4 13.81 
7.56 4.57 



9.1 6.6 
4.42 

10.96 6.46 
9.84 4.8S 
126.27 307.85 120.09 
4.83 6.78 
4.55 6.21 
14.15 10.76 
2.11 3.42 
1.85 2.38 
2.51 4.89 



2.2 
4.14 
7.02 
5.37 
4. 46 
15.68 
16.61 
9.41 
3.66 
4.05 
3.3 



8. 04 
3. 52 
3.19 
2.93 
6.88 
4.7 
7.27 
3.89 

!3.28 

46.69 
5.45 
1.59 
1.34 
6.26 

19.18 
4.34 
6.52 
3.49 

13.41 
3.83 

10.23 
9.09 
3.79 
4.19 
2.92 

15.63 

60.09 
4.32 
5.93 
5.45 
3.78 
5.8 
3.5 

20.54 
3.41 
6.28 
5. 57 
6.93 

16.91 
6.46 
14.43 
5.54 

159. 59 
5.17 
5.49 
9. 39 



4.69 
3.81 
13.13 
12.87 
4.25 



9.29 

7.05 

9.23 
10.09 
12.69 

6.21 

5.84 
23.65 23.08 

10.1 

4.43 

4.98 
3 

4.77 
4.88 
6.81 



9.88 
5.33 
7.36 
3.95 
9.26 
5.65 



3.5 



50.43 
4.49 
3. 39 
2.51 
5.1 

21.96 
4.76 

10.46 
3.07 

12.65 
4.48 

10.76 
6.63 
3.86 
6.11 
4.69 

19.57 



2.92 
7.52 
3.59 
6.94 
9.44 
7.92 
3. 26 
4.51 
3.03 
5.51 
8.29 
5.33 
10.21 
7.61 



38.76 
4.31 
1.97 
2.04 
3.78 

10.11 
3.98 
6. 53 
2.46 

11.83 
3.67 
7.26 
6.3 
5.13 
4.54 
5.05 

23.28 



18.2 
4.62 
3.87 
5.81 
7.49 
14.77 
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PLACE1008930 
PLACE1008934 
PLACE1008941 
PLACE1 008947 
PLACE1 008984 
PUCE1 008985 
PLACET 008994 



19. 58 
16.24 
7.73 
14. E5 
13.25 
7.07 
3.13 



PLACE10O9O2O 10.8 
PLACE1009027 3.78 
PLACE1009039 4.77 
PLACE1Q09O45 
PLACEt0O9O48 
PLACE 1009050 
PLACE1 009060 
PLACE10O9O67 
PLACE1 009071 
PLACE 1009090 
PLACE1009091 
PLACE 1009094 
PUCE10Q9099 
PLACE1009110 
PLACE10O9111 
PLACE 1 009 1 1 3 
PLACE 1009 130 
PLACE1009150 
PLACE1009155 
PLACE10O9158 
PLACEI009166 
PLACE1009172 
PLACE1009174 
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